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84 βntegrativeMgeneticMandMimmuneMcellManalysisMofMplasmaMproteinsMinMhealthyMdonorsMidentifiesMnovelM
associationsMinvolvingMprimaryMimmuneMdeficiencyMgenesccMGenomeoMedicineaM2022aMfiaMgm 14.4 1

83 éumanMevolutionoMTheMunsealedMfatesMofMforagersMand´ farmersccMCurrentoBiologyaM2022aMhgaMRhkgbRhkj 6.3

82 vssociationsMbetweenMuntargetedMplasmaMmetabolomicMsignaturesMandMgutMmicrobiotaMcompositionM
inMtheMpopulationMofMhealthyMadultscMBritishoJournaloofoNutritionaM2021aMfgkaMnmgbnng 3.6 0

81 GutMmicrobiomeMstabilityMandMdynamicsMinMhealthyMdonorsMandMpatientsMwithMnonbgastrointestinalM
cancerscMJournaloofoExperimentaloMedicineaM2021aMgfmaM 16.6 13

80 βmmuneMProfilingMznablesMStratificationMofMPatientsMWithMvctiveMTuberculosisMyiseaseMorM
MycobacteriumMtuberculosisMβnfectioncMClinicaloInfectiousoDiseasesaM2021aMlhaMehhnmbehiem 11.6 4

79 éumanMancientMyNvManalysesMrevealMtheMhighMburdenMofMtuberculosisMinMzuropeansMoverMtheMlastM
gaeeeMyearscMAmericanoJournaloofoHumanoGeneticsaM2021aMfemaMjflbjgi 11 18

78 GenomicMinsightsMintoMpopulationMhistoryMandMbiologicalMadaptationMinMOceaniacMNatureaM2021aMjngaMjmhbjmn50.4 26

77
NegativeMselectionMonMhumanMgenesMunderlyingMinbornMerrorsMdependsMonMdiseaseMoutcomeMandM
bothMtheMmodeMandMmechanismMofMinheritancecMProceedingsoofotheoNationaloAcademyoofoSciencesoofo
theoUnitedoStatesoofoAmericaaM2021aMffmaM

11.5 14

76 NewMinsightsMintoMhumanMimmunityMfromMancientMgenomicscMCurrentoOpinionoinoImmunologyaM2021aM
lgaMffkbfgj 7.8 5

75
vssociationsMbetweenMconsumptionMofMdietaryMfibersMandMtheMriskMofMcardiovascularMdiseasesaM
cancersaMtypeMgMdiabetesaMandMmortalityMinMtheMprospectiveMNutriNetbSantˆ'McohortcMAmericanoJournalo
ofoClinicaloNutritionaM2020aMffgaMfnjbgel

7 21

74
xommonMhomozygosityMforMpredictedMlossbofbfunctionMvariantsMrevealsMbothMredundantMandM
advantageousMeffectsMofMdispensableMhumanMgenescMProceedingsoofotheoNationaloAcademyoofoScienceso
ofotheoUnitedoStatesoofoAmericaaM2020aMfflaMfhkgkbfhkhk

11.5 9

73 QuantitativeMgeneticManalysisMdeciphersMtheMimpactMofMcisMandMtransMregulationMonMcellbtobcellM
variabilityMinMproteinMexpressionMlevelscMPLoSoGeneticsaM2020aMfkaMefeemkmk 6 2

72 PlagueMasMaMcauseMforMfamilialMMediterraneanMfevercMNatureoImmunologyaM2020aMgfaMmhhbmhi 19.1 5

71 TwoMcommonMdiseasebassociatedMTYKgMvariantsMimpactMexonMsplicingMandMTYKgMdosagecMPLoSoONEaM
2020aMfjaMeeggjgmn 3.7 13

70 vMcomprehensiveMassessmentMofMdemographicaMenvironmentalaMandMhostMgeneticMassociationsMwithM
gutMmicrobiomeMdiversityMinMhealthyMindividualscMMicrobiomeaM2019aMlaMfhe 16.6 52

69 GenomicMzvidenceMforMLocalMvdaptationMofMéunterbGatherersMtoMtheMvfricanMRainforestcMCurrento
BiologyaM2019aMgnaMgngkbgnhjcei 6.3 25

68 éomozygosityMforMPffeivMunderliesMtuberculosisMinMaboutMfRMofMpatientsMinMaMcohortMofMzuropeanM
ancestrycMProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaaM2019aMffkaMfeihebfeihi11.5 46
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67 GenomebwideMdataMfromMtheMwubiMofMwiokoMβslandMclarifiesMtheMvtlanticMfringeMofMtheMwantuMdispersalcM
BMCoGenomicsaM2019aMgeaMfln 4.5 3

66 vssociationsMofMautozygosityMwithMaMbroadMrangeMofMhumanMphenotypescMNatureoCommunicationsaM
2019aMfeaMinjl 17.4 40

65 TheMGenomicMβmpactMofMzuropeanMxolonizationMofMtheMvmericascMCurrentoBiologyaM2019aMgnaMhnlibhnmkcei 6.3 33

64
RecentMvdaptiveMvcquisitionMbyMvfricanMRainforestMéunterbGatherersMofMtheMLateMPleistoceneM
SicklebxellMMutationMSuggestsMPastMyifferencesMinMMalariaMzxposurecMAmericanoJournaloofoHumano
GeneticsaM2019aMfeiaMjjhbjkf

11 21

63
wlacklistingMvariantsMcommonMinMprivateMcohortsMbutMnotMinMpublicMdatabasesMoptimizesMhumanM
exomeManalysiscMProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaaM
2019aMffkaMnjebnjn

11.5 26

62 NaturalMvariationMinMtheMparametersMofMinnateMimmuneMcellsMisMpreferentiallyMdrivenMbyMgeneticM
factorscMNatureoImmunologyaM2018aMfnaMhegbhfi 19.1 112

61 MutationsMinvolvingMtheMSRYbrelatedMgeneMSOXmMareMassociatedMwithMaMspectrumMofMhumanM
reproductiveManomaliescMHumanoMolecularoGeneticsaM2018aMglaMfggmbfgie 5.6 40

60
yistinctiveMrolesMofMageaMsexaMandMgeneticsMinMshapingMtranscriptionalMvariationMofMhumanMimmuneM
responsesMtoMmicrobialMchallengescMProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedo
StatesoofoAmericaaM2018aMffjaMzimmbzinl

11.5 107

59 TheMdemographicMhistoryMandMmutationalMloadMofMvfricanMhunterbgatherersMandMfarmerscMNatureo
EcologyoandoEvolutionaM2018aMgaMlgfblhe 12.3 29

58 TheMhumanMxβwfbzVzRfbzVzRgMcomplexMgovernsMkeratinocytebintrinsicMimmunityMtoM
˛†bpapillomavirusescMJournaloofoExperimentaloMedicineaM2018aMgfjaMggmnbghfe 16.6 56

57 éumanMgeneticMvariantsMandMageMareMtheMstrongestMpredictorsMofMhumoralMimmuneMresponsesMtoM
commonMpathogensMandMvaccinescMGenomeoMedicineaM2018aMfeaMjn 14.4 64

56 βR iMhaploinsufficiencyMinMaMfamilyMwithMWhippleTsMdiseasecMELifeaM2018aMlaM 8.9 25

55 TheMdemographicMandMadaptiveMhistoryMofMcentralMvfricanMhunterbgatherersMandMfarmerscMCurrento
OpinionoinoGeneticsoandoDevelopmentaM2018aMjhaMnebnl 4.9 15

54
PolygenicMadaptationMandMconvergentMevolutionMonMgrowthMandMcardiacMgeneticMpathwaysMinMvfricanM
andMvsianMrainforestMhunterbgathererscMProceedingsoofotheoNationaloAcademyoofoSciencesoofotheo
UnitedoStatesoofoAmericaaM2018aMffjaMzffgjkbzffgkh

11.5 21

53 zxploringMtheMgeneticMbasisMofMhumanMpopulationMdifferencesMinMyNvMmethylationMandMtheirMcausalM
impactMonMimmuneMgeneMregulationcMGenomeoBiologyaM2018aMfnaMggg 18.3 44

52 éumanMβ Nb˛‡MimmunityMtoMmycobacteriaMisMgovernedMbyMbothMβLbfgMandMβLbghcMScienceoImmunologyaM
2018aMhaM 28 83

51 TuberculosisMandMimpairedMβLbghbdependentMβ Nb˛‡MimmunityMinMhumansMhomozygousMforMaMcommonM
missenseMvariantcMScienceoImmunologyaM2018aMhaM 28 88

50 éumanMthymopoiesisMisMinfluencedMbyMaMcommonMgeneticMvariantMwithinMtheMlocuscMScienceo
TranslationaloMedicineaM2018aMfeaM 17.5 19
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49 yispersalsMandMgeneticMadaptationMofMwantubspeakingMpopulationsMinMvfricaMandMNorthMvmericacM
ScienceaM2017aMhjkaMjihbjik 33.3 128

48 TrendsMinMyNvMMethylationMwithMvgeMReplicateMvcrossMyiverseMéumanMPopulationscMGeneticsaM2017aM
gekaMfkjnbfkli 4 44

47 TheMGeneticMLegacyMofMtheMβndianMOceanMSlaveMTradeoMRecentMvdmixtureMandMPostbadmixtureM
SelectionMinMtheMMakranisMofMPakistancMAmericanoJournaloofoHumanoGeneticsaM2017aMfefaMnllbnmi 11 19

46 yualMTMcellbMandMwMcellbintrinsicMdeficiencyMinMhumansMwithMbiallelicMRLTPRMmutationscMJournaloofo
ExperimentaloMedicineaM2016aMgfhaMgifhbgihj 16.6 75

45 GeneticMvdaptationMandMNeandertalMvdmixtureMShapedMtheMβmmuneMSystemMofMéumanMPopulationscM
CellaM2016aMfklaMkihbkjkcefl 56.2 224

44 GenomicMSignaturesMofMSelectiveMPressuresMandMβntrogressionMfromMvrchaicMéomininsMatMéumanM
βnnateMβmmunityMGenescMAmericanoJournaloofoHumanoGeneticsaM2016aMnmaMjbgf 11 149

43 TheMhumanMgeneMdamageMindexMasMaMgeneblevelMapproachMtoMprioritizingMexomeMvariantscMProceedingso
ofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaaM2015aMffgaMfhkfjbge 11.5 152

42 TheMepigenomicMlandscapeMofMvfricanMrainforestMhunterbgatherersMandMfarmerscMNatureo
CommunicationsaM2015aMkaMfeeil 17.4 55

41 zxtensiveMvdmixtureMandMSelectiveMPressureMvcrossMtheMSahelMweltcMGenomeoBiologyoandoEvolutionaM
2015aMlaMhimibnj 3.9 42

40 TheMMilieuMβntˆ'rieurMstudyMbManMintegrativeMapproachMforMstudyMofMhumanMimmunologicalMvariancecM
ClinicaloImmunologyaM2015aMfjlaMgllbnh 9 35

39 vutomatedMflowMcytometricManalysisMacrossMlargeMnumbersMofMsamplesMandMcellMtypescMClinicalo
ImmunologyaM2015aMfjlaMginbke 9 20

38 vMfafeebyearboldMfounderMeffectMmutationMinMβLfgwMgeneMisMresponsibleMforMMendelianMsusceptibilityM
toMmycobacterialMdiseaseMinMTunisianMpatientscMImmunogeneticsaM2014aMkkaMklblf 3.2 10

37 vMgenomicMportraitMofMtheMgeneticMarchitectureMandMregulatoryMimpactMofMmicroRNvMexpressionMinM
responseMtoMinfectioncMGenomeoResearchaM2014aMgiaMmjebn 9.7 49

36 vdaptiveaMconvergentMoriginsMofMtheMpygmyMphenotypeMinMvfricanMrainforestMhunterbgathererscM
ProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaaM2014aMfffaMzhjnkbkeh 11.5 70

35 TheMimpactMofMagriculturalMemergenceMonMtheMgeneticMhistoryMofMvfricanMrainforestMhunterbgatherersM
andMagriculturalistscMNatureoCommunicationsaM2014aMjaMhfkh 17.4 73

34 zxploringMtheMoccurrenceMofMclassicMselectiveMsweepsMinMhumansMusingMwholebgenomeMsequencingM
dataMsetscMMolecularoBiologyoandoEvolutionaM2014aMhfaMfmjebkm 8.3 57

33 éeterogeneousMpatternMofMselectiveMpressureMforMPRRTgMinMhumanMpopulationsaMbutMnoMassociationM
withMautismMspectrumMdisorderscMPLoSoONEaM2014aMnaMemmkee 3.7 9

32 éumanMgeneticMdataMrevealMcontrastingMdemographicMpatternsMbetweenMsedentaryMandMnomadicM
populationsMthatMpredateMtheMemergenceMofMfarmingcMMolecularoBiologyoandoEvolutionaM2013aMheaMgkgnbii 8.3 28
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31 RibosomalMproteinMSvMhaploinsufficiencyMinMhumansMwithMisolatedMcongenitalMaspleniacMScienceaM2013aM
hieaMnlkbm 33.3 145

30 yifferentMselectiveMpressuresMshapeMtheMevolutionMofMTollblikeMreceptorsMinMhumanMandMvfricanMgreatM
apeMpopulationscMHumanoMolecularoGeneticsaM2013aMggaMimgnbie 5.6 38

29 βLgmwMallelesMassociatedMwithMpoorMhepatitisMxMvirusMVéxVWMclearanceMprotectMagainstMinflammationM
andMfibrosisMinMpatientsMinfectedMwithMnonbfMéxVMgenotypescMHepatologyaM2012aMjjaMhmibni 11.2 124

28 TheMevolutionaryMlandscapeMofMcytosolicMmicrobialMsensorsMinMhumanscMAmericanoJournaloofoHumano
GeneticsaM2012aMnfaMglbhl 11 26

27 GenomebwideMassociationMstudyMidentifiesMvariantsMassociatedMwithMprogressionMofMliverMfibrosisMfromM
éxVMinfectioncMGastroenterologyaM2012aMfihaMfgiibfgjgcefg 13.3 111

26 βnheritedMMSTfMdeficiencyMunderliesMsusceptibilityMtoMzVbéPVMinfectionscMPLoSoONEaM2012aMlaMeiiefe 3.7 101

25 PositiveMselectionMinMtheMchromosomeMfkMVKORxfMgenomicMregionMhasMcontributedMtoMtheMvariabilityM
ofManticoagulantMresponseMinMhumanscMPLoSoONEaM2012aMlaMejhein 3.7 8

24 éumanMRéOéMdeficiencyMcausesMTMcellMdefectsMandMsusceptibilityMtoMzVbéPVMinfectionscMJournaloofo
ClinicaloInvestigationaM2012aMfggaMhghnbil 15.9 109

23 zvolutionaryMgeneticsMevidenceMofManMessentialaMnonredundantMroleMofMtheMβ Nb˛‡MpathwayMinM
protectiveMimmunitycMHumanoMutationaM2011aMhgaMkhhbig 4.7 20

22 TheMselectiveMfootprintsMofMviralMpressuresMatMtheMhumanMRβGbβblikeMreceptorMfamilycMHumanoMolecularo
GeneticsaM2011aMgeaMiikgbli 5.6 38

21 zvolutionaryMgeneticMdissectionMofMhumanMinterferonscMJournaloofoExperimentaloMedicineaM2011aMgemaMglilbjn16.6 118

20 ParkinsonTsMdiseasebrelatedMLRRKgMGgefnSMmutationMresultsMfromMindependentMmutationalMeventsM
inMhumanscMHumanoMolecularoGeneticsaM2010aMfnaMfnnmbgeei 5.6 38

19 βnterferonMgammaMreceptorMgMgeneMvariantsMareMassociatedMwithMliverMfibrosisMinMpatientsMwithM
chronicMhepatitisMxMinfectioncMGutaM2010aMjnaMffgebk 19.2 15

18  ormulatingMaMhistoricalMandMdemographicMmodelMofMrecentMhumanMevolutionMbasedMonMresequencingM
dataMfromMnoncodingMregionscMPLoSoONEaM2010aMjaMefegmi 3.7 70

17 zvolutionaryMtrajectoriesMofMprimateMgenesMinvolvedMinMéβVMpathogenesiscMMolecularoBiologyoando
EvolutionaM2009aMgkaMgmkjblj 8.3 46

16 βnferringMtheMdemographicMhistoryMofMvfricanMfarmersMandMpygmyMhunterbgatherersMusingMaM
multilocusMresequencingMdataMsetcMPLoSoGeneticsaM2009aMjaMefeeeiim 6 117

15 SignaturesMofMpurifyingMandMlocalMpositiveMselectionMinMhumanMmiRNvscMAmericanoJournaloofoHumano
GeneticsaM2009aMmiaMhfkbgl 11 68

14 PositivelyMselectedMGkPybMahidolMmutationMreducesMPlasmodiumMvivaxMdensityMinMSoutheastMvsianscM
ScienceaM2009aMhgkaMfjikbn 33.3 124

(2009-2013)
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13 zvolutionaryMdynamicsMofMhumanMTollblikeMreceptorsMandMtheirMdifferentMcontributionsMtoMhostM
defensecMPLoSoGeneticsaM2009aMjaMefeeejkg 6 272

12 NaturalMselectionMhasMdrivenMpopulationMdifferentiationMinMmodernMhumanscMNatureoGeneticsaM2008aM
ieaMhiebj 36.3 436

11 PopulationMgeneticMdiversityMofMtheMNvTgMgeneMsupportsMaMroleMofMacetylationMinMhumanMadaptationM
toMfarmingMinMxentralMvsiacMEuropeanoJournaloofoHumanoGeneticsaM2008aMfkaMgihbjf 5.3 54

10 yemeterTsMlegacyoMrapidMchangesMtoMourMgenomeMimposedMbyMdietcMTrendsoinoEcologyoandoEvolutionaM
2008aMghaMjkbn 10.9 17

9
MaternalMtracesMofMdeepMcommonMancestryMandMasymmetricMgeneMflowMbetweenMPygmyM
hunterbgatherersMandMwantubspeakingMfarmerscMProceedingsoofotheoNationaloAcademyoofoSciencesoofo
theoUnitedoStatesoofoAmericaaM2008aMfejaMfjnkbkef

11.5 126

8 SubbSaharanMvfricanMcodingMsequenceMvariationMandMhaplotypeMdiversityMatMtheMNvTgMgenecMHumano
MutationaM2006aMglaMlge 4.7 52

7 zvolutionaryMinsightsMintoMtheMhighMworldwideMprevalenceMofMMwLgMdeficiencyMallelescMHumano
MolecularoGeneticsaM2006aMfjaMgkjebm 5.6 91

6 yecipheringMtheMancientMandMcomplexMevolutionaryMhistoryMofMhumanMarylamineMNbacetyltransferaseM
genescMAmericanoJournaloofoHumanoGeneticsaM2006aMlmaMighbhk 11 100

5 TheMheritageMofMpathogenMpressuresMandMancientMdemographyMinMtheMhumanMinnatebimmunityM
xygendxygenLMregioncMAmericanoJournaloofoHumanoGeneticsaM2005aMllaMmknbmk 11 79

4 NegativeMselectionMonMhumanMgenesMcausingMsevereMinbornMerrorsMdependsMonMdiseaseMoutcomeMandM
bothMtheMmodeMandMmechanismMofMinheritance 1

3 zxploringMtheMGeneticMwasisMofMéumanMPopulationMyifferencesMinMyNvMMethylationMandMtheirMxausalM
βmpactMonMβmmuneMGeneMRegulation 1

2 TheMgenomicMimpactMofMzuropeanMcolonizationMofMtheMvmericas 1

1  actorsMyrivingMyNvMMethylationMVariationMinMéumanMwlood 2
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