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i Paper IF Citations

111 zighLwxpressionLofLaLtRNsProLverivativeLsssociatesLwithLPoorLSurvivalLandLndependentlyLPredictsL
uolorectalLuancerLRecurrence]LBiomedicinesYL2022YLcbYLccdb 4.8 0

110 tRNsLverivativesLinLκultipleLκyelomalLnvestigationLofLtheLPotentialLValueLofLaLtRNs[verivedL
κolecularLSignature]]LBiomedicinesYL2021YLkYL 4.8 2

109 TheLRoleLofLuirculatingLκicroRNssLinLPatientsLwithLwarly[StageLPancreaticLsdenocarcinoma]L
BiomedicinesYL2021YLkYL 4.8 3

108 TheLκultifacetedLRoleLandLUtilityLofLκicroRNssLinLndolentLt[uellLNon[zodgkinLγymphomas]L
BiomedicinesYL2021YLkYL 4.8 11

107 uircularLRNsslLwmergingLRegulatorsLofLtheLκajorLSignalingLPathwaysLnvolvedLinLuancerL
Progression]LCancersYL2021YLceYL 6.6 16

106 PharmacoepigenomicsLcircuitsLinducedLbyLaLnovelLretinoid[polyamineLconjugateLinLhumanL
immortalizedLkeratinocytes]LPharmacogenomicsnJournalYL2021YLdcYLhej[hfj 3.5 0

105 sLκolecularLSignatureLofLuirculatingLκicroRNsLuanLPredictLOsteolyticLtoneLviseaseLinLκultipleL
κyeloma]LCancersYL2021YLceYL 6.6 5

104 Next[generationLsequencingLrevealsLalternativeLγ[vOPsLdecarboxylaseLTvvuULspliceLvariantsL
bearingLnovelLexonsYLinLhumanLhepatocellularLandLlungLcancerLcells]LGeneYL2021YLihjYLcfgdhd 3.8 3

103 κicroRNsslLTinyLRegulatorsLofLyeneLwxpressionLwithLPivotalLRolesLinLNormalLt[uellLvevelopmentL
andLt[uellLuhronicLγymphocyticLγeukemia]LCancersYL2021YLceYL 6.6 15

102 κultipleLκyelomaLtoneLviseaselLmplicationLofLκicroRNssLinLtsLκolecularLtackground]L
InternationalnJournalnofnMolecularnSciencesYL2021YLddYL 6.3 12

101
sLeSLtRNs[derivedLfragmentLproducedLbyLtRNsLandLtRNsLisLassociatedLwithLpoorLprognosisLinLt[cellL
chronicLlymphocyticLleukemiaYLindependentlyLofLclassicalLprognosticLfactors]LEuropeannJournalnofn
HaematologyYL2021YLcbhYLjdc[jeb

3.8 5

100 sLuancer[RelatedLmicroRNsLSignatureLShowsLtiomarkerLUtilityLinLκultipleLκyeloma]LInternationaln
JournalnofnMolecularnSciencesYL2021YLddYL 6.3 1

99 uomplexLtranscriptionalLregulationLofLtheLtuγdγcdLgenelLNovelYLactiveLpromoterLinLΒghdLcells]LGene
YL2020YLigbYLcffide 3.8 4

98 dentificationLofLsixLnovelLalternativeLtranscriptsLofLtheLhumanLkallikrein[relatedLpeptidaseLcgL
TΒγΒcgUYLusingLeSRsuwLandLhigh[throughputLsequencing]LGeneYL2020YLifkYLcffibj 3.8

97 zighLclusterinLTuγUULmRNsLexpressionLlevelsLinLtumorsLofLcolorectalLcancerLpatientsLpredictLaLpoorL
prognosticLoutcome]LClinicalnBiochemistryYL2020YLigYLhd[hk 3.5 15

96 zeatLshockLproteinLbetaLeLTzSPteULisLanLunfavorableLmolecularLbiomarkerLinLcolorectalL
adenocarcinoma]LMolecularnCarcinogenesisYL2020YLgkYLcch[cdg 5 8

95 RevisedLwxonLStructureLofLl[vOPsLvecarboxylaseLTULRevealsLNovelLSpliceLVariantsLsssociatedLwithL
uolorectalLuancerLProgression]LInternationalnJournalnofnMolecularnSciencesYL2020YLdcYL 6.3 1
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94 dentificationLofLTwoLNovelLuircularLRNssLverivingLfromLandLnvestigationLofLTheirLPotentialLValueL
asLaLκolecularLSignatureLinLuolorectalLuancer]LInternationalnJournalnofnMolecularnSciencesYL2020YLdcYL 6.3 9

93
dentificationLandLexpressionLanalysisLofLnovelLspliceLvariantsLofLtheLhumanLcarcinoembryonicL
antigen[relatedLcellLadhesionLmoleculeLckLTuwsusκckULgeneLusingLaLhigh[throughputLsequencingL
approach]LGenomicsYL2020YLccdYLfdhj[fdih

4.3 3

92 sLnovelYLmitochondrialYLinternalLtRNs[derivedLRNsLfragmentLpossessesLclinicalLutilityLasLaLmolecularL
prognosticLbiomarkerLinLchronicLlymphocyticLleukemia]LClinicalnBiochemistryYL2020YLjgYLdb[dh 3.5 14

91 TheLroleLofLcircularLRNssLinLtherapyLresistanceLofLpatientsLwithLsolidLtumors]LPersonalizednMedicineYL
2020YLciYLfhk[fkb 2.2 17

90 uontributionLofLmiRNssYLtRNssLandLtRxsLtoLsberrantLSignalingLandLTranslationLveregulationLinL
γungLuancer]LCancersYL2020YLcdYL 6.6 3

89 uircularLRNsslLsLNewLPieceLinLtheLuolorectalLuancerLPuzzle]LCancersYL2020YLcdYL 6.6 25

88 dentificationLofLnovelLalternativeLtranscriptsLofLtheLhumanLRibonucleaseL˛”LTRNsSwΒULgeneLusingLeSL
RsuwLandLhigh[throughputLsequencingLapproaches]LGenomicsYL2020YLccdYLkfe[kgc 4.3 1

87
wffectivenessLofLg[szacytidineLinLolderLpatientsLwithLhigh[riskLmyelodysplasticLsyndromesLandL
oligoblasticLacuteLmyeloidLleukemialLsLretrospectiveLanalysisLofLtheLzellenicLTyreekULκvSLStudyL
yroup]LJournalnofnGeriatricnOncologyYL2020YLccYLcdc[cdf

3.6 4

86 dentificationLofLnovelLalternativeLspliceLvariantsLofLtheLhumanLγ[vOPsLdecarboxylaseLTvvuULgeneL
inLhumanLcancerLcellsYLusingLhigh[throughputLsequencingLapproaches]LGeneYL2019YLickYLcffbig 3.8 5

85
TzwLtRNs[vwRVwvLRNsLxRsyκwNTSLTtRxsULtwsRNyLTzwLyγYuNwLsNTuOvONSLyuuLsNvLuuuL
sSLwκwRyNyLκOγwuUγsRLtOκsRΒwRSLOxLUNxsVORstγwLPROyNOSSLNLuzRONuL
γYκPzOuYTuLγwUΒwκs]LHematologicalnOncologyYL2019YLeiYLeig[eih

1.3

84 PositiveLtuγdγcdLexpressionLpredictsLfavorableLprognosisLinLpatientsLwithLlaryngealLsquamousLcellL
carcinoma]LCancernBiomarkersYL2019YLdgYLcfc[cfk 3.8 6

83 NovelLalternativeLspliceLvariantsLofLtheLhumanLproteinLarginineLmethyltransferaseLcLTPRκTcULgeneYL
discoveredLusingLnext[generationLsequencing]LGeneYL2019YLhkkYLceg[cff 3.8 9

82 dentificationLofLaLnovelLtRNs[derivedLRNsLfragmentLexhibitingLhighLprognosticLpotentialLinLchronicL
lymphocyticLleukemia]LHematologicalnOncologyYL2019YLeiYLfkj[gbf 1.3 21

81 tlood[basedLanalysisLofLtype[dLdiabetesLmellitusLsusceptibilityLgenesLidentifiesLspecificLtranscriptL
variantsLwithLderegulatedLexpressionLandLassociationLwithLdiseaseLrisk]LScientificnReportsYL2019YLkYLcgcd 4.9 11

80
κicroRNs[kda[epLoverexpressionLinLperipheralLbloodLmononuclearLcellsLisLanLindependentL
predictorLofLprolongedLoverallLsurvivalLofLpatientsLwithLchronicLlymphocyticLleukemia]LLeukemianandn
LymphomaYL2019YLhbYLhgj[hhi

1.9 13

79
dentificationLofLaLnovelYLinternalLtRNs[derivedLRNsLfragmentLasLaLnewLprognosticLandLscreeningL
biomarkerLinLchronicLlymphocyticLleukemiaYLusingLanLinnovativeLquantitativeLreal[timeLPuRLassay]L
LeukemianResearchYL2019YLjiYLcbhdef

2.7 17

78 κolecularLcharacterizationYLgenomicLstructureLandLexpressionLanalysisLofLaLgeneLTusTγcauPTcuUL
encodingLaLthirdLmemberLofLtheLhumanLcarnitineLacyltransferaseLfamily]LGenomicsYL2019YL 4.3 1

77 sLκolecularLSignatureLofLThreeLtRNs[verivedLRNsLxragmentsLκayLviscriminateLSmolderingLfromL
SymptomaticLκultipleLκyelomaLPatients]LBloodYL2019YLcefYLggdj[ggdj 2.2 1

(2019-2020)

3



76 TranslatingLtranscriptomeLtoLimmunophenotypeLinLheadLandLneckLsquamousLcellLcarcinomaL
TzNSuuULtoLidentifyLpathwaysLpromotingLT[cellLinfiltration]]LJournalnofnClinicalnOncologyYL2019YLeiYLecigfd[ecigfd2.2 1

75 TheLPrognosticLSignificanceLofLκonocytopeniaLinLPatientsLwithLκyelodysplasticLSyndrome]LBloodYL
2019YLcefYLgfdi[gfdi 2.2

74 TheLulinicalLSignificanceLofLaLNovelLmicroRNsLSignatureLinLκultipleLκyeloma]LBloodYL2019YLcefYLggdk[ggdk2.2

73
uhronicLmyelomonocyticLleukemiaLtreatedLwithLg[azacytidineL[LresultsLfromLtheLzellenicL
g[szacytidineLRegistrylLproposalLofLaLnewLriskLstratificationLsystem]LLeukemianandnLymphomaYL2019YL
hbYLcidc[cieb

1.9 7

72
mmunophenotypicLProfileLofLuvefXLSubpopulationsLandLTheirLRoleLinLtheLviagnosisLandLPrognosisL
ofLPatientsLwithLve[NovoYLParticularlyLγow[yradeLκyelodysplasticLSyndromes]LCytometrynPartnBn-n
ClinicalnCytometryYL2019YLkhYLie[jd

3.4 6

71
viscoveryLofLnovelLtranscriptsLofLtheLhumanLtissueLkallikreinLTΒγΒcULandLkallikrein[relatedLpeptidaseL
dLTΒγΒdULinLhumanLcancerLcellsYLexploitingLNext[yenerationLSequencingLtechnology]LGenomicsYL2019
YLcccYLhfd[hgd

4.3 12

70
zighLmicroRNs[dj[gpLexpressionLinLcolorectalLadenocarcinomaLpredictsLshort[termLrelapseLofL
node[negativeLpatientsLandLpoorLoverallLsurvivalLofLpatientsLwithLnon[metastaticLdisease]LClinicaln
ChemistrynandnLaboratorynMedicineYL2018YLghYLkkb[cbbb

5.9 20

69
TheLprognosticLvalueLofLmonosomalLkaryotypeLTκΒULinLhigher[riskLpatientsLwithLmyelodysplasticL
syndromesLtreatedLwithLg[szacitidinelLsLretrospectiveLanalysisLofLtheLzellenicLTyreekUL
κyelodysplasticLsyndromesLStudyLyroup]LAmericannJournalnofnHematologyYL2018YLkeYLjkg[kbc

7.1 8

68
wlevatedLmiR[dbb[gpLexpressionLinLperipheralLbloodLmononuclearLcellslLsLnovelYLindependentL
molecularLbiomarkerLofLfavorableLprognosisLinLchronicLlymphocyticLleukemia]LLeukemianResearchYL
2018YLibYLc[i

2.7 21

67 κolecularLcloningLofLnovelLtranscriptsLofLtheLadaptor[relatedLproteinLcomplexLdLalphaLcLsubunitL
TsPdscULgeneYLusingLNext[yenerationLSequencing]LGeneYL2018YLhijYLgg[hf 3.8 7

66
todyLmassLindexLandLrelativeLdoseLintensityLdoesLnotLaffectLtheLresponseLandLoutcomeLofLhigh[riskL
κvSLpatientsLtreatedLwithLazacytidine]LResultsLfromLtheLzellenicLTyreekULκvSLstudyLgroup]L
LeukemianResearchYL2018YLicYLgg[gk

2.7

65 tuγdγcdLimprovesLriskLstratificationLandLpredictionLofLtxκ[chemotherapyLresponseLinLchildhoodL
acuteLlymphoblasticLleukemia]LClinicalnChemistrynandnLaboratorynMedicineYL2018YLghYLdcbf[dccj 5.9 7

64
TheLoutcomeLofLpatientsLwithLhigh[riskLκvSLachievingLstableLdiseaseLafterLtreatmentLwithL
g[azacytidinelLsLretrospectiveLanalysisLofLtheLzellenicLTyreekULκvSLStudyLyroup]LHematologicaln
OncologyYL2018YLehYLhke[ibb

1.3 9

63 NovelLspliceLvariantsLofLtheLhumanLkallikrein[relatedLpeptidasesLccLTΒγΒccULandLcdLTΒγΒcdUYL
unraveledLbyLnext[generationLsequencingLtechnology]LBiologicalnChemistryYL2018YLekkYLcbhg[cbic 4.5 10

62
κolecularLwffectsLofLTreatmentLofLzumanLuolorectalLuancerLuellsLwithLNaturalLandLulassicalL
uhemotherapeuticLvrugslLslterationsLinLtheLwxpressionLofLspoptosis[relatedLtuγdLxamilyL
κembersYLncludingLtuγdγcd]LCurrentnPharmaceuticalnBiotechnologyYL2018YLckYLcbhf[cbig

2.6 8

61 wffectLofLVincaLslkaloidsLonLtheLwxpressionLγevelsLofLmicroRNssLTargetingLspoptosis[relatedLyenesL
inLtreastLuancerLuellLγines]LCurrentnPharmaceuticalnBiotechnologyYL2018YLckYLcbih[cbjh 2.6 16

60
PrognosticLSignificanceLofLSevereLThrombocytopeniaLinLOverallLSurvivalLofLPatientsLwithL
κyelodysplasticLSyndromesLTreatedLwithLszacytidine]LaLκulticenterLStudyLtyLtheLzellenicLκvSL
StudyLyroup]LBloodYL2018YLcedYLcjdd[cjdd

2.2

59 ulinicalLutilityLofLmicroRNssLinLrenalLcellLcarcinomalLcurrentLevidenceLandLfutureLperspectives]L
ExpertnReviewnofnMolecularnDiagnosticsYL2018YLcjYLkjc[kkc 3.8 13
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58 viscoveryLandLexpressionLanalysisLofLnovelLtranscriptsLofLtheLhumanLSR[relatedLuTv[associatedL
factorLcLTSusxcULgeneLinLhumanLcancerLcellsLusingLNext[yenerationLSequencing]LGeneYL2018YLhibYLcgg[chg3.8 8

57 miR[cga[gpYLsLNovelLPrognosticLtiomarkerYLPredictingLRecurrentLuolorectalLsdenocarcinoma]L
MolecularnDiagnosisnandnTherapyYL2017YLdcYLfge[fhf 4.5 33

56
dentificationLandLmolecularLcloningLofLnovelLtranscriptsLofLtheLhumanLkallikrein[relatedLpeptidaseL
cbLTΒγΒcbULgeneLusingLnext[generationLsequencing]LBiochemicalnandnBiophysicalnResearchn
CommunicationsYL2017YLfjiYLiih[ijc

3.4 14

55
mRNsLoverexpressionLofLtheLhypoxiaLinducibleLfactorLcLalphaLsubunitLgeneLTzxcsUlLsnL
independentLpredictorLofLpoorLoverallLsurvivalLinLchronicLlymphocyticLleukemia]LLeukemianResearchYL
2017YLgeYLhg[ie

2.7 20

54
miR[efaLoverexpressionLpredictsLpoorLprognosticLoutcomeLinLcolorectalLadenocarcinomaYL
independentlyLofLclinicopathologicalLfactorsLwithLestablishedLprognosticLvalue]LClinicalnBiochemistry
YL2017YLgbYLkcj[kdf

3.5 18

53 wlevatedLexpressionLofLmiR[df[epLisLaLpotentiallyLadverseLprognosticLfactorLinLcolorectalL
adenocarcinoma]LClinicalnBiochemistryYL2017YLgbYLdjg[dkd 3.5 27

52 UpregulatedLmiR[chLexpressionLisLanLindependentLindicatorLofLrelapseLandLpoorLoverallLsurvivalLofL
colorectalLadenocarcinomaLpatients]LClinicalnChemistrynandnLaboratorynMedicineYL2017YLggYLiei[ifi 5.9 25

51 RecoveryLandLquantificationLofLaLmyelinLoligodendrocyteLglycoproteinLpeptideLfromLratLplasmaL
afterLproteinLprecipitation]LAnalyticalnBiochemistryYL2017YLgejYLic[ie 3.1 1

50
κicroRNs[cgg[gpLOverexpressionLinLPeripheralLtloodLκononuclearLuellsLofLuhronicLγymphocyticL
γeukemiaLPatientsLsLaLNovelYLndependentLκolecularLtiomarkerLofLPoorLPrognosis]LDiseasenMarkers
YL2017YLdbciYLdbfhgfg

3.2 22

49 κolecularLcloningLofLnovelLtranscriptsLofLhumanLkallikrein[relatedLpeptidasesLgYLhYLiYLjLandLkLTΒγΒgL[L
ΒγΒkUYLusingLNext[generationLsequencing]LScientificnReportsYL2017YLiYLcidkk 4.9 15

48 QuantitativeLandLqualitativeLanalysisLofLregulatoryLTLcellsLinLtLcellLchronicLlymphocyticLleukemia]L
LeukemianResearchYL2017YLhbYLif[jc 2.7 12

47 TheLtranscriptomeLofLaLNsleepingNLinvaderlLdeLnovoLassemblyLandLannotationLofLtheLtranscriptomeL
ofLaestivatingLuornuLaspersum]LBMCnGenomicsYL2017YLcjYLfkc 4.5 14

46 tuγdγcdLproteinLoverexpressionLisLassociatedLwithLfavorableLoutcomeLinLdiffuseLlargeLt[cellL
lymphomaLpatientsLinLtheLrituximabLera]LLeukemianandnLymphomaYL2016YLgiYLdckk[dbe 1.9 9

45 uopperTULnverse[[k[κetallacrown[e]LuompoundsLsccommodatingL´›NitratoLorLviclofenacLγigandslL
StructureYLκagnetismYLandLtiologicalLsctivity]LEuropeannJournalnofnInorganicnChemistryYL2016YLdbchYLdck[dec2.3 23

44 dentificationLofLnovelLalternativeLspliceLvariantsLofLtheLtuγdγcdLgeneLinLhumanLcancerLcellsLusingL
next[generationLsequencingLmethodology]LCancernLettersYL2016YLeieYLcck[cdk 9.9 24

43 TreatmentLwithLg[szacytidineLimprovesLclinicalLoutcomeLinLhigh[riskLκvSLpatientsLinLtheLSrealLlifeSL
settinglLsLsingleLcenterLobservationalLstudy]LHematologyYL2016YLdcYLef[fc 2.2 9

42
TheLStateagLSignalingLtiosignatureLinLzematopoieticLStemaProgenitorLuellsLPredictsLResponseLandL
OutcomeLinLκyelodysplasticLSyndromeLPatientsLTreatedLwithLszacitidine]LClinicalnCancernResearchYL
2016YLddYLckgj[hj

12.9 16

41
mRNsLoverexpressionLofLkallikrein[relatedLpeptidaseLcfLTΒγΒcfULisLanLindependentLpredictorLofL
poorLoverallLsurvivalLinLchronicLlymphocyticLleukemiaLpatients]LClinicalnChemistrynandnLaboratoryn
MedicineYL2016YLgfYLecg[df

5.9 11

(2016-2018)
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40 wvaluationLofLPv[γcLwxpressionLandLsssociatedLTumor[nfiltratingLγymphocytesLinLγaryngealL
SquamousLuellLuarcinoma]LClinicalnCancernResearchYL2016YLddYLibf[ce 12.9 138

39 dd[gaugeLcoreLdd[gaugeLaspirationLneedleLforLendoscopicLultrasound[guidedLsamplingLofL
abdominalLmasses]LWorldnJournalnofnGastroenterologyYL2016YLddYLjjdb[jjeb 5.6 29

38
ValidationLofLtheLRevisedLnternationalLPrognosticLScoringLSystemLinLdgjdLPatientsLwithL
κyelodysplasticLSyndromelLsLκulticenterLStudyLtyLtheLzellenicLκvSLStudyLyroup]LBloodYL2016YL
cdjYLdbbf[dbbf

2.2

37 ProgressionLofLmouseLskinLcarcinogenesisLisLassociatedLwithLtheLorchestratedLderegulationLofL
mir[dbbLfamilyLmembersYLmir[dbgLandLtheirLcommonLtargets]LMolecularnCarcinogenesisYL2016YLggYLcddk[fd5 18

36 zighLmiR[khLlevelsLinLcolorectalLadenocarcinomaLpredictLpoorLprognosisYLparticularlyLinLpatientsL
withoutLdistantLmetastasisLatLtheLtimeLofLinitialLdiagnosis]LTumornBiologyYL2016YLeiYLccjcg[ccjdf 2.9 36

35
zighLtsXatuγdLmRNsLratioLpredictsLfavorableLprognosisLinLlaryngealLsquamousLcellLcarcinomaYL
particularlyLinLpatientsLwithLnegativeLlymphLnodesLatLtheLtimeLofLdiagnosis]LClinicalnBiochemistryYL
2016YLfkYLjkb[h

3.5 25

34 ΒγΒtcLmRNsLoverexpressionlLsLnovelLmolecularLbiomarkerLforLtheLdiagnosisLofLchronicL
lymphocyticLleukemia]LClinicalnBiochemistryYL2015YLfjYLjfk[gf 3.5 23

33 PrognosticLandLpredictiveLbiomarkersLinLprostateLcancer]LExpertnReviewnofnMolecularnDiagnosticsYL
2015YLcgYLcghi[ih 3.8 23

32 SurrogateLPrognosticLtiomarkersLinLOSuulLTheLParadigmLofLPsdj˛‡LOverexpression]LEBioMedicineYL
2015YLdYLijf[g 8.8 11

31 miR[ddfLoverexpressionLisLaLstrongLandLindependentLprognosticatorLofLshort[termLrelapseLandLpoorL
overallLsurvivalLinLcolorectalLadenocarcinoma]LInternationalnJournalnofnOncologyYL2015YLfhYLjfk[gk 4.4 32

30 κolecularLtiomarkersLofLγaryngealLuancer]LBiomarkersninnDiseaseYL2015YLjkc[kck 4

29 QuantitativeLandLQualitativeLsnalysisLofLRegulatoryLTLuellsLTTregsULinLtLuellLuhronicLγymphocyticL
γeukemiaLTt[uγγU]LBloodYL2015YLcdhYLdkdj[dkdj 2.2

28
Βallikrein[relatedLpeptidase[hLTΒγΒhULmRNsLexpressionLisLanLindependentLprognosticLtissueL
biomarkerLofLpoorLdisease[freeLandLoverallLsurvivalLinLcolorectalLadenocarcinoma]LTumornBiologyYL
2014YLegYLfhie[jg

2.9 28

27 ΒγΒccLmRNsLexpressionLpredictsLpoorLdisease[freeLandLoverallLsurvivalLinLcolorectalL
adenocarcinomaLpatients]LBiomarkersninnMedicineYL2014YLjYLhic[jg 2.3 23

26 γowLmRNsLexpressionLlevelsLofLkallikrein[relatedLpeptidaseLfLTΒγΒfULpredictLshort[termLrelapseLinL
patientsLwithLlaryngealLsquamousLcellLcarcinoma]LBiologicalnChemistryYL2014YLekgYLcbgc[hd 4.5 12

25 TranslationLRegulationLbyLmicroRNssLinLscuteLγeukemiaL2014YLc[eb

24
wpigeneticLregulationLofLmiR[dcLinLcolorectalLcancerlLTytfLasLaLnovelLmiR[dcLtargetLandLaL
three[geneLnetworkLTmiR[dc[Ty˛�f[PvuvfULasLpredictorLofLmetastaticLtumorLpotential]LEpigeneticsYL
2014YLkYLcdk[fc

5.7 85

23 wnhancedLmiR[cjdLtranscriptionLisLaLpredictorLofLpoorLoverallLsurvivalLinLcolorectalLadenocarcinomaL
patients]LClinicalnChemistrynandnLaboratorynMedicineYL2014YLgdYLcdci[di 5.9 31
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22 NatureLpromisesLnewLanticancerLagentslLnterplayLwithLtheLapoptosis[relatedLtuγdLgeneLfamily]L
Anti-CancernAgentsninnMedicinalnChemistryYL2014YLcfYLeig[kk 2.2 26

21 spoptosis[relatedLtuγd[familyLmemberslLΒeyLplayersLinLchemotherapy]LAnti-CancernAgentsninn
MedicinalnChemistryYL2014YLcfYLege[if 2.2 63

20 κolecularLtiomarkersLofLγaryngealLuancerL2014YLc[df 1

19 QuantitativeLexpressionLanalysisLofLtheLapoptosis[relatedLgeneYLtuγdγcdYLinLheadLandLneckL
squamousLcellLcarcinoma]LJournalnofnOralnPathologynandnMedicineYL2013YLfdYLcgf[hc 3.3 21

18 QuantitativeLexpressionLanalysisLandLprognosticLsignificanceLofLtheLtuγd[associatedLXLgeneLinL
nasopharyngealLcarcinomalLaLretrospectiveLcohortLstudy]LBMCnCancerYL2013YLceYLdke 4.8 21

17 wxpressionLanalysisLofLmir[ci[gpYLmir[dbaLandLlet[iaLmicroRNssLandLtheirLtargetLproteinsLinLuvefXL
boneLmarrowLcellsLofLpatientsLwithLmyelodysplasticLsyndromes]LLeukemianResearchYL2013YLeiYLdgc[j 2.7 27

16 TheLroleLofLtranscriptionLfactorsLinLlaboratoryLmedicine]LClinicalnChemistrynandnLaboratorynMedicineYL
2013YLgcYLcghe[ic 5.9 9

15 Βallikrein[relatedLpeptidaseLfLTΒγΒfULmRNsLpredictsLshort[termLrelapseLinLcolorectalL
adenocarcinomaLpatients]LCancernLettersYL2013YLeebYLcbh[cd 9.9 28

14
ncreasedLexpressionLofLphosphorylatedLNtScYLaLkeyLmoleculeLofLtheLvNsLdamageLresponseL
machineryYLisLanLadverseLprognosticLfactorLinLpatientsLwithLdeLnovoLmyelodysplasticLsyndromes]L
LeukemianResearchYL2013YLeiYLcgih[jd

2.7 12

13 Βallikrein[relatedLpeptidasesLTΒγΒsULinLgastrointestinalLcancerlLmechanisticLandLclinicalLaspects]L
ThrombosisnandnHaemostasisYL2013YLccbYLfgb[i 7 30

12 QuantitativeLandLQualitativeLsnalysisLOfLRegulatoryLTLuellsLTTregsULverivedLxromLTheLPeripheralL
tloodLOfLuhronicLγymphocyticLγeukemiaLPatients]LBloodYL2013YLcddYLgdjb[gdjb 2.2

11 Βallikrein[relatedLpeptidasesLTΒγΒsUlLaLgeneLfamilyLofLnovelLcancerLbiomarkers]LClinicalnChemistryn
andnLaboratorynMedicineYL2012YLgbYLcjii[kc 5.9 60

10 κolecularLcloningLofLnovelLalternativelyLsplicedLvariantsLofLtuγdγcdYLaLnewLmemberLofLtheLtuγdL
geneLfamilyYLandLtheirLexpressionLanalysisLinLcancerLcells]LGeneYL2012YLgbgYLcge[hh 3.8 28

9 γ[vOPsLdecarboxylaseLmRNsLexpressionLisLassociatedLwithLtumorLstageLandLsizeLinLheadLandLneckL
squamousLcellLcarcinomalLaLretrospectiveLcohortLstudy]LBMCnCancerYL2012YLcdYLfjf 4.8 17

8 tuγdγcdLisLaLnovelLbiomarkerLforLtheLpredictionLofLshort[termLrelapseLinLnasopharyngealL
carcinoma]LMolecularnMedicineYL2011YLciYLche[ic 6.2 36

7 TheLnovelLmemberLofLtheLtuγdLgeneLfamilyYLtuγdγcdYLisLsubstantiallyLelevatedLinLchronicL
lymphocyticLleukemiaLpatientsYLsupportingLitsLvalueLasLaLsignificantLbiomarker]LOncologistYL2011YLchYLcdjb[kc5.7 34

6
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