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88 MaintenanceMofMbroadMneutralizingMantibodiesMandMmemoryMwMcellsMfMyearMpostbinfectionMisMpredictedM
byMSvRSbxoVbgbspecificMxyiXMT´ cellMresponsesccMCellmReportsaM2022aMffehij 10.6 3

87 zvolutionMofMwithinbhostMvariantsMofMtheMhepatitisMxMvirusccMInfection,mGeneticsmandmEvolutionaM2022aMfejgig4.5

86 GettingMtoMtheMUgerminalVMcenterMofMhumoralMimmuneMresponsesMtoMSvRSbxoVbgccMCellaM2022aMfmjaMnijbnim 56.2 0

85 SvRSbxoVbgMNbgeneMmutationMleadingMtoMXpertMXpressMSvRSbxoVbgMassayMinstabilityccMPathologyaM
2022aM 1.6 1

84 PersistentMhighblevelMsheddingMofMcultivableMSvRSbxoVbgMyeltaMvirusMhhMdaysMafterMonsetMofM
xOV”ybfnMinMaMhospitalizedMpatientMwithMpneumoniaccMJournalmofmMedicalmVirologyaM2022aM 19.7

83 ”mmunizationsMwithMdiverseMsarbecovirusMreceptorbbindingMdomainsMelicitMSvRSbxoVbgMneutralizingM
antibodiesMagainstMaMconservedMsiteMofMvulnerabilitycMImmunityaM2021aM 32.3 8

82 vdaptationMofMOxfordMNanoporeMtechnologyMforMhepatitisMxMwholeMgenomeMsequencingMandM
identificationMofMwithinbhostMviralMvariantscMBMCmGenomicsaM2021aMggaMfim 4.5 7

81 “umanMxymMTbstemMcellMmemoryMsubsetsMphenotypicMandMfunctionalMcharacterizationMareMdefinedMbyM
expressionMofMxyfggMorMxXxRhcMEuropeanmJournalmofmImmunologyaM2021aMjfaMflhgbflil 6.1 3

80 LongbtermMpersistenceMofMRwyMmemoryMwMcellsMencodingMneutralizingMantibodiesMinMSvRSbxoVbgM
infectioncMCellmReportsmMedicineaM2021aMgaMfeeggm 18 34

79 “epatitisMxMVirusMzpitopeM”mmunodominanceMandMwMxellMRepertoireMyiversitycMVirusesaM2021aMfhaM 6.2 1

78 OptimizedMcellMsystemsMforMtheMinvestigationMofMhepatitisMxMvirusMzfzgMglycoproteinscMJournalmofm
GeneralmVirologyaM2021aMfegaM 4.9 9

77 PotentMSvRSbxoVbgMbindingMandMneutralizationMthroughMmaturationMofMiconicMSvRSbxoVbfM
antibodiescMMAbsaM2021aMfhaMfnggfhi 6.6 9

76 SvRSMxoronavirusbgMMicroneutralisationMandMxommercialMSerologicalMvssaysMxorrelatedMxloselyMforM
SomeMbutMNotMvllMznzymeM”mmunoassayscMVirusesaM2021aMfhaM 6.2 15

75 RespiratoryMviralMcobinfectionsMamongMSvRSbxoVbgMcasesMconfirmedMbyMviromeMcaptureMsequencingcM
ScientificmReportsaM2021aMffaMhnhi 4.9 17

74 OptimisationMandMvalidationMofMaMnewMmethodMforMantibodyMdependentMcellularMphagocytosisMinM
hepatitisMxMvirusMinfectioncMJournalmofmImmunologicalmMethodsaM2021aMinjaMffheml 2.5 2

73 GraphenebMandMNanoparticlebzmbeddedMvntimicrobialMandMwiocompatibleMxottondSilkMFabricsMforM
ProtectiveMxlothingccMACSmAppliedmBiomMaterialsaM2021aMiaMkfljbkfmj 4.1 11

72 wroadlybNeutralizingMvntibodiesMvgainstMzmergingMSvRSbxoVbgMVariantscMFrontiersminmImmunologyaM
2021aMfgaMljgeeh 8.4 8
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71 vnalyticalMvalidityMofMnanoporeMsequencingMforMrapidMSvRSbxoVbgMgenomeManalysiscMNaturem
CommunicationsaM2020aMffaMkglg 17.4 70

70 ”mpactMofManMOpenMvccessMNationwideMTreatmentMModelMonM“epatitisMxMVirusMvntiviralMyrugM
ResistancecMHepatologymCommunicationsaM2020aMiaMneibnfj 6 2

69 vntibenvelopeMantibodyMresponsesMinMhighlyMexposedMseronegativeMindividualsMmayMbeMassociatedM
withMprotectionMfromM“xVMinfectioncMJournalmofmViralmHepatitisaM2020aMglaMfefgbfegf 3.4

68 znvelopebSpecificM”gGhMandM”gGfMResponsesMvreMvssociatedMwithMxlearanceMofMvcuteM“epatitisMxM
VirusM”nfectioncMVirusesaM2020aMfgaM 6.2 12

67 wMcellMimmunodominanceMinMprimaryMhepatitisMxMvirusMinfectioncMJournalmofmHepatologyaM2020aMlgaMklebkln 13.4 8

66 xonservedMepitopesMwithMhighM“Lvb”MpopulationMcoverageMareMtargetsMofMxymMTMcellsMassociatedMwithM
highM”FNb˛‡MresponsesMagainstMallMdengueMvirusMserotypescMScientificmReportsaM2020aMfeaMgeinl 4.9 2

65 SingleMmoleculeaMnearMfullblengthMgenomeMsequencingMofMdengueMviruscMScientificmReportsaM2020aMfeaMfmfnk4.9 4

64 xlearanceMofMhepatitisMxMvirusMisMassociatedMwithMearlyMandMpotentMbutMnarrowlybdirectedaM
znvelopebspecificMantibodiescMScientificmReportsaM2019aMnaMfhhee 4.9 17

63 vMmethodMforMdetectingMhepatitisMxMenvelopeMspecificMmemoryMwMcellsMfromMmultipleMgenotypesM
usingMcocktailMzgMtetramerscMJournalmofmImmunologicalmMethodsaM2019aMilgaMkjbli 2.5 8

62
vM“epatitisMxMVirusMyNvMVaccineMzncodingMaMSecretedaMOligomerizedMFormMofMznvelopeMProteinsM”sM
“ighlyM”mmunogenicMandMzlicitsMNeutralizingMvntibodiesMinMVaccinatedMMicecMFrontiersminmImmunology
aM2019aMfeaMffij

8.4 20

61
wroadlyMneutralizingMantibodiesMfromManMindividualMthatMnaturallyMclearedMmultipleMhepatitisMxMvirusM
infectionsMuncoverMmolecularMdeterminantsMforMzgMtargetingMandMvaccineMdesigncMPLoSmPathogensaM
2019aMfjaMefeelllg

7.6 24

60 GenomicMcharacterizationMofMhepatitisMxMvirusMtransmittedMfounderMvariantsMwithMdeepMsequencingcM
Infection,mGeneticsmandmEvolutionaM2019aMlfaMhkbif 4.5 13

59 TowardMyNvbwasedMTbxellMMediatedMVaccinesMtoMTargetM“”VbfMandM“epatitisMxMVirusoMvpproachesMtoM
zlicitMLocalizedM”mmunityMforMProtectioncMFrontiersminmCellularmandmInfectionmMicrobiologyaM2019aMnaMnf 5.9 5

58 “igherMabundanceMofMenterovirusMvMspeciesMinMtheMgutMofMchildrenMwithMisletMautoimmunitycMScientificm
ReportsaM2019aMnaMflin 4.9 24

57 GenomicMvariabilityMofMwithinbhostMhepatitisMxMvariantsMinMacuteMinfectioncMJournalmofmViralmHepatitisaM
2019aMgkaMilkbimi 3.4 6

56 xhemokinebRegulatedMRecruitmentMofMvntigenbSpecificMTbxellMSubpopulationsMtoMtheMLiverMinMvcuteM
andMxhronicM“epatitisMxM”nfectioncMJournalmofmInfectiousmDiseasesaM2019aMgfnaMfihebfihm 7 7

55 xlonallyMdiverseMxyhm“LvbyRxymMTMcellsMpersistMduringMfatalM“lNnMdiseasecMNaturemCommunicationsaM
2018aMnaMmgi 17.4 69

54 vmplificationMandMnextMgenerationMsequencingMofMnearMfullblengthMhumanMenterovirusesMforM
identificationMandMcharacterisationMfromMclinicalMsamplescMScientificmReportsaM2018aMmaMffmmn 4.9 10

(2018-2020)
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53 UnderstandingMtheMyeterminantsMofMwnvbM”nductionMinMvcuteM“xVM”nfectioncMVirusesaM2018aMfeaM 6.2 8

52
LimitedMnaturallyMoccurringMescapeMinMbroadlyMneutralizingMantibodyMepitopesMinMhepatitisMxM
glycoproteinMzgMandMconstrainedMsequenceMusageMinMacuteMinfectioncMInfection,mGeneticsmandm
EvolutionaM2017aMinaMmmbnk

4.5 6

51 yynamicMevolutionMofMhepatitisMxMvirusMresistancebassociatedMsubstitutionsMinMtheMabsenceMofM
antiviralMtreatmentcMScientificmReportsaM2017aMlaMiflfn 4.9 11

50 GenomebWideMMutagenesisMofMyengueMVirusMRevealsMPlasticityMofMtheMNSfMProteinMandMznablesM
GenerationMofM”nfectiousMTaggedMReporterMVirusescMJournalmofmVirologyaM2017aMnfaM 6.6 17

49 ”mpactMofMsequencingMdepthMandMreadMlengthMonMsingleMcellMRNvMsequencingMdataMofMTMcellscMScientificm
ReportsaM2017aMlaMfglmf 4.9 45

48 PersistentMinfectionsMinMimmunocompromisedMhostsMareMrarelyMsourcesMofMnewMpathogenMvariantscM
VirusmEvolutionaM2017aMhaMvexefm 3.7 14

47 PhylogeneticManalysisMofMfullblengthaMearlyMinfectionaMhepatitisMxMvirusMgenomesMamongMpeopleMwithM
intravenousMdrugMuseoMtheM”nxMStudycMJournalmofmViralmHepatitisaM2017aMgiaMihbjg 3.4 14

46 vnalysisMofMresistancebassociatedMsubstitutionsMinMacuteMhepatitisMxMvirusMinfectionMbyMdeepM
sequencingMacrossMsixMgenotypesMandMthreeMcontinentscMJournalmofmViralmHepatitisaM2017aMgiaMhlbig 3.4 11

45 vMmolecularMtransmissionMnetworkMofMrecentMhepatitisMxMinfectionMinMpeopleMwithMandMwithoutM“”VoM
”mplicationsMforMtargetedMtreatmentMstrategiescMJournalmofmViralmHepatitisaM2017aMgiaMieibiff 3.4 14

44 UnderstandingMtheMcomplexMevolutionMofMrapidlyMmutatingMvirusesMwithMdeepMsequencingoMweyondM
theManalysisMofMviralMdiversitycMVirusmResearchaM2017aMghnaMihbji 6.4 14

43 SequencingMofMhepatitisMxMvirusMforMdetectionMofMresistanceMtoMdirectbactingMantiviralMtherapyoMvM
systematicMreviewcMHepatologymCommunicationsaM2017aMfaMhlnbhne 6 26

42 “epatitisMxbspecificMeffectorMandMregulatoryMxyiMTbcellMresponsesMareMassociatedMwithMtheMoutcomesM
ofMprimaryMinfectioncMJournalmofmViralmHepatitisaM2016aMghaMnmjbnnh 3.4 12

41 “istoricalMTrendsMinMtheM“epatitisMxMVirusMzpidemicsMinMNorthMvmericaMandMvustraliacMJournalmofm
InfectiousmDiseasesaM2016aMgfiaMfhmhbfhmn 7 12

40 LinkingMtheMTMcellMreceptorMtoMtheMsingleMcellMtranscriptomeMinMantigenbspecificMhumanMTMcellscM
ImmunologymandmCellmBiologyaM2016aMniaMkeibff 5 91

39 “”VMinfectionMandMhepatitisMxMvirusMgenotypeMfaMareMassociatedMwithMphylogeneticMclusteringMamongM
peopleMwithMrecentlyMacquiredMhepatitisMxMvirusMinfectioncMInfection,mGeneticsmandmEvolutionaM2016aMhlaMgjgbm4.5 9

38 ”ncidentM“epatitisMxMVirusMGenotypeMyistributionMandMMultipleM”nfectionMinMvustralianMPrisonscM
JournalmofmClinicalmMicrobiologyaM2016aMjiaMfmjjbfmkf 9.7 8

37 vMmethodMforMnearMfullblengthMamplificationMandMsequencingMforMsixMhepatitisMxMvirusMgenotypescMBMCm
GenomicsaM2016aMflaMgil 4.5 43

36 ResistanceMtoMhepatitisMxMvirusoMpotentialMgeneticMandMimmunologicalMdeterminantscMLancetmInfectiousm
Diseases,mTheaM2015aMfjaMijfbke 25.5 16
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35 TheM”nterferonbinducedMTransmembraneMProteinsaM”F”TMfaM”F”TMgaMandM”F”TMhM”nhibitM“epatitisMxM
VirusMzntrycMJournalmofmBiologicalmChemistryaM2015aMgneaMgjnikbjn 5.4 82

34 TransmissionMofM“epatitisMxMVirusMamongMPrisonersaMvustraliaaMgeejbgefgcMEmergingmInfectiousm
DiseasesaM2015aMgfaMlkjbli 10.2 35

33 ”nhibitorsMofMtheM“epatitisMxMVirusMPolymerasepMModeMofMvctionMandMResistancecMVirusesaM2015aMlaMjgekbgi 6.2 81

32 TransmitteddFounderMVirusesMRapidlyMzscapeMfromMxymXMTMxellMResponsesMinMvcuteM“epatitisMxMVirusM
”nfectioncMJournalmofmVirologyaM2015aMmnaMjilmbne 6.6 26

31 TheM”nfluenceMofM“epatitisMxMVirusMGeneticMRegionMonMPhylogeneticMxlusteringMvnalysiscMPLoSmONEaM
2015aMfeaMeefhfihl 3.7 39

30 zvidenceMthatMhepatitisMxMvirusMgenomeMpartlyMcontrolsMinfectionMoutcomecMEvolutionarymApplicationsaM
2014aMlaMjhhbil 4.8 4

29 zrratumMtoMâ��vMwioinformaticsMPipelineMforMtheMvnalysesMofMViralMzscapeMyynamicsMandM“ostM”mmuneM
ResponsesMduringManM”nfectionâ��cMBioMedmResearchmInternationalaM2014aMgefiaMfbg 3 1

28 vMbioinformaticsMpipelineMforMtheManalysesMofMviralMescapeMdynamicsMandMhostMimmuneMresponsesM
duringManMinfectioncMBioMedmResearchmInternationalaM2014aMgefiaMgkijfn 3 6

27 ViralMquasispeciesMassemblyMviaMmaximalMcliqueMenumerationcMPLoSmComputationalmBiologyaM2014aMfeaMefeehjfj5 70

26 ViralMQuasispeciesMvssemblyMviaMMaximalMxliqueMznumerationcMLecturemNotesminmComputermScienceaM
2014aMhenbhfe 0.9 4

25 vccurateMsingleMnucleotideMvariantMdetectionMinMviralMpopulationsMbyMcombiningMprobabilisticM
clusteringMwithMaMstatisticalMtestMofMstrandMbiascMBMCmGenomicsaM2013aMfiaMjef 4.5 33

24 RareMoccurrenceMofMoccultMhepatitisMxMvirusMinMapparentlyMuninfectedMinjectingMdrugMusersoMaM
twobcentreaMmaskedaMcasebcontrolMstudycMJournalmofmViralmHepatitisaM2013aMgeaMlgjbm 3.4 7

23 xomparisonMofMinfluenzaMvirusMreplicationMfidelityMinMvitroMusingMselectionMpressureMwithMmonoclonalM
antibodiescMJournalmofmMedicalmVirologyaM2013aMmjaMfenebi 19.7 2

22 NextMgenerationMdeepMsequencingMandMvaccineMdesignoMtodayMandMtomorrowcMTrendsminmBiotechnology
aM2012aMheaMiihbjg 15.1 48

21 xontributionMofMintrabMandMinterhostMdynamicsMtoMnorovirusMevolutioncMJournalmofmVirologyaM2012aMmkaMhgfnbgn6.6 93

20 OccultMinfectionMwithMhepatitisMxMvirusoMfriendMorMfoetcMImmunologymandmCellmBiologyaM2012aMneaMlkhblh 5 11

19 “epatitisMxMvirusMreinfectionMandMsuperinfectionMamongMtreatedMandMuntreatedMparticipantsMwithM
recentMinfectioncMHepatologyaM2012aMjjaMfejmbkn 11.2 73

18 “epatitisMxMvirusMnonstructuralMproteinMjwMisMinvolvedMinMvirusMmorphogenesiscMJournalmofmVirologyaM
2012aMmkaMjemebm 6.6 30

(2012-2015)
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17 zffectMofMreassortmentMonMtheMnucleotideMandMaminoMacidMchangesMofMhumanMvd“hNgMRNPMsubunitsM
duringMfnnmbgeencMJournalmofmClinicalmVirologyaM2011aMjfaMglebj 14.5 4

16 MechanismsMofMG””ciMnorovirusMevolutioncMTrendsminmMicrobiologyaM2011aMfnaMghhbie 12.4 125

15 xomparisonMofMtheMreplicationMpropertiesMofMmurineMandMhumanMcalicivirusMRNvbdependentMRNvM
polymerasescMVirusmGenesaM2011aMigaMfkbgl 2.3 24

14 xorrelationMofMpolymeraseMreplicationMfidelityMwithMgeneticMevolutionMofMinfluenzaM
vdFujiandiffdegU“hNgVMvirusescMJournalmofmMedicalmVirologyaM2011aMmhaMjfebk 19.7 6

13 SequentialMbottlenecksMdriveMviralMevolutionMinMearlyMacuteMhepatitisMxMvirusMinfectioncMPLoSm
PathogensaM2011aMlaMefeeggih 7.6 179

12 RapidMevolutionMofMpandemicMnorovirusesMofMtheMG””ciMlineagecMPLoSmPathogensaM2010aMkaMefeeemhf 7.6 228

11 NorovirusMG””ciMvariantMgeekbMcausedMepidemicsMofMacuteMgastroenteritisMinMvustraliaMduringMgeelM
andMgeemcMJournalmofmClinicalmVirologyaM2010aMinaMgkjblf 14.5 69

10 FrequentMmultipleMhepatitisMxMvirusMinfectionsMamongMinjectionMdrugMusersMinMaMprisonMsettingcM
HepatologyaM2010aMjgaMfjkiblg 11.2 82

9 NorovirusMexcretionMinManMagedbcareMsettingcMJournalmofmClinicalmMicrobiologyaM2008aMikaMgffnbgf 9.7 74

8 zpidemicsMofMgastroenteritisMduringMgeekMwereMassociatedMwithMtheMspreadMofMnorovirusMG””ciM
variantsMgeekaMandMgeekbcMClinicalmInfectiousmDiseasesaM2008aMikaMifhbge 11.6 137

7 NorovirusMG””ciMstrainsMandMoutbreaksaMvustraliacMEmergingmInfectiousmDiseasesaM2007aMfhaMffgmbhe 10.2 73

6 NorovirusMrecombinationcMJournalmofmGeneralmVirologyaM2007aMmmaMhhilbhhjn 4.9 265

5 zmergenceMofMaMnewMnorovirusMgenotypeM””ciMvariantMassociatedMwithMglobalMoutbreaksMofM
gastroenteritiscMJournalmofmClinicalmMicrobiologyaM2006aMiiaMhglbhh 9.7 271

4 NorovirusMrecombinationMinMORFfdORFgMoverlapcMEmergingmInfectiousmDiseasesaM2005aMffaMfelnbmj 10.2 219

3 vnalyticalMvalidityMofMnanoporeMsequencingMforMrapidMSvRSbxoVbgMgenomeManalysis 2

2 ”mpactMofMsequencingMdepthMandMreadMlengthMonMsingleMcellMRNvMsequencingMdataoMlessonsMfromMTMcells 1

1 vgeingMimpairsMtheMairwayMepitheliumMdefenceMresponseMtoMSvRSbxoVbg 2
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