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50 2016, 28, 1879-93 Lo 34

Loss of LOFSEP Transcription Factor Function Converts Spikelet to Leaf-Like Structures in Rice.
Plant Physiology, 2018, 176, 1646-1664

3 The polyketide synthase OsPKS2 is essential for pollen exine and Ubisch body patterning in rice. 3
4 Journal of Integrative Plant Biology, 2017, 59, 612-628 g
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