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j Paper IF Citations

213 TheMuarleyMandMWheatMPanZzenomesaaMMethodsfinfMolecularfBiologyYM2022YMeggfYMdgjZdhl 1.4

212 zenomeMsequencesMofMthreeMtegilopsMspeciesMofMtheMsectionMSitopsisMrevealMphylogeneticM
relationshipsMandMprovideMresourcesMforMwheatMimprovementaaMPlantfJournalYM2022YM 6.9 3

211 TheMmosaicMoatMgenomeMgivesMinsightsMintoMaMuniquelyMhealthyMcerealMcropaaMNatureYM2022YM 50.4 6

210 TheMzeneMandMRepetitiveMxlementMLandscapeMofMtheMRyeMzenomeaMCompendiumfoffPlantfGenomesYM
2021YMddjZdff 0.8

209 PopulationMgenomicManalysisMofMtegilopsMtauschiiMidentifiesMtargetsMforMbreadMwheatMimprovementaM
NaturefBiotechnologyYM2021YM 44.5 10

208 HighMmolecularMweightMgluteninMgeneMdiversityMinMtegilopsMtauschiiMdemonstratesMuniqueMoriginMofM
superiorMwheatMqualityaMCommunicationsfBiologyYM2021YMgYMdege 6.7 3

207 vhromosomeZscaleMgenomeMassemblyMprovidesMinsightsMintoMryeMbiologyYMevolutionMandMagronomicM
potentialaMNaturefGeneticsYM2021YMhfYMhigZhjf 36.3 35

206 LongZreadMsequenceMassemblymMaMtechnicalMevaluationMinMbarleyaMPlantfCellYM2021YMffYMdkkkZdlci 11.6 26

205 ProteinMexpressionMplasticityMcontributesMtoMheatMandMdroughtMtoleranceMofMdateMpalmaMOecologiaYM
2021YMdljYMlcfZldl 2.9 2

204 yusariumMheadMblightMresistanceMinMxuropeanMwinterMwheatmMinsightsMfromMgenomeZwideM
transcriptomeManalysisaMBMCfGenomicsYM2021YMeeYMgjc 4.5 5

203 PYLkMtutMreceptorsMofMPhoenixMdactyliferaMplayMaMcrucialMroleMinMresponseMtoMabioticMstressMandMareM
stabilizedMbyMtutaMJournalfoffExperimentalfBotanyYM2021YMjeYMjhjZjjg 7 3

202
weMNovoMzenomeMtssemblyMofMtheMJapaneseMWheatMvultivarMNorinMidMHighlightsMyunctionalM
VariationMinMyloweringMTimeMandMyusariumZResistantMzenesMinMxastMtsianMzenotypesaMPlantfandfCellf
PhysiologyYM2021YMieYMkZej

4.9 8

201 MergingMzenomicsMandMTranscriptomicsMforMPredictingMyusariumMHeadMulightMResistanceMinMWheataM
GenesYM2021YMdeYM 4.2 2

200 tegilopsMtauschiiMgenomeMassemblyMtetMvhacMfeaturesMgreaterMsequenceMcontiguityMandMimprovedM
annotationaMG3:fGenesufGenomesufGeneticsYM2021YMddYM 3.2 1

199 MassZspectrometryZbasedMdraftMofMtheMtrabidopsisMproteomeaMNatureYM2020YMhjlYMgclZgdg 50.4 144

198 xxtensiveMsignalMintegrationMbyMtheMphytohormoneMproteinMnetworkaMNatureYM2020YMhkfYMejdZeji 50.4 30

197 TheMbarleyMpanZgenomeMrevealsMtheMhiddenMlegacyMofMmutationMbreedingaMNatureYM2020YMhkkYMekgZekl 50.4 97
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196 MultipleMwheatMgenomesMrevealMglobalMvariationMinMmodernMbreedingaMNatureYM2020YMhkkYMejjZekf 50.4 180

195 InsightsMintoMtheMevolutionMofMsymbiosisMgeneMcopyMnumberMandMdistributionMfromMaM
chromosomeZscaleMLotusMjaponicusMzifuMgenomeMsequenceaMDNAfResearchYM2020YMejYM 4.5 9

194 vurrentMstatusMofMtheMmultinationalMtrabidopsisMcommunityaMPlantfDirectYM2020YMgYMeccegk 3.3 4

193 xuropeanMmaizeMgenomesMhighlightMintraspeciesMvariationMinMrepeatMandMgeneMcontentaMNaturef
GeneticsYM2020YMheYMlhcZlhj 36.3 34

192 ProteomicMandMtranscriptomicMprofilingMofMaerialMorganMdevelopmentMinMtrabidopsisaMScientificfDataYM
2020YMjYMffg 8.2 7

191 TracingMtheMancestryMofMmodernMbreadMwheatsaMNaturefGeneticsYM2019YMhdYMlchZldd 36.3 99

190 wurumMwheatMgenomeMhighlightsMpastMdomesticationMsignaturesMandMfutureMimprovementMtargetsaM
NaturefGeneticsYM2019YMhdYMkkhZklh 36.3 289

189 TheMSystemsMtrchitectureMofMMolecularMMemoryMinMPoplarMafterMtbioticMStressaMPlantfCellYM2019YMfdYMfgiZfij11.6 17

188 TRITxXmMchromosomeZscaleMsequenceMassemblyMofMTriticeaeMgenomesMwithMopenZsourceMtoolsaM
GenomefBiologyYM2019YMecYMekg 18.3 89

187 vomputationalMaspectsMunderlyingMgenomeMtoMphenomeManalysisMinMplantsaMPlantfJournalYM2019YMljYMdkeZdlk6.9 33

186 yootprintsMofMparasitismMinMtheMgenomeMofMtheMparasiticMfloweringMplantMvuscutaMcampestrisaMNaturef
CommunicationsYM2018YMlYMehdh 17.4 79

185 zenomeMmappingMofMseedZborneMallergensMandMimmunoresponsiveMproteinsMinMwheataMSciencef
AdvancesYM2018YMgYMeaarkice 14.3 80

184 TheMtranscriptionalMlandscapeMofMpolyploidMwheataMScienceYM2018YMfidYM 33.3 368

183 ShiftingMtheMlimitsMinMwheatMresearchMandMbreedingMusingMaMfullyMannotatedMreferenceMgenomeaM
ScienceYM2018YMfidYM 33.3 1296

182 ImpactMofMtransposableMelementsMonMgenomeMstructureMandMevolutionMinMbreadMwheataMGenomef
BiologyYM2018YMdlYMdcf 18.3 119

181 HiddenMvariationMinMpolyploidMwheatMdrivesMlocalMadaptationaMGenomefResearchYM2018YMekYMdfdlZdffe 9.7 27

180 vhromosomeZscaleMcomparativeMsequenceManalysisMunravelsMmolecularMmechanismsMofMgenomeM
dynamicsMbetweenMtwoMwheatMcultivarsaMGenomefBiologyYM2018YMdlYMdcg 18.3 30

179 TheMpseudogenesMofMbarleyaMPlantfJournalYM2018YMlfYMhceZhdg 6.9 8

(2018-2020)
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178 TheMPhyscomitrellaMpatensMchromosomeZscaleMassemblyMrevealsMmossMgenomeMstructureMandM
evolutionaMPlantfJournalYM2018YMlfYMhdhZhff 6.9 176

177 UnderstandingMtheMMolecularMuasisMofMSaltMSequestrationMinMxpidermalMuladderMvellsMofM
vhenopodiumMquinoaaMCurrentfBiologyYM2018YMekYMfcjhZfckhaej 6.3 57

176 PhylogenomicsMrevealsMmultipleMlossesMofMnitrogenZfixingMrootMnoduleMsymbiosisaMScienceYM2018YMfidYM 33.3 167

175 tMchromosomeMconformationMcaptureMorderedMsequenceMofMtheMbarleyMgenomeaMNatureYM2017YMhggYMgejZgff50.4 822

174 yromMplantMgenomesMtoMphenotypesaMJournalfoffBiotechnologyYM2017YMeidYMgiZhe 3.7 22

173 TimeZcourseMexpressionMQTLZatlasMofMtheMglobalMtranscriptionalMresponseMofMwheatMtoMyusariumM
graminearumaMPlantfBiotechnologyfJournalYM2017YMdhYMdghfZdgig 11.6 11

172 PzSubMIPSMPlantswuMwatabaseMyrameworkMforMtheMIntegrationMandMtnalysisMofMPlantMzenomeMwataaM
MethodsfinfMolecularfBiologyYM2017YMdhffYMffZgg 1.4 5

171 LightMandMPlastidMSignalsMRegulateMwifferentMSetsMofMzenesMinMtheMtlbinoMMutantMPapjZdaMPlantf
PhysiologyYM2017YMdjhYMdecfZdedl 6.6 13

170 TheMrepetitiveMlandscapeMofMtheMhdccMMbpMbarleyMgenomeaMMobilefDNAYM2017YMkYMee 4.4 33

169 WildMemmerMgenomeMarchitectureMandMdiversityMelucidateMwheatMevolutionMandMdomesticationaM
ScienceYM2017YMfhjYMlfZlj 33.3 474

168 TheMdesertMplantMPhoenixMdactyliferaMclosesMstomataMviaMnitrateZregulatedMSLtvdManionMchannelaM
NewfPhytologistYM2017YMediYMdhcZdie 9.8 44

167 zenomeMsequenceMofMtheMprogenitorMofMtheMwheatMwMgenomeMtegilopsMtauschiiaMNatureYM2017YMhhdYMglkZhce50.4 337

166 uioinformaticsMinMtheMplantMgenomicMandMphenomicMdomainmMTheMzermanMcontributionMtoMresourcesYM
servicesMandMperspectivesaMJournalfoffBiotechnologyYM2017YMeidYMfjZgh 3.7 8

165 TowardsMaMwholeZgenomeMsequenceMforMryeMUSecaleMcerealeMLaVaMPlantfJournalYM2017YMklYMkhfZkil 6.9 136

164 NaturalMhaplotypesMofMnonZcodingMsequencesMfineZtuneMfloweringMtimeMinMambientMspringM
temperaturesMinMtrabidopsisaMELifeYM2017YMiYM 8.9 36

163 urassinosteroidsMparticipateMinMtheMcontrolMofMbasalMandMacquiredMfreezingMtoleranceMofMplantsaM
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYM2016YMddfYMxhlkeZxhlld11.5 111

162 wNtMtransposonMactivityMisMassociatedMwithMincreasedMmutationMratesMinMgenesMofMriceMandMotherM
grassesaMNaturefCommunicationsYM2016YMjYMdejlc 17.4 39

161 TheMvardamineMhirsutaMgenomeMoffersMinsightMintoMtheMevolutionMofMmorphologicalMdiversityaMNaturef
PlantsYM2016YMeYMdidij 11.5 56
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160 SuppressedMrecombinationMandMuniqueMcandidateMgenesMinMtheMdivergentMhaplotypeMencodingMyhbdYM
aMmajorMyusariumMheadMblightMresistanceMlocusMinMwheataMTheoreticalfandfAppliedfGeneticsYM2016YMdelYMdicjZef6 69

159 PzSuMPlantswumMupdatesMtoMtheMdatabaseMframeworkMforMcomparativeMplantMgenomeMresearchaM
NucleicfAcidsfResearchYM2016YMggYMwddgdZj 20.1 64

158 TheMbigMfiveMofMtheMmonocotMgenomesaMCurrentfOpinionfinfPlantfBiologyYM2016YMfcYMffZgc 9.9 8

157 PzSubMIPSMPlantMzenomeMInformationMResourcesMandMvonceptsMforMtheMtnalysisMofMvomplexMzrassM
zenomesaMMethodsfinfMolecularfBiologyYM2016YMdfjgYMdihZki 1.4 2

156 transPLtNTMResourcesMforMTriticeaeMzenomicMwataaMPlantfGenomeYM2016YMlYMplantgenomeecdhaciaccfk 4.4 5

155 tMcomprehensiveMstudyMofMtheMgenomicMdifferentiationMbetweenMtemperateMwentMandMylintMmaizeaM
GenomefBiologyYM2016YMdjYMdfj 18.3 34

154 xxaminingMtheMTranscriptionalMResponseMinMWheatMNearZIsogenicMLinesMtoMInfectionMandM
weoxynivalenolMTreatmentaMPlantfGenomeYM2016YMlYMplantgenomeecdhachaccfe 4.4 27

153 MultiplexMsequencingMofMbacterialMartificialMchromosomesMforMassemblingMcomplexMplantMgenomesaM
PlantfBiotechnologyfJournalYM2016YMdgYMdhddZee 11.6 18

152 RibosomeMqualityMcontrolMisMaMcentralMprotectionMmechanismMforMyeastMexposedMtoMdeoxynivalenolM
andMtrichothecinaMBMCfGenomicsYM2016YMdjYMgdj 4.5 8

151 MechanicalMbehaviourMandMfailureMmodesMinMtheMWhakaariMUWhiteMIslandMvolcanoVMhydrothermalM
systemYMNewMZealandaMJournalfoffVolcanologyfandfGeothermalfResearchYM2015YMelhYMeiZge 2.8 79

150 uarleymMyromMurittleMtoMStableMHarvestaMCellYM2015YMdieYMgilZjd 56.2 7

149 xxperimentalMconstraintsMonMphreaticMeruptionMprocessesMatMWhakaariMUWhiteMIslandMvolcanoVaM
JournalfoffVolcanologyfandfGeothermalfResearchYM2015YMfceYMdhcZdie 2.8 43

148 vomparativeMtranscriptomeManalysisMwithinMtheMLoliumbyestucaMspeciesMcomplexMrevealsMhighM
sequenceMconservationaMBMCfGenomicsYM2015YMdiYMegl 4.5 16

147 urassinosteroidsMtreMMasterMRegulatorsMofMzibberellinMuiosynthesisMinMtrabidopsisaMPlantfCellYM2015YM
ejYMeeidZje 11.6 131

146 IdentificationMofMxarlyMNuclearMTargetMzenesMofMPlastidialMRedoxMSignalsMthatMTriggerMtheMLongZTermM
ResponseMofMtrabidopsisMtoMLightMQualityMShiftsaMMolecularfPlantYM2015YMkYMdefjZhe 14.4 26

145 NewMinsightsMintoMtheMwheatMchromosomeMgwMstructureMandMvirtualMgeneMorderYMrevealedMbyMsurveyM
pyrosequencingaMPlantfScienceYM2015YMeffYMeccZede 5.3 15

144 zenesMonMuMchromosomesmMoldMquestionsMrevisitedMwithMnewMtoolsaMBiochimicafEtfBiophysicafActafvf
GenefRegulatoryfMechanismsYM2015YMdkglYMigZjc 6 58

143 vhloroplastMphylogenyMofMTriticumbtegilopsMspeciesMisMnotMincongruentMwithManMancientMhomoploidM
hybridMoriginMofMtheMancestorMofMtheMbreadMwheatMwZgenomeaMNewfPhytologistYM2015YMeckYMlZdc 9.8 16
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142 RedMcloverMUTrifoliumMpratenseMLaVMdraftMgenomeMprovidesMaMplatformMforMtraitMimprovementaM
ScientificfReportsYM2015YMhYMdjflg 4.9 85

141 wroughtwumManMexpertZcuratedMcompilationMofMplantMdroughtMstressMgenesMandMtheirMhomologsMinM
nineMspeciesaMDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationYM2015YMecdhYMbavcgi 5 46

140 tMsyntenyZbasedMdraftMgenomeMsequenceMofMtheMforageMgrassMLoliumMperenneaMPlantfJournalYM2015YM
kgYMkdiZei 6.9 115

139 tssessingMtheMuarleyMzenomeMZipperMandMzenomicMResourcesMforMureedingMPurposesaMPlantfGenomeYM
2015YMkYMeplantgenomeecdhaciaccgh 4.4 10

138 ModulationMofMtmbientMTemperatureZwependentMyloweringMinMtrabidopsisMthalianaMbyMNaturalM
VariationMofMyLOWxRINzMLOvUSMMaMPLoSfGeneticsYM2015YMddYMedcchhkk 6 61

137 HighZthroughputMphysicalMmapManchoringMviaMutvZpoolMsequencingaMBMCfPlantfBiologyYM2015YMdhYMll 5.3 7

136 tMzenomeZWideMSurveyMofMwateMPalmMvultivarsMSupportsMTwoMMajorMSubpopulationsMinMPhoenixM
dactyliferaaMG3:fGenesufGenomesufGeneticsYM2015YMhYMdgelZfk 3.2 39

135 ParallelMSelectionMRevealedMbyMPopulationMSequencingMinMvhickenaMGenomefBiologyfandfEvolutionYM
2015YMjYMfellZfci 3.9 13

134
JointMTranscriptomicMandMMetabolomicMtnalysesMRevealMvhangesMinMtheMPrimaryMMetabolismMandM
ImbalancesMinMtheMSubgenomeMOrchestrationMinMtheMureadMWheatMMolecularMResponseMtoMyusariumM
graminearumaMG3:fGenesufGenomesufGeneticsYM2015YMhYMehjlZle

3.2 25

133 IdentificationMandMvharacterizationMofMvarboxylesterasesMfromMurachypodiumMdistachyonM
weacetylatingMTrichotheceneMMycotoxinsaMToxinsYM2015YMkYM 4.9 9

132 HighZresolutionMmappingMofMtheMbarleyMRydfMlocusMcontrollingMtoleranceMtoMuYwVaMMolecularf
BreedingYM2014YMffYMgjjZgkk 3.4 6

131 RNtSeqxxpressionurowserZZaMwebMinterfaceMtoMbrowseMandMvisualizeMhighZthroughputMexpressionM
dataaMBioinformaticsYM2014YMfcYMehdlZec 7.2 20

130 MetaZanalysisMofMretrogradeMsignalingMinMtrabidopsisMthalianaMrevealsMaMcoreMmoduleMofMgenesM
embeddedMinMcomplexMcellularMsignalingMnetworksaMMolecularfPlantYM2014YMjYMddijZlc 14.4 47

129 WholeZgenomeMprofilingMandMshotgunMsequencingMdeliversManManchoredYMgeneZdecoratedYMphysicalM
mapMassemblyMofMbreadMwheatMchromosomeMitaMPlantfJournalYM2014YMjlYMffgZgj 6.9 34

128 uacteriaZtriggeredMsystemicMimmunityMinMbarleyMisMassociatedMwithMWRKYMandMxTHYLxNxM
RxSPONSIVxMytvTORsMbutMnotMwithMsalicylicMacidaMPlantfPhysiologyYM2014YMdiiYMedffZhd 6.6 45

127 xxtensiveMandMbiasedMintergenomicMnonreciprocalMwNtMexchangesMshapedMaMnascentMpolyploidM
genomeYMzossypiumMUcottonVaMGeneticsYM2014YMdljYMddhfZif 4 36

126 TheMgenomeMsequenceMofMtfricanMriceMUOryzaMglaberrimaVMandMevidenceMforMindependentM
domesticationaMNaturefGeneticsYM2014YMgiYMlkeZk 36.3 259

125 SlicingMtheMwheatMgenomeaMIntroductionaMScienceYM2014YMfghYMekhZj 33.3 35
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124 vonvergentMtargetingMofMaMcommonMhostMproteinZnetworkMbyMpathogenMeffectorsMfromMthreeM
kingdomsMofMlifeaMCellfHostfandfMicrobeYM2014YMdiYMfigZjh 23.4 242

123 tMchromosomeZbasedMdraftMsequenceMofMtheMhexaploidMbreadMwheatMUTriticumMaestivumVMgenomeaM
ScienceYM2014YMfghYMdehdjkk 33.3 1129

122 StructuralMandMfunctionalMpartitioningMofMbreadMwheatMchromosomeMfuaMScienceYM2014YMfghYMdegljed 33.3 397

121 zenomeMinterplayMinMtheMgrainMtranscriptomeMofMhexaploidMbreadMwheataMScienceYM2014YMfghYMdehccld 33.3 225

120 tncientMhybridizationsMamongMtheMancestralMgenomesMofMbreadMwheataMScienceYM2014YMfghYMdehccle 33.3 419

119 tMfirstMgeneticMmapMofMdateMpalmMUPhoenixMdactyliferaVMrevealsMlongZrangeMgenomeMstructureM
conservationMinMtheMpalmsaMBMCfGenomicsYM2014YMdhYMekh 4.5 68

118 tnMimprovedMgenomeMreleaseMUversionMMtgacVMforMtheMmodelMlegumeMMedicagoMtruncatulaaMBMCf
GenomicsYM2014YMdhYMfde 4.5 258

117 tMsequenceZreadyMphysicalMmapMofMbarleyManchoredMgeneticallyMbyMtwoMmillionMsingleZnucleotideM
polymorphismsaMPlantfPhysiologyYM2014YMdigYMgdeZef 6.6 70

116 SeparatingMtheMwheatMfromMtheMchaffMZMaMstrategyMtoMutilizeMplantMgeneticMresourcesMfromMexMsituM
genebanksaMScientificfReportsYM2014YMgYMhefd 4.9 32

115 tMpowerfulMtoolMforMgenomeManalysisMinMmaizemMdevelopmentMandMevaluationMofMtheMhighMdensityMiccM
kMSNPMgenotypingMarrayaMBMCfGenomicsYM2014YMdhYMkef 4.5 168

114 zeneticManalysisMofMwxyxvTIVxMKxRNxLdMloopMfunctionMinMthreeZdimensionalMbodyMpatterningMinM
PhyscomitrellaMpatensaMPlantfPhysiologyYM2014YMdiiYMlcfZdl 6.6 28

113 TheMSpirodelaMpolyrhizaMgenomeMrevealsMinsightsMintoMitsMneotenousMreductionMfastMgrowthMandM
aquaticMlifestyleaMNaturefCommunicationsYM2014YMhYMffdd 17.4 180

112 chromoWIZmMaMwebMtoolMtoMqueryMandMvisualizeMchromosomeZanchoredMgenesMfromMcerealMandMmodelM
genomesaMBMCfPlantfBiologyYM2014YMdgYMfgk 5.3 6

111 yunctionalMdiversificationMwithinMtheMfamilyMofMuZztTtMtranscriptionMfactorsMthroughMtheM
leucineZleucineZmethionineMdomainaMPlantfPhysiologyYM2014YMdiiYMelfZfch 6.6 30

110 yifteenMmillionMyearsMofMevolutionMinMtheMOryzaMgenusMshowsMextensiveMgeneMfamilyMexpansionaM
MolecularfPlantYM2014YMjYMigeZhi 14.4 32

109 PlantMgenomeMsequencingMZMapplicationsMforMcropMimprovementaMCurrentfOpinionfinfBiotechnologyYM
2014YMeiYMfdZj 11.4 128

108 wistributionYMfunctionalMimpactYMandMoriginMmechanismsMofMcopyMnumberMvariationMinMtheMbarleyM
genomeaMGenomefBiologyYM2013YMdgYMRhk 18.3 81

107 tMhighMdensityMphysicalMmapMofMchromosomeMduLMsupportsMevolutionaryMstudiesYMmapZbasedMcloningM
andMsequencingMinMwheataMGenomefBiologyYM2013YMdgYMRig 18.3 39

(2013-2014)
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106 uarleyMwholeMexomeMcapturemMaMtoolMforMgenomicMresearchMinMtheMgenusMHordeumMandMbeyondaMPlantf
JournalYM2013YMjiYMglgZhch 6.9 191

105 tnalysingMcomplexMTriticeaeMgenomesMZMconceptsMandMstrategiesaMPlantfMethodsYM2013YMlYMfh 5.8 17

104 vonservedMsyntenyZbasedManchoringMofMtheMbarleyMgenomeMphysicalMmapaMFunctionalfandfIntegrativef
GenomicsYM2013YMdfYMfflZhc 3.8 10

103 tnchoringMandMorderingMNzSMcontigMassembliesMbyMpopulationMsequencingMUPOPSxQVaMPlantfJournalYM
2013YMjiYMjdkZej 6.9 219

102 tegilopsMtauschiiMdraftMgenomeMsequenceMrevealsMaMgeneMrepertoireMforMwheatMadaptationaMNatureYM
2013YMgliYMldZh 50.4 601

101
yunctionalMcharacterizationMofMtwoMclustersMofMurachypodiumMdistachyonMUwPZglycosyltransferasesM
encodingMputativeMdeoxynivalenolMdetoxificationMgenesaMMolecularfPlantvMicrobefInteractionsYM2013YM
eiYMjkdZle

3.6 52

100 zenomicsZbasedMhighZresolutionMmappingMofMtheMuaMMVbuaYMVMresistanceMgeneMrymddMinMbarleyM
UHordeumMvulgareMLaVaMTheoreticalfandfAppliedfGeneticsYM2013YMdeiYMdecdZde 6 21

99 ztuIZwUPLOmMaMcollectionMofMdoubleMmutantsMtoMovercomeMgeneticMredundancyMinMtrabidopsisM
thalianaaMPlantfJournalYM2013YMjhYMdhjZdjd 6.9 40

98 ylowMsortingMandMsequencingMmeadowMfescueMchromosomeMgyaMPlantfPhysiologyYM2013YMdifYMdfefZfj 6.6 22

97 ReticulateMevolutionMofMtheMryeMgenomeaMPlantfCellYM2013YMehYMfikhZlk 11.6 140

96
tMgZgigabaseMphysicalMmapMunlocksMtheMstructureMandMevolutionMofMtheMcomplexMgenomeMofMtegilopsM
tauschiiYMtheMwheatMwZgenomeMprogenitoraMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaYM2013YMddcYMjlgcZh

11.5 173

95 TheMperennialMryegrassMzenomeZippermMtargetedMuseMofMgenomeMresourcesMforMcomparativeMgrassM
genomicsaMPlantfPhysiologyYM2013YMdidYMhjdZke 6.6 63

94 QuantitativeMtraitMlociZdependentManalysisMofMaMgeneMcoZexpressionMnetworkMassociatedMwithM
yusariumMheadMblightMresistanceMinMbreadMwheatMUTriticumMaestivumMLaVaMBMCfGenomicsYM2013YMdgYMjek 4.5 67

93 MolecularMandMimmunologicalMcharacterizationMofMragweedMUtmbrosiaMartemisiifoliaMLaVMpollenMafterM
exposureMofMtheMplantsMtoMelevatedMozoneMoverMaMwholeMgrowingMseasonaMPLoSfONEYM2013YMkYMeidhdk 3.7 48

92 SequenceZbasedManalysisMofMtranslocationsMandMinversionsMinMbreadMwheatMUTriticumMaestivumMLaVaM
PLoSfONEYM2013YMkYMejlfel 3.7 45

91 tnalysisMofMtheMbreadMwheatMgenomeMusingMwholeZgenomeMshotgunMsequencingaMNatureYM2012YMgldYMjchZdc50.4 821

90 IntegratingMcerealMgenomicsMtoMsupportMinnovationMinMtheMTriticeaeaMFunctionalfandfIntegrativef
GenomicsYM2012YMdeYMhjfZkf 3.8 35

89 tMphysicalYMgeneticMandMfunctionalMsequenceMassemblyMofMtheMbarleyMgenomeaMNatureYM2012YMgldYMjddZi 50.4 1124
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88 RepeatedMpolyploidizationMofMzossypiumMgenomesMandMtheMevolutionMofMspinnableMcottonMfibresaM
NatureYM2012YMgleYMgefZj 50.4 839

87 TheMtomatoMgenomeMsequenceMprovidesMinsightsMintoMfleshyMfruitMevolutionaMNatureYM2012YMgkhYMifhZgd 50.4 2138

86 TritnnotmMtMVersatileMandMHighMPerformanceMPipelineMforMtheMtutomatedMtnnotationMofMPlantM
zenomesaMFrontiersfinfPlantfScienceYM2012YMfYMh 6.2 54

85 NextZgenerationMsequencingMandMsyntenicMintegrationMofMflowZsortedMarmsMofMwheatMchromosomeM
gtMexposesMtheMchromosomeMstructureMandMgeneMcontentaMPlantfJournalYM2012YMilYMfjjZki 6.9 122

84 xvidenceMforMaMvontributionMofMtLtMSynthesisMtoMPlastidZToZNucleusMSignalingaMFrontiersfinfPlantf
ScienceYM2012YMfYMefi 6.2 34

83
SelfishMsupernumeraryMchromosomeMrevealsMitsMoriginMasMaMmosaicMofMhostMgenomeMandMorganellarM
sequencesaMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYM2012YM
dclYMdffgfZi

11.5 144

82 TheMMedicagoMgenomeMprovidesMinsightMintoMtheMevolutionMofMrhizobialMsymbiosesaMNatureYM2011YM
gkcYMhecZg 50.4 936

81 UnlockingMtheMbarleyMgenomeMbyMchromosomalMandMcomparativeMgenomicsaMPlantfCellYM2011YMefYMdeglZif 11.6 390

80 xxploringMtheMgenomesmMfromMtrabidopsisMtoMcropsaMJournalfoffPlantfPhysiologyYM2011YMdikYMfZk 3.6 14

79 TheMtrabidopsisMlyrataMgenomeMsequenceMandMtheMbasisMofMrapidMgenomeMsizeMchangeaMNaturef
GeneticsYM2011YMgfYMgjiZkd 36.3 638

78 IntracompartmentalMandMintercompartmentalMtranscriptionalMnetworksMcoordinateMtheMexpressionM
ofMgenesMforMorganellarMfunctionsaMPlantfPhysiologyYM2011YMdhjYMfkiZgcg 6.6 37

77 vomparativeMsequenceManalysisMofMVRNdMallelesMofMLoliumMperenneMwithMtheMcoZlinearMregionsMinM
barleyYMwheatYMandMriceaMMolecularfGeneticsfandfGenomicsYM2011YMekiYMgffZgj 3.1 23

76 yromMRNtZseqMtoMlargeZscaleMgenotypingMZMgenomicsMresourcesMforMryeMUSecaleMcerealeMLaVaMBMCfPlantf
BiologyYM2011YMddYMdfd 5.3 86

75 MicroRNtsMcoordinatelyMregulateMproteinMcomplexesaMBMCfSystemsfBiologyYM2011YMhYMdfi 3.5 48

74 SequencingMofMutvMpoolsMbyMdifferentMnextMgenerationMsequencingMplatformsMandMstrategiesaMBMCf
ResearchfNotesYM2011YMgYMgdd 2.3 11

73 yrequentMgeneMmovementMandMpseudogeneMevolutionMisMcommonMtoMtheMlargeMandMcomplexM
genomesMofMwheatYMbarleyYMandMtheirMrelativesaMPlantfCellYM2011YMefYMdjciZdk 11.6 172

72 MIPSmMcuratedMdatabasesMandMcomprehensiveMsecondaryMdataMresourcesMinMecdcaMNucleicfAcidsf
ResearchYM2011YMflYMweecZg 20.1 65

71 TheMNonZcodingMLandscapeMofMtheMzenomeMofMtrabidopsisMthalianaM2011YMijZded

(2011-2012)
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70 zenomeMsequencingMandManalysisMofMtheMmodelMgrassMurachypodiumMdistachyonaMNatureYM2010YMgifYMjifZk50.4 1399

69 ImpactMofMnaturalMgeneticMvariationMonMtheMtranscriptomeMofMautotetraploidMtrabidopsisMthalianaaM
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYM2010YMdcjYMdjkclZdg 11.5 113

68 zeneMcontentMandMvirtualMgeneMorderMofMbarleyMchromosomeMdHaMPlantfPhysiologyYM2009YMdhdYMgliZhch 6.6 126

67 wiscoveryMofMcisZelementsMbetweenMsorghumMandMriceMusingMcoZexpressionMandMevolutionaryM
conservationaMBMCfGenomicsYM2009YMdcYMekg 4.5 24

66 weMnovoMghgMsequencingMofMbarcodedMutvMpoolsMforMcomprehensiveMgeneMsurveyMandMgenomeM
analysisMinMtheMcomplexMgenomeMofMbarleyaMBMCfGenomicsYM2009YMdcYMhgj 4.5 62

65 weepZsequencingMofMplantMviralMsmallMRNtsMrevealsMeffectiveMandMwidespreadMtargetingMofMviralM
genomesaMVirologyYM2009YMfleYMecfZdg 3.6 224

64 TheMSorghumMbicolorMgenomeMandMtheMdiversificationMofMgrassesaMNatureYM2009YMghjYMhhdZi 50.4 2200

63 zreenMevolutionMandMdynamicMadaptationsMrevealedMbyMgenomesMofMtheMmarineMpicoeukaryotesM
MicromonasaMScienceYM2009YMfegYMeikZje 33.3 503

62 TheMPhyscomitrellaMgenomeMrevealsMevolutionaryMinsightsMintoMtheMconquestMofMlandMbyMplantsaM
ScienceYM2008YMfdlYMigZl 33.3 1419

61
TheMcompleteMnucleotideMsequencesMofMtheMfiveMgeneticallyMdistinctMplastidMgenomesMofMOenotheraYM
subsectionMOenotheramMIaMsequenceMevaluationMandMplastomeMevolutionaMNucleicfAcidsfResearchYM2008YM
fiYMefiiZjk

20.1 72

60
TheMcompleteMnucleotideMsequencesMofMtheMhMgeneticallyMdistinctMplastidMgenomesMofMOenotheraYM
subsectionMOenotheramMIIaMtMmicroevolutionaryMviewMusingMbioinformaticsMandMformalMgeneticMdataaM
MolecularfBiologyfandfEvolutionYM2008YMehYMecdlZfc

8.3 41

59 vharacterizationMofMReflectorMTypesMbyMPhaseZSensitiveMUltrasonicMwataMProcessingMandMImagingaM
JournalfoffNondestructivefEvaluationYM2008YMejYMfhZgh 2.1 25

58 MIPSmManalysisMandMannotationMofMgenomeMinformationMinMeccjaMNucleicfAcidsfResearchYM2008YMfiYMwdliZecd20.1 123

57 MolecularMcharacterisationMofMtheMSTRUuuxLIzZRxvxPTORMytMILYMofMgenesMencodingMputativeM
leucineZrichMrepeatMreceptorZlikeMkinasesMinMtrabidopsisMthalianaaMBMCfPlantfBiologyYM2007YMjYMdi 5.3 59

56 tpolloezomMaMwebMserviceMadapterMforMtheMtpolloMgenomeMviewerMtoMenableMdistributedMgenomeM
annotationaMBMCfBioinformaticsYM2007YMkYMfec 3.6 4

55 MIPSMplantMgenomeMinformationMresourcesaMMethodsfinfMolecularfBiologyYM2007YMgciYMdfjZhl 1.4 6

54 MIPSPlantswuZZplantMdatabaseMresourceMforMintegrativeMandMcomparativeMplantMgenomeMresearchaM
NucleicfAcidsfResearchYM2007YMfhYMwkfgZgc 20.1 42

53 zeneticMandMgenomicManalysisMofMlegumeMflowersMandMseedsaMCurrentfOpinionfinfPlantfBiologyYM2006YM
lYMdffZgd 9.9 31
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52 MIPSmManalysisMandMannotationMofMproteinsMfromMwholeMgenomesMinMecchaMNucleicfAcidsfResearchYM
2006YMfgYMwdilZje 20.1 278

51 SpatiotemporalMexpressionMcontrolMcorrelatesMwithMintragenicMscaffoldMmatrixMattachmentMregionsM
USbMtRsVMinMtrabidopsisMthalianaaMPLoSfComputationalfBiologyYM2006YMeYMeed 5 26

50 UnevenMchromosomeMcontractionMandMexpansionMinMtheMmaizeMgenomeaMGenomefResearchYM2006YMdiYMdegdZhd9.7 95

49 LargeZscaleMcisZelementMdetectionMbyManalysisMofMcorrelatedMexpressionMandMsequenceMconservationM
betweenMtrabidopsisMandMurassicaMoleraceaaMPlantfPhysiologyYM2006YMdgeYMdhklZice 6.6 45

48 LegumeMgenomeMevolutionMviewedMthroughMtheMMedicagoMtruncatulaMandMLotusMjaponicusMgenomesaM
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYM2006YMdcfYMdglhlZig 11.5 256

47 SignificantMsequenceMsimilaritiesMinMpromotersMandMprecursorsMofMtrabidopsisMthalianaM
nonZconservedMmicroRNtsaMBioinformaticsYM2006YMeeYMehkhZl 7.2 26

46 PlantMarkersZZaMdatabaseMofMpredictedMmolecularMmarkersMfromMplantsaMNucleicfAcidsfResearchYM2005YM
ffYMwiekZfe 20.1 35

45 zeneMselectionMfromMmicroarrayMdataMforMcancerMclassificationZZaMmachineMlearningMapproachaM
ComputationalfBiologyfandfChemistryYM2005YMelYMfjZgi 3.6 254

44 cwNtMarrayManalysisMofMmercuryZMandMozoneZinducedMgenesMinMtrabidopsisMthalianaaMActafPhysiologiaef
PlantarumYM2005YMejYMghZhd 2.6 6

43 vRxwOmMaMwebZbasedMtoolMforMcomputationalMdetectionMofMconservedMsequenceMmotifsMinMnoncodingM
sequencesaMBioinformaticsYM2005YMedYMgfcgZi 7.2 4

42 MunichMinformationMcenterMforMproteinMsequencesMplantMgenomeMresourcesmMaMframeworkMforM
integrativeMandMcomparativeManalysesMdUWVaMPlantfPhysiologyYM2005YMdfkYMdfcdZl 6.6 8

41 StructureMandMarchitectureMofMtheMmaizeMgenomeaMPlantfPhysiologyYM2005YMdflYMdideZeg 6.6 130

40 TheMtrabidopsisMzenomeMandMItsMUseMinMverealMzenomicsM2004YMhdhZhfg

39
zenomeZwideMinMsilicoMmappingMofMscaffoldbmatrixMattachmentMregionsMinMtrabidopsisMsuggestsM
correlationMofMintragenicMscaffoldbmatrixMattachmentMregionsMwithMgeneMexpressionaMPlantfPhysiology
YM2004YMdfhYMjdhZee

6.6 37

38 vomparativeManalysisMofMtheMreceptorZlikeMkinaseMfamilyMinMtrabidopsisMandMriceaMPlantfCellYM2004YMdiYMdeecZfg11.6 772

37 TranscriptionalMsimilaritiesYMdissimilaritiesYMandMconservationMofMcisZelementsMinMduplicatedMgenesMofM
trabidopsisaMPlantfPhysiologyYM2004YMdfiYMfcclZee 6.6 137

36 vharacterizationMofMtheMmaizeMendospermMtranscriptomeMandMitsMcomparisonMtoMtheMriceMgenomeaM
GenomefResearchYM2004YMdgYMdlfeZj 9.7 68

35 MIPSMtrabidopsisMthalianaMwatabaseMUMttwuVmManMintegratedMbiologicalMknowledgeMresourceMforM
plantMgenomicsaMNucleicfAcidsfResearchYM2004YMfeYMwfjfZi 20.1 74

(2004-2006)
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34 vrosstalkMandMdifferentialMresponseMtoMabioticMandMbioticMstressorsMreflectedMatMtheMtranscriptionalM
levelMofMeffectorMgenesMfromMsecondaryMmetabolismaMPlantfMolecularfBiologyYM2004YMhgYMkdjZfh 4.6 104

33 TheMPlaNetMvonsortiummMaMnetworkMofMxuropeanMplantMdatabasesMconnectingMplantMgenomeMdataMinM
anMintegratedMbiologicalMknowledgeMresourceaMComparativefandfFunctionalfGenomicsYM2004YMhYMdkgZl 6

32 SequenceMcompositionMandMgenomeMorganizationMofMmaizeaMProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaYM2004YMdcdYMdgfglZhg 11.5 247

31 STtRTMlipidbsterolZbindingMdomainsMareMamplifiedMinMplantsMandMareMpredominantlyMassociatedMwithM
homeodomainMtranscriptionMfactorsaMGenomefBiologyYM2004YMhYMRgd 18.3 201

30 SnippingMpolymorphismsMfromMlargeMxSTMcollectionsMinMbarleyMUHordeumMvulgareMLaVaMMolecularf
GeneticsfandfGenomicsYM2003YMejcYMegZff 3.1 100

29 xxpressedMsequenceMtagManalysisMinMvycasYMtheMmostMprimitiveMlivingMseedMplantaMGenomefBiologyYM
2003YMgYMRjk 18.3 61

28 SputnikmMaMdatabaseMplatformMforMcomparativeMplantMgenomicsaMNucleicfAcidsfResearchYM2003YMfdYMdekZfe 20.1 40

27 MOswumManMintegratedMinformationMresourceMforMriceMgenomicsaMNucleicfAcidsfResearchYM2003YMfdYMdlcZe 20.1 23

26 HowMcanMweMdeliverMtheMlargeMplantMgenomesrMStrategiesMandMperspectivesaMCurrentfOpinionfinfPlantf
BiologyYM2002YMhYMdjfZj 9.9 32

25 xxonMdiscoveryMbyMgenomicMsequenceMalignmentaMBioinformaticsYM2002YMdkYMjjjZkj 7.2 48

24 MIPSMtrabidopsisMthalianaMwatabaseMUMttwuVmManMintegratedMbiologicalMknowledgeMresourceMbasedM
onMtheMfirstMcompleteMplantMgenomeaMNucleicfAcidsfResearchYM2002YMfcYMldZf 20.1 141

23 MercuryZinducedMgenesMinMtrabidopsisMthalianamMidentificationMofMinducedMgenesMuponMlongZtermM
mercuricMionMexposureaMPlantufCellfandfEnvironmentYM2001YMegYMdeejZdefg 8.4 51

22 SequenceMandManalysisMofMtheMtrabidopsisMgenomeaMCurrentfOpinionfinfPlantfBiologyYM2001YMgYMdchZdc 9.9 62

21 vonservationMofMMicrostructureMbetweenMaMSequencedMRegionMofMtheMzenomeMofMRiceMandMMultipleM
SegmentsMofMtheMzenomeMofMtrabidopsisMthalianaaMGenomefResearchYM2001YMddYMddijZddjg 9.7 2

20 vonservationMofMmicrostructureMbetweenMaMsequencedMregionMofMtheMgenomeMofMriceMandMmultipleM
segmentsMofMtheMgenomeMofMtrabidopsisMthalianaaMGenomefResearchYM2001YMddYMddijZjg 9.7 59

19 SequenceMandManalysisMofMchromosomeMhMofMtheMplantMtrabidopsisMthalianaaMNatureYM2000YMgckYMkefZi 50.4 137

18 tnalysisMofMtheMgenomeMsequenceMofMtheMfloweringMplantMtrabidopsisMthalianaaMNatureYM2000YMgckYMjliZkdh50.4 7262

17 SequenceMandManalysisMofMchromosomeMfMofMtheMplantMtrabidopsisMthalianaaMNatureYM2000YMgckYMkecZe 50.4 153
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16 TheMstemMcellMpopulationMofMtrabidopsisMshootMmeristemsMinMmaintainedMbyMaMregulatoryMloopM
betweenMtheMvLtVtTtMandMWUSvHxLMgenesaMCellYM2000YMdccYMifhZgg 56.2 1242

15 MIPSmMaMdatabaseMforMgenomesMandMproteinMsequencesaMNucleicfAcidsfResearchYM1999YMejYMggZk 20.1 177

14 SequenceMandManalysisMofMchromosomeMgMofMtheMplantMtrabidopsisMthalianaaMNatureYM1999YMgceYMjilZjj 50.4 342

13 xvidenceMforManMancientMchromosomalMduplicationMinMtrabidopsisMthalianaMbyMsequencingMandM
analyzingMaMgccZkbMcontigMatMtheMtPxTtLteMlocusMonMchromosomeMgaMFEBSfLettersYM1999YMgghYMefjZgh 3.8 30

12 RoleMofMWUSvHxLMinMregulatingMstemMcellMfateMinMtheMtrabidopsisMshootMmeristemaMCellYM1998YMlhYMkchZdh 56.2 1276

11 vellMfateMregulationMinMtheMshootMmeristemaMSeminarsfinfCellfandfDevelopmentalfBiologyYM1998YMlYMdlhZecc 7.5 15

10 InsightsMintoMtheMevolutionMofMsymbiosisMgeneMcopyMnumberMandMdistributionMfromMaM
chromosomeZscaleMLotusMjaponicusMzifuMgenomeMsequence 1

9 vhromosomeZscaleMgenomeMassemblyMprovidesMinsightsMintoMryeMbiologyYMevolutionYMandMagronomicMpotential 10

8 vhromosomeZscaleMcomparativeMsequenceManalysisMunravelsMmolecularMmechanismsMofMgenomeM
evolutionMbetweenMtwoMwheatMcultivars 1

7 TheMgenomeMandMmetabolomeMofMtheMtobaccoMtreeYMNicotianaMglaucamMaMpotentialMrenewableM
feedstockMforMtheMbioeconomy 3

6 ImpactMofMtransposableMelementsMonMgenomeMstructureMandMevolutionMinMbreadMwheat 3

5 TRITxXmMchromosomeZscaleMsequenceMassemblyMofMTriticeaeMgenomesMwithMopenZsourceMtools 7

4 xuropeanMmaizeMgenomesMunveilMpanZgenomicMdynamicsMofMrepeatsMandMgenes 3

3 xvolutionMofMtheMbreadMwheatMwZsubgenomeMandMenrichingMitMwithMdiversityMfromMtegilopsMtauschii 2

2 valpainMwxKdMactsMasMaMdevelopmentalMswitchMgatekeepingMcellMfateMtransitions 1

1 zenomeMsequencesMofMtegilopsMspeciesMofMsectionMSitopsisMrevealMphylogeneticMrelationshipsMandM
provideMresourcesMforMwheatMimprovement 2
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