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l Paper IF Citations

86 zntegratedKMolecularKMetaXrnalysisKofKbWaaaKPediatricKyighXxradeKandKuiffuseKzntrinsicKPontineK
xliomaYKCancereCellWK2017WKdcWKfcaXfdhYef 24.3 423

85
rnalysisKofKgenomicKalterationsKinKbenignWKatypicalWKandKanaplasticKmeningiomaskKtowardKaKgeneticK
modelKofKmeningiomaKprogressionYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaWK1997WKjeWKbehbjXce

11.5 324

84 TranslocationsKinvolvingKiqceKinKsurkittKlymphomaKandKotherKmalignantKlymphomaskKaKhistoricalK
reviewKofKcytogeneticsKinKtheKlightKofKtodaysKknowledgeYKLeukemiaWK2009WKcdWKccfXde 10.7 165

83 ProgenetixYnetkKanKonlineKrepositoryKforKmolecularKcytogeneticKaberrationKdataYKBioinformaticsWK
2001WKbhWKbcciXj 7.2 155

82 UnequivocalKdelineationKofKclinicogeneticKsubgroupsKandKdevelopmentKofKaKnewKmodelKforK
improvedKoutcomeKpredictionKinKneuroblastomaYKJournaleofeClinicaleOncologyWK2005WKcdWKcciaXjj 2.2 145

81 RandomizedKstudyKtoKevaluateKtheKuseKofKhighXdoseKtherapyKasKpartKofKprimaryKtreatmentKforK
MaggressiveMKlymphomaYKJournaleofeClinicaleOncologyWK2002WKcaWKeebdXj 2.2 118

80
xainKofKchromosomeKarmKjpKisKcharacteristicKofKprimaryKmediastinalKsXcellKlymphomaKSMsαTkK
comprehensiveKmolecularKcytogeneticKanalysisKandKpresentationKofKaKnovelKMsαKcellKlineYKGenese
ChromosomeseandeCancerWK2001WKdaWKdjdXeab

5 117

79 tSbblbeTXpositiveKmantleKcellKlymphomasKexhibitKcomplexKkaryotypesKandKshareKsimilaritiesKwithK
sXcellKchronicKlymphocyticKleukemiaK2000WKchWKcifXcje 112

78 xenomicKimbalancesKinKfjbiKmalignantKepithelialKtumorskKanKexplorativeKmetaXanalysisKofK
chromosomalKtxyKdataYKBMCeCancerWK2007WKhWKccg 4.8 109

77
tombinedKsingleKnucleotideKpolymorphismXbasedKgenomicKmappingKandKglobalKgeneKexpressionK
profilingKidentifiesKnovelKchromosomalKimbalancesWKmechanismsKandKcandidateKgenesKimportantKinK
theKpathogenesisKofKTXcellKprolymphocyticKleukemiaKwithKinvSbeTSqbbqdcTYKLeukemiaWK2007WKcbWKcbfdXgd

10.7 80

76 thromothripsisXlikeKpatternsKareKrecurringKbutKheterogeneouslyKdistributedKfeaturesKinKaKsurveyKofK
ccWdehKcancerKgenomeKscreensYKBMCeGenomicsWK2014WKbfWKic 4.5 78

75 yzxyKxRruvKxαzOMrSKrNuKuzPxYKNeurosOncologyWK2014WKbgWKieaXifj 1 78

74 yxXjfzNTvxRrTvuKMOαvtUαrRKMvTrXrNrαYSzSKOwKbaaaKPrvuzrTRztKyzxyKxRruvKxαzOMrKrNuK
uzPxYKNeurosOncologyWK2016WKbiWKiiihaYdXiiiha 1 78

73 QuantifyingKcancerKprogressionKwithKconjunctiveKsayesianKnetworksYKBioinformaticsWK2009WKcfWKciajXbf 7.2 76

72 MicroarrayKcomparativeKgenomicKhybridizationKdetectionKofKchromosomalKimbalancesKinKuterineK
cervixKcarcinomaYKBMCeCancerWK2005WKfWKhh 4.8 63

71 rKharmonizedKmetaXknowledgebaseKofKclinicalKinterpretationsKofKsomaticKgenomicKvariantsKinK
cancerYKNatureeGeneticsWK2020WKfcWKeeiXefh 36.3 58

70 SzαbKmutationsKandKclinicalKspectrumKinKpatientsKwithKMarinescoXSjogrenKsyndromeYKBrainWK2013WK
bdgWKdgdeXee 11.2 58
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69 tomprehensiveKcharacterizationKofKgenomicKaberrationsKinKgangliogliomasKbyKtxyWKarrayXbasedK
txyKandKinterphaseKwzSyYKBrainePathologyWK2008WKbiWKdcgXdh 6 53

68 SilverXRussellKpatientsKshowingKaKbroadKrangeKofKztRbKandKztRcKhypomethylationKinKdifferentK
tissuesYKClinicaleGeneticsWK2011WKiaWKidXi 4 51

67 uistanceXbasedKclusteringKofKtxyKdataYKBioinformaticsWK2006WKccWKbjhbXi 7.2 47

66 RecurrentKlossKofKheterozygosityKinKbpdgKassociatedKwithKTNwRSwbeKmutationsKinKzRweKtranslocationK
negativeKpediatricKfollicularKlymphomasYKHaematologicaWK2013WKjiWKbcdhXeb 6.6 43

65 wederatedKdiscoveryKandKsharingKofKgenomicKdataKusingKseaconsYKNatureeBiotechnologyWK2019WKdhWKccaXcce44.5 42

64 TheKSzsKSwissKznstituteKofKsioinformaticsRKresourceskKfocusKonKcuratedKdatabasesYKNucleiceAcidse
ResearchWK2016WKeeWKuchXdh 20.1 41

63 SubmicroscopicKchromosomalKimbalancesKinKidiopathicKSilverXRussellKsyndromeKSSRSTkKtheKSRSK
phenotypeKoverlapsKwithKtheKbcqbeKmicrodeletionKsyndromeYKJournaleofeMedicaleGeneticsWK2010WKehWKdfgXga5.8 38

62 MUtbKoncogeneKamplificationKcorrelatesKwithKproteinKoverexpressionKinKinvasiveKbreastKcarcinomaK
cellsYKCancereGeneticseandeCytogeneticsWK2010WKcabWKbacXba 37

61 αeveragingKvuropeanKinfrastructuresKtoKaccessKbKmillionKhumanKgenomesKbyKcaccYKNatureeReviewse
GeneticsWK2019WKcaWKgjdXhab 30.1 36

60 thromosomeKimbalancesKinKpapillaryKrenalKcellKcarcinomaKandKfirstKcytogeneticKdataKofKfamilialK
casesKanalyzedKbyKcomparativeKgenomicKhybridizationYKCytogeneticeandeGenomeeResearchWK1996WKhfWKbhXcb1.9 36

59 PütKsignalingKpreventsKirradiationXinducedKapoptosisKofKprimaryKhumanKfibroblastsYKCelleDeatheande
DiseaseWK2013WKeWKeeji 9.8 33

58 MolecularKkaryotypingKasKaKrelevantKdiagnosticKtoolKinKchildrenKwithKgrowthKretardationKwithK
SilverXRussellKfeaturesYKJournaleofePediatricsWK2012WKbgbWKjddXec 3.6 32

57 ProgenetixkKbcKyearsKofKoncogenomicKdataKcurationYKNucleiceAcidseResearchWK2014WKecWKubaffXgc 20.1 28

56 thromosomalKchangesKcharacterizeKheadKandKneckKcancerKwithKpoorKprognosisYKJournaleofeMoleculare
MedicineWK2008WKigWKbdfdXgf 5.5 27

55 arrayMapkKaKreferenceKresourceKforKgenomicKcopyKnumberKimbalancesKinKhumanKmalignanciesYKPLoSe
ONEWK2012WKhWKedgjee 3.7 27

54 zntegrativeKgenomeXwideKexpressionKprofilingKidentifiesKthreeKdistinctKmolecularKsubgroupsKofK
renalKcellKcarcinomaKwithKdifferentKpatientKoutcomeYKBMCeCancerWK2012WKbcWKdba 4.8 23

53 OnlineKdatabaseKandKbioinformaticsKtoolboxKtoKsupportKdataKminingKinKcancerKcytogeneticsYK
BioTechniquesWK2006WKeaWKcgjXhaWKchc 2.5 22

52 TheKUbiquitinKαigaseKTRzPbcKαimitsKPrRPbKTrappingKandKtonstrainsKPrRPKznhibitorKvfficiencyYKCelle
ReportsWK2020WKdcWKbahjif 10.6 22
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51 xenomicKinstabilityKofKosteosarcomaKcellKlinesKinKculturekKimpactKonKtheKpredictionKofKmetastasisK
relevantKgenesYKPLoSeONEWK2015WKbaWKeabcfgbb 3.7 21

50 xrexykKznternationalKpoliciesKandKstandardsKforKdataKsharingKacrossKgenomicKresearchKandK
healthcareYYKCelleGenomicsWK2021WKbWKbaaacjXbaaacj 20

49 yighKresolutionKcopyKnumberKanalysisKofKzRweKtranslocationXpositiveKdiffuseKlargeKsXcellKandK
follicularKlymphomasYKGeneseChromosomeseandeCancerWK2013WKfcWKbfaXf 5 19

48
RecurrentKlossWKbutKlackKofKmutationsWKofKtheKSMrRtsbKtumorKsuppressorKgeneKinKTXcellK
prolymphocyticKleukemiaKwithKTtαbrXTtRruKjuxtapositionYKCancereGeneticseandeCytogeneticsWK2009WK
bjcWKeeXh

19

47 zncreasedKexpressionKofKcellularKretinolXbindingKproteinKbKinKlaryngealKsquamousKcellKcarcinomaYK
JournaleofeCancereResearcheandeClinicaleOncologyWK2010WKbdgWKjdbXi 4.9 18

46 RegisteredKaccesskKauthorizingKdataKaccessYKEuropeaneJournaleofeHumaneGeneticsWK2018WKcgWKbhcbXbhdb 5.3 17

45 rlleleXspecificKlossKofKheterozygosityKinKmultipleKcolorectalKadenomaskKtowardKanKintegratedK
molecularKcytogeneticKmapKzzYKCancereGeneticseandeCytogeneticsWK2006WKbghWKbXbe 17

44
zmprovedKmultiplexKligationXdependentKprobeKamplificationKanalysisKidentifiesKaKdeleteriousKPMScK
alleleKgeneratedKbyKrecombinationKwithKcrossoverKbetweenKPMScKandKPMSctαYKGeneseChromosomese
andeCancerWK2012WKfbWKibjXdb

5 16

43 arrayMapKcabekKanKupdatedKcancerKgenomeKresourceYKNucleiceAcidseResearchWK2015WKedWKuicfXda 20.1 15

42 zdentificationKofKgeneticKimbalancesKinKmalignantKlymphomaKusingKcomparativeKgenomicK
hybridizationYKStemeCellsWK1995WKbdKSupplKdWKidXh 5.8 14

41 cpcbKueletionsKinKhypotoniaXcystinuriaKsyndromeYKEuropeaneJournaleofeMedicaleGeneticsWK2012WKffWKfgbXd 2.6 13

40 RecurrentKlossKofKtheKYKchromosomeKandKhomozygousKdeletionsKwithinKtheKpseudoautosomalK
regionKbkKassociationKwithKmaleKpredominanceKinKmantleKcellKlymphomaYKHaematologicaWK2008WKjdWKjejXfa6.6 13

39 rstsbKoverXexpressionKandKdrugXeffluxKinKacuteKlymphoblasticKleukemiaKcellKlinesKwithKtSbhlbjTKandK
vcrXyαwKexpressionYKPediatriceBloodeandeCancerWK2006WKehWKhfhXge 3 13

38 segment_liftoverKkKaKPythonKtoolKtoKconvertKsegmentsKbetweenKgenomeKassembliesYKFwvvvResearch
WK2018WKhWKdbj 3.6 13

37
uNrKcopyKnumberKalterationsKinKcentralKprimitiveKneuroectodermalKtumorsKandKtumorsKofKtheK
pinealKregionkKanKinternationalKindividualKpatientKdataKmetaXanalysisYKJournaleofeNeurosOncologyWK
2012WKbajWKebfXcd

4.8 12

36 zdentificationKofKaKcbqccKduplicationKinKaKSilverXRussellKsyndromeKpatientKfurtherKnarrowsKdownKtheK
uownKsyndromeKcriticalKregionYKAmericaneJournaleofeMedicaleGeneticsreParteAWK2010WKbfcrWKdfgXj 2.5 12

35 xeneticKlossesKinKbreastKcancerkKtowardKanKintegratedKmolecularKcytogeneticKmapYKCancereGeneticse
andeCytogeneticsWK2005WKbgaWKbebXfb 12

34 segment_liftoverKkKaKPythonKtoolKtoKconvertKsegmentsKbetweenKgenomeKassembliesYKFwvvvResearch
WK2018WKhWKdbj 3.6 12
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33 Püt˛–KandKyMxsbKantagonisticallyKcontrolKhydrogenKperoxideXinducedKpolyXruPXriboseKformationYK
NucleiceAcidseResearchWK2016WKeeWKhgdaXef 20.1 12

32 thromosomeKbbpbfKduplicationKinKSilverXRussellKsyndromeKdueKtoKaKmaternallyKinheritedK
translocationKtSbblbfTYKAmericaneJournaleofeMedicaleGeneticsreParteAWK2010WKbfcrWKbeieXh 2.5 11

31 znferringKprogressionKmodelsKforKtxyKdataYKBioinformaticsWK2009WKcfWKccaiXbf 7.2 9

30 rKbaYhKMbKinterstitialKdeletionKofKbdqcbKwithoutKphenotypicKeffectKdefinesKaKfurtherK
nonXpathogenicKeuchromaticKvariantYKAmericaneJournaleofeMedicaleGeneticsreParteAWK2008WKbegrWKcebhXca 2.5 8

29 αossesKatKchromosomeKeqKareKassociatedKwithKpoorKsurvivalKinKoperableKductalKpancreaticK
adenocarcinomaYKPancreatologyWK2012WKbcWKbgXcc 3.8 7

28 znternationalKfederationKofKgenomicKmedicineKdatabasesKusingKxrexyKstandardsYYKCelleGenomicsWK
2021WKbWKbaaadcXbaaadc 7

27 tutOtrkKaKstatisticalKmethodKtoKdefineKcomplexityKdependenceKofKcoXoccuringKchromosomalK
aberrationsYKBMCeMedicaleGenomicsWK2011WKeWKcb 3.7 6

26 OncologyKznformaticskKStatusKQuoKandKOutlookYKOncologyWK2020WKjiWKdcjXddb 3.6 5

25 ürˆ…ppelXαikeKwactorKbaKparticipatesKinKcervicalKcancerKimmunoeditingKthroughKtranscriptionalK
regulationKofKPregnancyXSpecificKsetaXbKxlycoproteinsYKScientificeReportsWK2018WKiWKjeef 4.9 5

24 rKharmonizedKmetaXknowledgebaseKofKclinicalKinterpretationsKofKcancerKgenomicKvariants 5

23 TheKvαzXzRKyumanKtopyKNumberKVariationsKtommunitykKbuildingKbioinformaticsKinfrastructureKforK
researchYKFwvvvResearchWK2020WKjWK 3.6 4

22 TheKxrexyKVariationKRepresentationKSpecificationkKrKcomputationalKframeworkKforKvariationK
representationKandKfederatedKidentificationYYKCelleGenomicsWK2021WKbWKbaaachXbaaach 4

21 uNrKtopyKNumberKthangesKinKuiffuseKαargeKsKtellKαymphomasYKFrontierseineOncologyWK2020WKbaWKfieajf 5.3 4

20 uNrKcopyKnumberKimbalancesKinKprimaryKcutaneousKlymphomasYKJournaleofetheeEuropeaneAcademye
ofeDermatologyeandeVenereologyWK2019WKddWKbagcXbahf 4.6 3

19 vnablingKpopulationKassignmentKfromKcancerKgenomesKwithKSNPcpopYKScientificeReportsWK2020WKbaWKeieg 4.9 3

18 SpecificKgenomicKregionsKareKdifferentiallyKaffectedKbyKcopyKnumberKalterationsKacrossKdistinctK
cancerKtypesWKinKaggregatedKcytogeneticKdataYKPLoSeONEWK2012WKhWKeedgij 3.7 3

17 MountainsKandKthasmskKSurveyingKtheKOncogenomicKPublicationKαandscapeYKOncologyWK2020WKjiWKddcXded3.6 3

16 TheKxrexyKVariationKRepresentationKSpecificationKSVRSTkKaKtomputationalKwrameworkKforKtheK
PreciseKRepresentationKandKwederatedKzdentificationKofKMolecularKVariation 3
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15 PathwaysKandKtrossroadsKtoKtolorectalKtancerK2011WKdgjXdje 3

14 tNrRrkKreliabilityKassessmentKforKgenomicKcopyKnumberKprofilesYKBMCeGenomicsWK2016WKbhWKhjj 4.5 2

13
yxXbbKUKzNTvxRrTzVvKMOαvtUαrRKMvTrXrNrαYSzSKOwKhaaKPvuzrTRztKyzxyKxRruvKxαzOMrKrNuK
uzPxKuvwzNvSKWzuvSPRvruKzNTvRXKrNuKzNTRrXTUMORrαKyvTvROxvNvzTYYKNeurosOncologyWK2015
WKbhWKiiibcXiiibd

1 1

12 xeographicKassessmentKofKcancerKgenomeKprofilingKstudiesYKDatabase:etheeJournaleofeBiologicale
DatabaseseandeCurationWK2020WKcacaWK 5 1

11 MinimumKerrorKcalibrationKandKnormalizationKforKgenomicKcopyKnumberKanalysisYKGenomicsWK2020WK
bbcWKdddbXddeb 4.3 1

10 tutOtrkKaKstatisticalKmethodKtoKdefineKcomplexityKdependentKcoXoccurringKchromosomalK
aberrationsK2010WKbbWKPcd 1

9 tomparativeKgenomicKhybridizationKforKtheKanalysisKofKleukemiasKandKlymphomasYKMethodseine
MoleculareMedicineWK2001WKffWKedXge 1

8 SignaturesKofKuiscriminativeKtopyKNumberKrberrationsKinKdbKtancerKSubtypesYKFrontierseineGeneticsWK
2021WKbcWKgfeiih 4.5 1

7 TheKProgenetixKoncogenomicKresourceKinKcacbYKDatabase:etheeJournaleofeBiologicaleDatabaseseande
CurationWK2021WKcacbWK 5 1

6 siopsyingKparapsoriasiskKquoKvadispKrreKmorphologicalKstainsKenoughKorKareKancillaryKtestsKneededpYK
RomanianeJournaleofeMorphologyeandeEmbryologyWK2014WKffWKbaifXjc 0.6 1

5 seaconKvcKandKseaconKNetworkskKaKMlinguaKfrancaMKforKfederatedKdataKdiscoveryKinKbiomedicalK
genomicsWKandKbeyondYYKHumaneMutationWK2022WK 4.7 1

4 rrrayXbasierterKNachweisKchromosomalerKrberrationenKbeiKmalignenKNeoplasienYKMedizinischee
GenetikWK2012WKceWKbbeXbcc 0.5

3 SupernumeraryKrsymmetricKuicSbflbfTKWithKSecondaryKMosaicKwormationKinKOneKofKTwoK
uevelopmentallyKRetardedKTwinsYKInternationaleJournaleofeHumaneGeneticsWK2011WKbbWKhfXic 1

2 xenomischesKProfilingKmittelsKStOMPKbeiKduktalenKrdenokarzinomenKdesKPankreasYKLangenbeckse
ArchiveFuereChirurgieeSupplementWK2006WKchXci

1 TranslocationsKznvolvingKiqceKinKsurkittKαymphomaKandKOtherKMalignantKαymphomaskKrKyistoricalK
ReviewKofKtytogeneticsKinKtheKαightKofKTodaysKünowledgeYKBloodWK2008WKbbcWKcibeXcibe 2.2
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