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8 Crop breeding for a changing climate in the Pannonian region: towards integration of modern
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9 Effect of Hormonal Priming and Osmopriming on Germination of Winter Savory (Satureja montana L.)
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10 Development of Microsatellite Markers for Tanacetum cinerariifolium (Trevis.) Sch. Bip., a Plant with
a Large and Highly Repetitive Genome. Plants, 2022, 11, 1778. 3.5 3
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Pyrethrin from Dalmatian pyrethrum (Tanacetum cinerariifolium (Trevir.) Sch. Bip.): biosynthesis,
biological activity, methods of extraction and determination. Phytochemistry Reviews, 2021, 20,
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12 Application of Phenotyping Methods in Detection of Drought and Salinity Stress in Basil (Ocimum) Tj ET
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and SNP Markers and Morphological Traits. Plants, 2021, 10, 665. 3.5 11

14 Genome-Wide Association Studies of Mineral Content in Common Bean. Frontiers in Plant Science,
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16 Genetic diversity and structure analysis of Croatian garlic collection assessed by SSR markers. Folia
Horticulturae, 2021, 33, 157-171. 1.8 4

17 Accessing Ancestral Origin and Diversity Evolution by Net Divergence of an Ongoing Domestication
Mediterranean Olive Tree Variety. Frontiers in Plant Science, 2021, 12, 688214. 3.6 5

18 Multispectral Assessment of Sweet Pepper (Capsicum annuum L.) Fruit Quality Affected by Calcite
Nanoparticles. Biomolecules, 2021, 11, 832. 4.0 2
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23 High diversity of natural Dalmatian pyrethrum based on pyrethrin composition at intra- and
interpopulation level. Phytochemistry, 2021, 192, 112934. 2.9 3

24 Grass pea natural variation reveals oligogenic resistance to <i>Fusarium oxysporum</i> f. sp.
<i>pisi</i>. Plant Genome, 2021, 14, e20154. 2.8 5

25 Phenotypic Diversity of Almond-Leaved Pear (Pyrus spinosa Forssk.) along Eastern Adriatic Coast.
Forests, 2021, 12, 1630. 2.1 7

26 Population structure and adaptive variation of Helichrysum italicum (Roth) G. Don along eastern
Adriatic temperature and precipitation gradient. Scientific Reports, 2021, 11, 24333. 3.3 8
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Matrix solid-phase dispersion optimization for determination of pyrethrin content in Dalmatian
pyrethrum (Tanacetum cinerariifolium /Trevir./ Sch. Bip.) by liquid chromatography. Industrial Crops
and Products, 2020, 145, 111999.
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28 Physiological Responses of Basil (Ocimum Basilicum L.) Cultivars to Rhizophagus Irregularis
Inoculation under Low Phosphorus Availability. Plants, 2020, 9, 14. 3.5 1

29 The Influence of a Seedling Recruitment Strategy and a Clonal Architecture on a Spatial Genetic
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Spatial distribution, niche ecology and conservation genetics of Degenia velebitica (Brassicaceae), a
narrow endemic species of the north-western Dinaric Alps. Plant Systematics and Evolution, 2020, 306,
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31 Salvia officinalis survived in situ Pleistocene glaciation in â€˜refugia within refugiaâ€™ as inferred from
AFLP markers. Plant Systematics and Evolution, 2020, 306, 1. 0.9 14

32 Phylogeography of Campanula fenestrellata s.l. (Campanulaceae) in the northern Adriatic. Plant
Systematics and Evolution, 2020, 306, 1. 0.9 6

33 Essential Oils Chemical Variability of Seven Populations of Salvia Officinalis L. In North of Albania.
Macedonian Journal of Chemistry and Chemical Engineering, 2020, 39, 31. 0.6 5

34 Genetic and morphological data reveal new insights into the taxonomy of <i>Campanula
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35 Genetic structure of wild raspberry populations in the Central Balkans depends on their location and
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Peninsula as revealed by AFLP fingerprinting. Scientific Reports, 2019, 9, 12767. 3.3 21
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43 Intra-varietal variability and genetic relationships among the homonymic East Adriatic olive ( Olea) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 502 Td (europaea L.) varieties. Scientia Horticulturae, 2018, 236, 175-185.3.6 14
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48 Genetic Diversity of Pedunculate Oak (Quercus robur L.) in Clonal Seed Orchards in Croatia, Assessed
by Nuclear and Chloroplast Microsatellites. South-East European Forestry, 2018, 9, . 0.4 2

49 Gas exchange capacity of Croatian common bean landraces (Phaseolus vulgaris L.) is related to their
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50 Pollen-mediated gene flow and fine-scale spatial genetic structure in<i>Olea
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Genetic diversity of the sweet chestnut (Castanea sativa Mill.) in Central Europe and the western part
of the Balkan Peninsula and evidence of marron genotype introgression into wild populations. Tree
Genetics and Genomes, 2017, 13, 1.
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52 Morphological and biochemical intraspecific characterization of Ocimum basilicum L.. Industrial
Crops and Products, 2017, 109, 611-618. 5.2 42

53 Maize participatory breeding in Portugal: Comparison of farmer's and breeder's onâ€•farm selection.
Plant Breeding, 2017, 136, 861-871. 1.9 7

54 Microsatellite markers in common bean (Phaseolus vulgaris L.). Journal of Central European
Agriculture, 2017, 18, 902-917. 0.6 4
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57 Setting Up Decision-Making Tools toward a Quality-Oriented Participatory Maize Breeding Program.
Frontiers in Plant Science, 2017, 8, 2203. 3.6 9
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Sciences, 2016, 34, 377-390. 1.2 141

59 Characterizing Croatian Wheat Germplasm Diversity and Structure in a European Context by DArT
Markers. Frontiers in Plant Science, 2016, 7, 184. 3.6 27
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61 Genetic Diversity and Demographic History of Wild and Cultivated/Naturalised Plant Populations:
Evidence from Dalmatian Sage (Salvia officinalis L., Lamiaceae). PLoS ONE, 2016, 11, e0159545. 2.5 26

62 Alive and kicking, or, living on borrowed time? â€“ Microsatellite diversity in natural populations of
the endangered Ulmus minor Mill. sensu latissimo from Croatia. Acta Botanica Croatica, 2016, 75, 53-59. 0.7 4
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related species. AoB PLANTS, 2015, 7, plv106. 2.3 18
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e0124543. 2.5 27

66 Genetic variability of Verbascum populations from metal polluted and unpolluted sites. Genetika, 2015,
47, 245-251. 0.4 4

67 Quantitative Trait Loci Associated to Drought Adaptation in Pea (Pisum sativum L.). Plant Molecular
Biology Reporter, 2015, 33, 1768-1778. 1.8 51
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(Degen) Hayek (Brassicaceae). Conservation Genetics Resources, 2014, 6, 409-411. 0.8 1
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&lt;I&gt;Campanula&lt;/I&gt; Species (Campanulaceae) Endemic to Albania. Systematic Botany, 2014, 39,
1250-1260.
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Fine-Scale Phylogeography of a Putative Secondary Contact Zone of the Land Snail<i>Cornu
aspersum</i>(Gastropoda: Pulmonata: Helicidae) Along the Croatian Coast and Islands. American
Malacological Bulletin, 2014, 32, 62-73.
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environments. Molecular Breeding, 2013, 32, 909-922. 2.1 39

78 Phylogenetic relationships in Brassicaceae tribe Alysseae inferred from nuclear ribosomal and
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97 Conservation of Medicinal and Aromatic Plants in Croatia. NATO Science for Peace and Security Series
C: Environmental Security, 2012, , 261-269. 0.2 2
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