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12080-12096.

Metabolite identification in fecal microbiota transplantation mouse livers and combined proteomics

with chronic unpredictive mild stress mouse livers. Translational Psychiatry, 2018, 8, 34. 4.8 70

Gut microbiota regulates mouse behaviors through glucocorticoid receptor pathway genes in the
hippocampus. Translational Psychiatry, 2018, 8, 187.

Diagnosis of major depressive disorder based on changes in multiple plasma neurotransmitters: a

targeted metabolomics study. Translational Psychiatry, 2018, 8, 130. 48 152

Effects of gut microbiota on the microRNA and mRNA expression in the hippocampus of mice.
Behavioural Brain Research, 2017, 322, 34-41.

Differential urinary metabolites related with the severity of major depressive disorder. Behavioural

Brain Research, 2017, 332, 280-287. 22 59

Predictive diagnosis of major depression using NMR-based metabolomics and least-squares support
vector machine. Clinica Chimica Acta, 2017, 464, 223-227.

Plasma lipidomics reveals potential lipid markers of major depressive disorder. Analytical and a7 o5
Bioanalytical Chemistry, 2016, 408, 6497-6507. :

Metabolite signature for diagnosing major depressive disorder in peripheral blood mononuclear
cells. Journal of Affective Disorders, 2016, 195, 75-81.

Severe disturbance of glucose metabolism in peripheral blood mononuclear cells of schizophrenia

patients: a targeted metabolomic study. Journal of Translational Medicine, 2015, 13, 226. 44 50

Macaques Exhibit a Naturally-Occurring Depression Similar to Humans. Scientific Reports, 2015, 5,
9220.

Discovery and Validation of Plasma Biomarkers for Major Depressive Disorder Classification Based on

Liquid Chromatography&€“Mass Spectrometry. Journal of Proteome Research, 2015, 14, 2322-2330. 3.7 152

Elevated host lipid metabolism revealed by iTRAQ-based quantitative proteomic analysis of
cerebrospinal fluid of tuberculous meningitis patients. Biochemical and Biophysical Research
Communications, 2015, 466, 689-695.

Urinary peptidomics identifies potential biomarkers for major depressive disorder. Psychiatry

Research, 2014, 217, 25-33. 33 36

Dynamic 1H NMR-based extracellular metabonomic analysis of oligodendroglia cells infected with
herpes simplex virus type 1. Metabolomics, 2014, 10, 33-41.

2,4-Dihydroxypyrimidine is a potential urinary metabolite biomarker for diagnosing bipolar disorder. 9.9 a1
Molecular BioSystems, 2014, 10, 813. ’

Combined Application of NMR- and GC-MS-Based Metabonomics Yields a Superior Urinary Biomarker

Panel for Bipolar Disorder. Scientific Reports, 2014, 4, 5855.

Glutamate and Lipid Metabolic Perturbation in the Hippocampi of Asymptomatic Borna Disease

Virusdnfected Horses. PLoS ONE, 2014, 9, €99752. 25 8



38

40

42

PENG ZHENG

ARTICLE IF CITATIONS

Sex-Specific Urinary Biomarkers for Diagnosing Bipolar Disorder. PLoS ONE, 2014, 9, e115221.

Novel urinary biomarkers for diagnosing bipolar disorder. Metabolomics, 2013, 9, 800-808. 3.0 33

Peripheral metabolic abnormalities of lipids and amino acids implicated in increased risk of suicidal
behavior in major depressive disorder. Metabolomics, 2013, 9, 688-696.

A Novel Urinary Metabolite Signature for Diagnosing Major Depressive Disorder. Journal of Proteome a7 o8
Research, 2013, 12, 5904-5911. :

Metabolomic identification of molecular changes associated with stress resilience in the chronic
mild stress rat model of depression. Metabolomics, 2013, 9, 433-443.

Identification and Validation of Urinary Metabolite Biomarkers for Major Depressive Disorder. 3.8 108
Molecular and Cellular Proteomics, 2013, 12, 207-214. :

Plasma Metabonomics as a Novel Diagnostic Approach for Major Depressive Disorder. Journal of

Proteome Research, 2012, 11, 1741-1748.




