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DNA damage contributes to neurotoxic inflammation in Aicardi-GoutiAres syndrome astrocytes.
Journal of Experimental Medicine, 2022, 219, .
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A Designer Nanoparticle Platform for Controlled Intracellular Delivery of Bioactive
Macromolecules: Inhibition of Ubiquitin-Specific Protease 7 in Breast Cancer Cells. ACS Chemical
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Matrix reverses immortalization-mediated stem cell fate determination. Biomaterials, 2021, 265, 120387. 11.4 15

Seroconversion stages COVID19 into distinct pathophysiological states. ELife, 2021, 10, .

Targeted Intracellular Delivery of Trastuzumab Using Designer Phage Lambda Nanoparticles Alters

Cellular Programs in Human Breast Cancer Cells. ACS Nano, 2021, 15, 11789-11805. 14.6 18

Red Blood Cell Proteasome in Beta-Thalassemia Trait: Topology of Activity and Networking in Blood
Bank Conditions. Membranes, 2021, 11, 716.

The Post-Storage Performance of RBCs from Beta-Thalassemia Trait Donors Is Related to Their

Storability Profile. International Journal of Molecular Sciences, 2021, 22, 12281. 41 8

Cytoplasmic dynein-1 cargo diversity is mediated by the combinatorial assembly of FTS&€“HooRa€“FHIP
complexes. ELife, 2021, 10, .

Extracellular vesicles from young womena€™s breast cancer patients drive increased invasion of
non-malignant cells via the Focal Adhesion Kinase pathway: a proteomic approach. Breast Cancer 5.0 21
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Serum Proteomics in COVID-19 Patients: Altered Coagulation and Complement Status as a Function of
IL-6 Level. Journal of Proteome Research, 2020, 19, 4417-4427.

Evidence of Structural Protein Damage and Membrane Lipid Remodeling in Red Blood Cells from
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Site-Dependent Lineage Preference of Adipose Stem Cells. Frontiers in Cell and Developmental Biology,
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HooR3 is a scaffold for the opposite-polarity microtubule-based motors cytoplasmic dynein-1 and KIF1C.
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Methylation of protein aspartates and deamidated asparagines as a function of blood bank storage
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A comparison of different methods of red blood cell leukoreduction and additive solutions on the
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Correlation of pred€eperative plasma protein concentrations in cardiac surgery patients with bleeding
outcomes using a targeted quantitative proteomics approach. Proteomics - Clinical Applications, 2017, 1.6 5
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Blood and Plasma Proteomics: Targeted Quantitation and Posttranslational Redox Modifications.
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Oxidative modifications of glyceraldehyde 3-phosphate dehydrogenase regulate metabolic
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Cells That Prevents Inflammation Induced by Pro-inflammatory Cytokines. Journal of Proteome 3.7 11
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Preserved Proteins from Extinct Bison latifrons Identified by Tandem Mass Spectrometry;
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Lin28 promotes the proliferative capacity of neural progenitor cells in brain development.

Development (Cambridge), 2015, 142, 1616-1627. 2.5 109

The cerebrospinal fluid immunoglobulin transcriptome and proteome in neuromyelitis optica reveals
central nervous system-specific B cell populations. Journal of Neuroinflammation, 2015, 12, 19.

Quantification of Extracellular Matrix Proteins from a Rat Lung Scaffold to Provide a Molecular
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Phosphorylation of the Scc2 cohesin deposition complex subunit regulates chromosome
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Proteomics of apheresis platelet supernatants during routine storage: Gender-related differences.
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Cell cycle-specific cleavage of Scc2 regulates its cohesin deposition activity. Proceedings of the
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