
Adrian Esterman

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/7142352/adrianxestermanxpublicationsxbyxcitationsypdf

Version:i2024x04x28i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

73
papers

1,237
citations

20
h-index

32
g-index

75
ext. papers

1,498
ext. citations

3.8
avg, IF

4.87
L-index



l Paper IF Citations

73 OnQmethodsQforQstudyingQstochasticQdiseaseQdynamicsfQJournalloflthelRoyallSocietylInterfacedQ2008dQ
mdQioiepi 4.1 130

72 WhereQdidQallQtheQpangolinsQgowQInternationalQ ITESQtradeQinQpangolinQspeciesfQGloballEcologylandl
ConservationdQ2016dQpdQjliejmk 2.8 89

71 KeyQquestionsQforQmodellingQ OVIDeiqQexitQstrategiesfQProceedingsloflthelRoyallSocietylB:lBiologicall
SciencesdQ2020dQjpodQjhjhilhm 4.4 65

70 IntegratingQstochasticityQandQnetworkQstructureQintoQanQepidemicQmodelfQJournalloflthelRoyallSocietyl
InterfacedQ2009dQndQonieol 4.1 49

69 MeasuringQsocialQnetworksQinQzritishQprimaryQschoolsQthroughQscientificQengagementfQProceedingslofl
thelRoyallSocietylB:lBiologicallSciencesdQ2011dQjopdQilnoeom 4.4 49

68 SimulationebasedQzayesianQinferenceQforQepidemicQmodelsfQComputationallStatisticslandlDatal
AnalysisdQ2014dQoidQlklello 1.6 39

67 InfectiousQdiseaseQpandemicQplanningQandQresponserQIncorporatingQdecisionQanalysisfQPLoSlMedicinedQ
2020dQiodQeihhkhip 11.6 37

66  alculationQofQdiseaseQdynamicsQinQaQpopulationQofQhouseholdsfQPLoSlONEdQ2010dQmdQeqnnn 3.7 35

65 UnderstandingQtheQbiologicalQinvasionQriskQposedQbyQtheQglobalQwildlifeQtraderQpropaguleQpressureQ
drivesQtheQintroductionQandQestablishmentQofQNearcticQturtlesfQGloballChangelBiologydQ2015dQjidQihopeqi 11.4 33

64 QuantifyingQtheQeffectQofQexperimentalQdesignQchoicesQforQinQvitroQscratchQassaysfQJournallofl
TheoreticallBiologydQ2016dQlhhdQiqeki 2.3 33

63 OnQparameterQestimationQinQpopulationQmodelsQIIrQmultiedimensionalQprocessesQandQtransientQ
dynamicsfQTheoreticallPopulationlBiologydQ2009dQomdQijkekj 1.2 32

62 OnQparameterQestimationQinQpopulationQmodelsfQTheoreticallPopulationlBiologydQ2006dQohdQlqpemih 1.2 32

61 InterpretingQscratchQassaysQusingQpairQdensityQdynamicsQandQapproximateQzayesianQcomputationfQ
OpenlBiologydQ2014dQldQilhhqo 7 31

60 LocallyQFixedQyllelesrQyQmethodQtoQlocalizeQgeneQdriveQtoQislandQpopulationsfQScientificlReportsdQ2019dQ
qdQimpji 4.9 29

59 EpidemiologicalQconsequencesQofQhouseholdebasedQantiviralQprophylaxisQforQpandemicQinfluenzafQ
JournalloflthelRoyallSocietylInterfacedQ2013dQihdQjhijihiq 4.1 28

58 EstimationQforQqueuesQfromQqueueQlengthQdatafQQueueinglSystemsdQ2007dQmmdQikieikp 1.7 26

57 yQstochasticQmetapopulationQmodelQaccountingQforQhabitatQdynamicsfQJournalloflMathematicall
BiologydQ2006dQmjdQoppephn 2 26

Adrian Esterman

2



56 yQYechromosomeQshreddingQgeneQdriveQforQcontrollingQpestQvertebrateQpopulationsfQELifedQ2019dQpdQ 8.9 24

55  haracterisingQpandemicQseverityQandQtransmissibilityQfromQdataQcollectedQduringQfirstQfewQhundredQ
studiesfQEpidemicsdQ2017dQiqdQnieok 5.1 23

54  omputationQofQepidemicQfinalQsizeQdistributionsfQJournalloflTheoreticallBiologydQ2015dQknodQimqeinm 2.3 20

53 yQnoteQonQdensityQdependenceQinQpopulationQmodelsfQEcologicallModellingdQ2009dQjjhdQklojeklol 3 20

52 TheQIllegalQWildlifeQTradeQIsQaQLikelyQSourceQofQylienQSpeciesfQConservationlLettersdQ2017dQihdQnqhenqp 6.9 18

51 yQdataedrivenQmodelQforQinfluenzaQtransmissionQincorporatingQmediaQeffectsfQRoyallSocietylOpenl
SciencedQ2016dQkdQinhlpi 3.3 18

50 InvasionQofQinfectiousQdiseasesQinQfiniteQhomogeneousQpopulationsfQJournalloflTheoreticallBiologydQ
2011dQjpqdQpkeq 2.3 18

49 TemporalQmodellingQofQballastQwaterQdischargeQandQshipemediatedQinvasionQriskQtoQyustraliafQRoyall
SocietylOpenlSciencedQ2015dQjdQimhhkq 3.3 15

48 DisturbanceQaffectsQshortetermQfacilitationdQbutQnotQlongetermQsaturationdQofQexoticQplantQinvasionQinQ
NewQZealandQforestfQProceedingsloflthelRoyallSocietylB:lBiologicallSciencesdQ2011dQjopdQilmoenn 4.4 15

47 StochasticQmodelsQforQmainlandeislandQmetapopulationsQinQstaticQandQdynamicQlandscapesfQBulletinl
oflMathematicallBiologydQ2006dQnpdQlioelq 2.1 15

46 InfluencingQpublicQhealthQpolicyQwithQdataeinformedQmathematicalQmodelsQofQinfectiousQdiseasesrQ
RecentQdevelopmentsQandQnewQchallengesfQEpidemicsdQ2020dQkjdQihhkqk 5.1 14

45  haracterisingQseasonalQinfluenzaQepidemiologyQusingQprimaryQcareQsurveillanceQdatafQPLoSl
ComputationallBiologydQ2018dQildQeihhnkoo 5 13

44 StatisticalQdescriptionQofQwetlandQhydrologicalQconnectivityQtoQtheQRiverQMurrayQinQSouthQyustraliaQ
underQbothQnaturalQandQregulatedQconditionsfQJournalloflHydrologydQ2015dQmkidQqjqeqkq 6 13

43 PestQdemographyQcriticallyQdeterminesQtheQviabilityQofQsyntheticQgeneQdrivesQforQpopulationQcontrolfQ
MathematicallBiosciencesdQ2018dQkhmdQinheinq 3.9 13

42 ScabiesQinQresidentialQcareQhomesrQModellingdQinferenceQandQinterventionsQforQwelleconnectedQ
populationQsubeunitsfQPLoSlComputationallBiologydQ2018dQildQeihhnhln 5 11

41 ManagingQtheQriskQofQwildlifeQdiseaseQintroductionrQpathwayelevelQbiosecurityQforQpreventingQtheQ
introductionQofQalienQranavirusesfQJournalloflAppliedlEcologydQ2017dQmldQjklejli 5.8 11

40 EfficientQmethodsQforQstudyingQstochasticQdiseaseQandQpopulationQdynamicsfQTheoreticallPopulationl
BiologydQ2009dQomdQikkeli 1.2 11

39 yQcomparisonQofQmodelsQforQpredictingQpopulationQpersistencefQEcologicallModellingdQ2007dQjhidQiqejn 3 11

(2007-2019)

3



38  atastropheQmanagementQandQinterereserveQdistanceQforQmarineQreserveQnetworksfQEcologicall
ModellingdQ2007dQjhidQpjepp 3 11

37 EstimatingQtheQbasicQreproductiveQnumberQduringQtheQearlyQstagesQofQanQemergingQepidemicfQ
TheoreticallPopulationlBiologydQ2018dQiiqdQjnekn 1.2 11

36 IntegrativeQynalysisQofQtheQPhysicalQTransportQNetworkQintoQyustraliafQPLoSlONEdQ2016dQiidQehilppki 3.7 10

35 EstimatingQaQMarkovianQepidemicQmodelQusingQhouseholdQserialQintervalQdataQfromQtheQearlyQphaseQ
ofQanQepidemicfQPLoSlONEdQ2013dQpdQeokljh 3.7 9

34 PlightQofQtheQcommonsrQio´ yearsQofQwildlifeQtraffickingQinQ ambodiafQBiologicallConservationdQ2020dQ
jlidQihpkoq 6.2 9

33 HybridQMarkovQchainQmodelsQofQSeIeRQdiseaseQdynamicsfQJournalloflMathematicallBiologydQ2017dQomdQmjiemli2 8

32 OptimalQprophylacticQvaccinationQinQsegregatedQpopulationsrQWhenQcanQweQimproveQonQtheQ
equalisingQstrategywfQEpidemicsdQ2015dQiidQoeik 5.1 8

31 OnQcostsQandQdecisionsQinQpopulationQmanagementfQEcologicallModellingdQ2007dQjhidQnhenn 3 8

30 IncompleteQpenetrancerQTheQroleQofQstochasticityQinQdevelopmentalQcellQcolonizationfQJournallofl
TheoreticallBiologydQ2015dQkphdQkhqeil 2.3 7

29 OnQtheQderivationQofQapproximationsQtoQcellularQautomataQmodelsQandQtheQassumptionQofQ
independencefQMathematicallBiosciencesdQ2014dQjmkdQnkeoi 3.9 7

28 TheQeffectQofQclumpedQpopulationQstructureQonQtheQvariabilityQofQspreadingQdynamicsfQJournallofl
TheoreticallBiologydQ2014dQkmqdQlmemk 2.3 7

27 OnQparameterQestimationQinQpopulationQmodelsQIIIrQtimeeinhomogeneousQprocessesQandQobservationQ
errorfQTheoreticallPopulationlBiologydQ2012dQpjdQieio 1.2 7

26 SimpleQrulesQforQrankingQandQoptimallyQmanagingQmetapopulationsfQEcologicallModellingdQ2010dQjjidQjmimejmjh3 7

25 ynQinducedQnaturalQselectionQheuristicQforQfindingQoptimalQzayesianQexperimentalQdesignsfQ
ComputationallStatisticslandlDatalAnalysisdQ2018dQijndQiijeijl 1.6 7

24  ontactQtracingQandQantiviralQprophylaxisQinQtheQearlyQstagesQofQaQpandemicrQtheQprobabilityQofQaQ
majorQoutbreakfQMathematicallMedicinelandlBiologydQ2015dQkjdQkkielk 1.3 6

23 TheQroleQofQantimalarialQqualityQinQtheQemergenceQandQtransmissionQofQresistancefQMedicall
HypothesesdQ2018dQiiidQlqeml 3.8 6

22 OnQtheQefficientQdeterminationQofQoptimalQzayesianQexperimentalQdesignsQusingQyz rQyQcaseQstudyQ
inQoptimalQobservationQofQepidemicsfQJournalloflStatisticallPlanninglandlInferencedQ2016dQiojdQieim 0.8 6

21 PredictingQtheQRiskQofQziologicalQInvasionsQUsingQEnvironmentalQSimilarityQandQTransportQNetworkQ
 onnectednessfQRisklAnalysisdQ2019dQkqdQkmemk 3.9 6

Adrian Esterman

4



20 TheQprobabilityQofQepidemicQfadeeoutQisQnonemonotonicQinQtransmissionQrateQforQtheQMarkovianQSIRQ
modelQwithQdemographyfQJournalloflTheoreticallBiologydQ2016dQkqkdQiohep 2.3 5

19 OptimalQuseQofQGPSQtransmitterQforQestimatingQspeciesQmigrationQratefQEcologicallModellingdQ2013dQ
jlqdQkoeli 3 5

18
TheQImpactQofQyntimalarialQUseQonQtheQEmergenceQandQTransmissionQofQPlasmodiumQfalciparumQ
ResistancerQyQScopingQReviewQofQMathematicalQModelsfQTropicallMedicinelandlInfectiouslDiseasedQ
2017dQjdQ

3.5 5

17 ExtinctionQtimesQforQaQbirthedeathQprocessQwithQtwoQphasesfQMathematicallBiosciencesdQ2006dQjhjdQkihejj 3.9 5

16 InferenceQofQepidemiologicalQparametersQfromQhouseholdQstratifiedQdatafQPLoSlONEdQ2017dQijdQehipmqih3.7 5

15 ModellingQpopulationQprocessesQwithQrandomQinitialQconditionsfQMathematicallBiosciencesdQ2010dQ
jjkdQiljemh 3.9 4

14  omputationallyQexactQmethodsQforQstochasticQperiodicQdynamicsrQSpatiotemporalQdispersalQandQ
temporallyQforcedQtransmissionfQJournalloflTheoreticallBiologydQ2010dQjnjdQilejj 2.3 4

13 TheQdistributionQofQtheQtimeQtakenQforQanQepidemicQtoQspreadQbetweenQtwoQcommunitiesfQ
MathematicallBiosciencesdQ2018dQkhkdQikqeilo 3.9 3

12 InterventionQtoQmaximiseQtheQprobabilityQofQepidemicQfadeeoutfQMathematicallBiosciencesdQ2017dQ
jqkdQieih 3.9 3

11 ModellingQtheQimpactQofQantimalarialQqualityQonQtheQtransmissionQofQsulfadoxineepyrimethamineQ
resistanceQinfQInfectiouslDiseaselModellingdQ2017dQjdQinieipo 15.7 2

10  hoiceQofQyntiviralQyllocationQSchemeQforQPandemicQInfluenzaQDependsQonQStrainQTransmissibilitydQ
DeliveryQDelayQandQStockpileQSizefQBulletinloflMathematicallBiologydQ2016dQopdQjqkekji 2.1 2

9 ypproximatingQspatiallyQexclusiveQinvasionQprocessesfQPhysicallReviewlEdQ2014dQpqdQhmjohq 2.4 2

8  onnectingQsurveillanceQandQpopulationelevelQinfluenzaQincidence 2

7 IdentificationQofQtheQrelativeQtimingQofQinfectiousnessQandQsymptomQonsetQforQoutbreakQcontrolfQ
JournalloflTheoreticallBiologydQ2020dQlpndQiihhoq 2.3 2

6 DesigningQgroupQdoseeresponseQstudiesQinQtheQpresenceQofQtransmissionfQMathematicallBiosciencesdQ
2018dQkhldQnjeop 3.9 2

5 ElucidatingQuserQbehavioursQinQaQdigitalQhealthQsurveillanceQsystemQtoQcorrectQprevalenceQestimatesfQ
EpidemicsdQ2020dQkkdQihhlhl 5.1 0

4 zayesianQmodelQdiscriminationQforQpartiallyeobservedQepidemicQmodelsfQMathematicallBiosciencesdQ
2019dQkiodQihpjnn 3.9 0

3 DatasetQofQseizedQwildlifeQandQtheirQintendedQusesfQDatalinlBriefdQ2021dQkqdQihomki 1.2 0

(2021-2016)

5



2 OptimisedQprophylacticQvaccinationQinQmetapopulationsfQEpidemicsdQ2021dQkldQihhljh 5.1 0

1 DevelopmentQofQanQinfluenzaQpandemicQdecisionQsupportQtoolQlinkingQsituationalQanalyticsQtoQ
nationalQresponseQpolicyfQEpidemicsdQ2021dQkndQihhlop 5.1 0

Adrian Esterman

6


