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59 GenomicOanalysisOofOnontypeableOpneumococciOcausingOinvasiveOpneumococcalOdiseaseOinOSouthO
vfricaaOgeehbgefhcOBMCmGenomicsaO2016aOflaOile 4.5 10
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52 GenomicOInsightsOofOMultidrugbResistantOβromOWastewaterOSourcesOandOTheirOvssociationOWithO
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inOSouthOvfricacOPathogensaO2020aOnaO 4.5 4
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SouthOvfricaaOgeflcOAccessmMicrobiologyaO2019aOfaOeeeeekf 1 4
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44 xonvalescentOplasmaOasOaOtreatmentOmodalityOforOcoronavirusOdiseaseOgefnOinOSudancOTransfusionm
andmApheresismScienceaO2020aOjnaOfegnfm 2.4 4

43 xladeOdistributionOofOinOSouthOvfricaOusingOwholeOgenomeOsequencingOofOclinicalOandOenvironmentalO
isolatescOEmergingmMicrobesmandmInfectionsaO2021aOfeaOfheebfhem 18.9 4

42 InvasiveOyiseaseOxausedOSimultaneouslyObyOyualOSerotypesOofOStreptococcusOpneumoniaecOJournalm
ofmClinicalmMicrobiologyaO2018aOjkaO 9.7 4

41
MobileOgeneticOelementsbmediatedOznterobacteralesbassociatedOcarbapenemaseOantibioticO
resistanceOgenesOpropagationObetweenOtheOenvironmentOandOhumansoOvOOneOHealthOSouthOvfricanO
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4 3

35 vOyearOofOgenomicOsurveillanceOrevealsOhowOtheOSvRSbxoVbgOpandemicOunfoldedOinOvfrica 3

34 znterococcusOfaecalisOSTgfOharbouringOTnkeenOisolatedOfromOaOcarriageOsampleOinOSouthOvfricacO
SouthmAfricanmMedicalmJournalaO2021aOfffaOnmbnn 1.5 3

33 PhylodynamicOvnalysisOofOzbolaOVirusOyiseaseOTransmissionOinOSierraOLeonecOVirusesaO2019aOffaO 6.2 2

32 GenomeOSequencesOofOwacillusOsporothermoduransOStrainsOIsolatedOfromOUltrabHighbTemperatureO
MilkcOMicrobiologymResourcemAnnouncementsaO2019aOmaO 1.3 2

31 GenomeOSequenceOofOzscherichiaOcoliOxloneOOgjoHiOSequenceOTypeOfhfaOIsolatedOfromOaOSudaneseO
PatientOwithOUrinaryOTractOInfectioncOMicrobiologymResourcemAnnouncementsaO2020aOnaO 1.3 2

30 WholebGenomeOSequenceOofOaOIsolateOfromOaOPediatricOPatientOinOSouthOvfricacOGenomem
AnnouncementsaO2018aOkaO 2

29 yraftOgenomeOsequencesOofOextendedbspectrumO˛†blactamasebproducingOznterobacterOaerogenesO
isolatedOfromOswineOandOhumancOJournalmofmGlobalmAntimicrobialmResistanceaO2018aOfiaOleblf 3.4 2

28 WholebGenomeOSequenceOofOvcinetobacterObaumanniiOStrainONUwRIbvaOIsolatedOfromOaOHospitalizedO
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27 yistributionOandOGeneticOyiversityOofOSubspeciesOacrossOtheOSahelianOweltOinOSudancOPathogensaO2021aO
feaO 4.5 2
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WholebGenomeOSequenceOofOaONovelOSequenceOTypeOhfhkOxarbapenembResistantOKlebsiellaO
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WholebGenomeOShotgunOSequenceOofOyrugbResistantOStaphylococcusOaureusOStrainOSvnaOIsolatedO
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2019aOmaO
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23
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2019aOmaO

1.3 1
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KwaZulubNatalaOSouthOvfricacOMicrobiologymResourcemAnnouncementsaO2021aOfeaO 1.3 1

17 GenomicOvnalysisOofOsppcOIsolatedOβromOaOWastewaterOTreatmentOPlantOandOItsOvssociatedOWatersOinO
UmgungundlovuOyistrictaOSouthOvfricacOFrontiersminmMicrobiologyaO2021aOfgaOkimiji 5.7 1

16 TwoOcasesOofOserotypeableOandOnonbserotypeableOvariantsOofOStreptococcusOpneumoniaeOdetectedO
simultaneouslyOduringOinvasiveOdiseasecOBMCmMicrobiologyaO2016aOfkaOfgk 4.5 1

15 βirstOconfirmedOcaseOofOinfantObotulismOinOvfricaaOcausedObyOaOdualbtoxinbproducingOxlostridiumO
botulinumOstraincOInternationalmJournalmofmInfectiousmDiseasesaO2021aOfehaOfkibfkk 10.5 1

14 yraftOgenomeOsequenceOofOaOmethicillinbresistantOStaphylococcusOepidermidisOisolateOfromOswinecO
JournalmofmGlobalmAntimicrobialmResistanceaO2018aOfjaOgjebgjf 3.4 1

13
yraftOgenomeOsequenceOofOanOextendedbspectrumO˛†blactamaseOXxTXbMbfjYbproducingOzscherichiaO
coliOSTfeOisolatedOfromOaOnasalOsampleOofOanOabattoirOworkerOinOxamerooncOJournalmofmGlobalm
AntimicrobialmResistanceaO2018aOfiaOkmbkn

3.4 1
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vntimicrobialOResistanceOMechanismsaOMultilocusOSequenceOTypingaOandONGbSTvROSequenceOTypesO
ofOyiverseONeisseriaOgonorrhoeaeOIsolatesOinOKwaZulubNatalaOSouthOvfricacOAntimicrobialmAgentsmandm
ChemotherapyaO2021aOkjaOeeeljngf

5.9 1

11 NasopharyngealOyysbiosisOPrecedesOtheOyevelopmentOofOLowerORespiratoryOTractOInfectionsOinO
YoungOInfantsaOaOLongitudinalOInfantOxohortOStudycOGatesmOpenmResearchakaOim 2.4 1

10 WholebGenomeOSequencingOofOaOxolistinbResistantOvcinetobacterObaumanniiOStrainOIsolatedOatOaO
TertiaryOHealthOβacilityOinOPretoriaaOSouthOvfricacOAntibioticsaO2022aOffaOjni 4.9 1

9 TheOdynamicOgutOmicrobiotaOofOzoophilicOmembersOofOtheOvnophelesOgambiaeOcomplexOXyipteraoO
xulicidaeYccOScientificmReportsaO2022aOfgaOfinj 4.9 0
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8 HighbResolutionOMeltingOvnalysisOtoOyetectOvntimicrobialOResistanceOyeterminantsOinOSouthOvfricanO
xlinicalOIsolatesOandOSpecimensccOInternationalmJournalmofmMicrobiologyaO2022aOgeggaOnenihgm 3.6 0

7 βirstOgenomeOsequenceOofOveromonasOhydrophiliaOnovelOsequenceOtypeOkjmOstrainOisolatedOfromO
livestockOinOSouthOvfricacOJournalmofmGlobalmAntimicrobialmResistanceaO2021aOgiaOfljbfll 3.4 0

6 GenomicOcharacterisationOofOStaphylococcusOaureusOSTfgfOisolatedOfromOhospitalisedOpatientsOinO
SouthOvfricacOSouthmAfricanmMedicalmJournalaO2018aOfemaOfeelbfeem 1.5 0

5 ProcessOPerformanceOandOMicrobialOxommunityOStructuresOinOThreeOvnammoxbMediatedOSystemsO
withOyifferentOMixingOxonditionscOJournalmofmEnvironmentalmChemicalmEngineeringaO2021aOfekikk 6.8 0

4
WholeOGenomeOSequencingOofOzxtendedbSpectrumbOandOvmpxbO˛†bLactamasebPositiveO
znterobacteralesOIsolatedOβromOSpinachOProductionOinOGautengOProvinceaOSouthOvfricacOFrontiersminm
MicrobiologyaO2021aOfgaOlhikin

5.7 0

3
ProfilingOofOemergingOpathogensaOantibioticOresistanceOgenesOandOmobileOgeneticOelementsOinO
differentObiologicalOwastewaterOtreatmentOplantscOJournalmofmEnvironmentalmChemicalmEngineeringaO
2022aOfeaOfeljnk

6.8 0

2 yraftOgenomeOsequenceOofOaOclinicalOvcinetobacterOhaemolyticusOisolateOfromOSouthOvfricacOJournalm
ofmGlobalmAntimicrobialmResistanceaO2020aOgeaOfkbfl 3.4

1
InvestigationOofOPossibleONosocomialbvssociatedOInvasiveOGroupOwOStreptococcusOyiseaseOUsingO
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2021aOfeaOmmebmmg
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