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m Paper IF Citations

73 SpreadMofMartemisininMresistanceMinMPlasmodiumMfalciparumMmalariadMNewnEnglandnJournalnofn
MedicinebM2014bMimgbMjggchi 59.2 1366

72 TheMtranscriptomeMofMtheMintraerythrocyticMdevelopmentalMcycleMofMPlasmodiumMfalciparumdMPLoSn
BiologybM2003bMgbMEk 9.7 1175

71 ExpressionMprofilingMofMtheMschizontMandMtrophozoiteMstagesMofMPlasmodiumMfalciparumMwithMaM
longcoligonucleotideMmicroarraydMGenomenBiologybM2003bMjbMRo 18.3 277

70 zrugMresistancedMPopulationMtranscriptomicsMofMhumanMmalariaMparasitesMrevealsMtheMmechanismMofM
artemisininMresistancedMSciencebM2015bMijmbMjigck 33.3 258

69 wMroleMforMtheMproteaseMfalcipainMgMinMhostMcellMinvasionMbyMtheMhumanMmalariaMparasitedMSciencebM2002bM
honbMhffhcl 33.3 247

68 yomparativeMwholeMgenomeMtranscriptomeManalysisMofMthreeMPlasmodiumMfalciparumMstrainsdMNucleicn
AcidsnResearchbM2006bMijbMggllcmi 20.1 239

67
TheMtranscriptomeMofMPlasmodiumMvivaxMrevealsMdivergenceMandMdiversityMofMtranscriptionalM
regulationMinMmalariaMparasitesdMProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesn
ofnAmericabM2008bMgfkbMglhofck

11.5 197

66 TargetingMtheMcellMstressMresponseMofMPlasmodiumMfalciparumMtoMovercomeMartemisininMresistancedM
PLoSnBiologybM2015bMgibMegffhgih 9.7 193

65 PlasmodiumMfalciparumMheterochromatinMproteinMgMmarksMgenomicMlociMlinkedMtoMphenotypicM
variationMofMexportedMvirulenceMfactorsdMPLoSnPathogensbM2009bMkbMegfffklo 7.6 192

64 HeterochromatinMproteinMgMsecuresMsurvivalMandMtransmissionMofMmalariaMparasitesdMCellnHostnandn
MicrobebM2014bMglbMglkcgml 23.4 168

63
wMsubsetMofMgroupMwclikeMvarMgenesMencodesMtheMmalariaMparasiteMligandsMforMbindingMtoMhumanMbrainM
endothelialMcellsdMProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericabM
2012bMgfobMEgmmhcng

11.5 158

62 TranscriptionalMvariationMinMtheMmalariaMparasiteMPlasmodiumMfalciparumdMGenomenResearchbM2012bM
hhbMohkcin 9.7 157

61 TranscriptionalMprofilingMofMgrowthMperturbationsMofMtheMhumanMmalariaMparasiteMPlasmodiumM
falciparumdMNaturenBiotechnologybM2010bMhnbMogcn 44.5 155

60
zecliningMEfficacyMofMwrtemisininMyombinationMTherapyMwgainstMPdMFalciparumMMalariaMonMtheM
ThaicMyanmarMxorderMUhffichfgiVpMTheMRoleMofMParasiteMGeneticMFactorsdMClinicalnInfectiousnDiseasesbM
2016bMlibMmnjcmog

11.6 130

59 wMmajorMroleMforMtheMPlasmodiumMfalciparumMwpiwPhMproteinMPfSIPhMinMchromosomeMendMbiologydM
PLoSnPathogensbM2010bMlbMegfffmnj 7.6 125

58 GenomecwideMidentificationMofMgenesMupregulatedMatMtheMonsetMofMgametocytogenesisMinM
PlasmodiumMfalciparumdMMolecularnandnBiochemicalnParasitologybM2005bMgjibMgffcgf 1.9 119

57 wrtemisininMresistanceMinMPlasmodiumMfalciparumMisMassociatedMwithManMalteredMtemporalMpatternMofM
transcriptiondMBMCnGenomicsbM2011bMghbMiog 4.5 107
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56 HistoneMdeacetylasesMplayMaMmajorMroleMinMtheMtranscriptionalMregulationMofMtheMPlasmodiumM
falciparumMlifeMcycledMPLoSnPathogensbM2010bMlbMegfffmim 7.6 106

55 QuantitativeMproteinMexpressionMprofilingMrevealsMextensiveMpostctranscriptionalMregulationMandM
postctranslationalMmodificationsMinMschizontcstageMmalariaMparasitesdMGenomenBiologybM2008bMobMRgmm 18.3 97

54 QuantitativeMtimeccourseMprofilingMofMparasiteMandMhostMcellMproteinsMinMtheMhumanMmalariaMparasiteM
PlasmodiumMfalciparumdMMolecularnandnCellularnProteomicsbM2011bMgfbMMggfdffljgg 7.6 95

53 IdentifyingMpurineMnucleosideMphosphorylaseMasMtheMtargetMofMquinineMusingMcellularMthermalMshiftM
assaydMSciencenTranslationalnMedicinebM2019bMggbM 17.5 81

52 OxidativeMstressMandMproteinMdamageMresponsesMmediateMartemisininMresistanceMinMmalariaMparasitesdM
PLoSnPathogensbM2018bMgjbMegffloif 7.6 78

51 MechanisticMinsightsMintoMnoncimmunosuppressiveMimmunophilinMligandsMasMpotentialMantimalarialM
therapeuticsdMMalarianJournalbM2010bMobM 3.6 78

50 wMPlasmodiumMFalciparumMxromodomainMProteinMRegulatesMInvasionMGeneMExpressiondMCellnHostnandn
MicrobebM2015bMgmbMmjgckg 23.4 74

49 zynamicMepigeneticMregulationMofMgeneMexpressionMduringMtheMlifeMcycleMofMmalariaMparasiteM
PlasmodiumMfalciparumdMPLoSnPathogensbM2013bMobMegffigmf 7.6 67

48 yomparativeMtranscriptionalMandMgenomicManalysisMofMPlasmodiumMfalciparumMfieldMisolatesdMPLoSn
PathogensbM2009bMkbMegfffljj 7.6 64

47 wntibodiesMtargetingMtheMPfRHgMbindingMdomainMinhibitMinvasionMofMPlasmodiumMfalciparumM
merozoitesdMPLoSnPathogensbM2008bMjbMegfffgfj 7.6 59

46 yomparativeMHeterochromatinMProfilingMRevealsMyonservedMandMUniqueMEpigenomeMSignaturesM
LinkedMtoMwdaptationMandMzevelopmentMofMMalariaMParasitesdMCellnHostnandnMicrobebM2018bMhibMjfmcjhfden23.4 57

45
PlasmodiumMfalciparumMSTEVORMproteinsMareMhighlyMexpressedMinMpatientMisolatesMandMlocatedMinMtheM
surfaceMmembranesMofMinfectedMredMbloodMcellsMandMtheMapicalMtipsMofMmerozoitesdMInfectionnandn
ImmunitybM2008bMmlbMiihocil

3.7 56

44 wntioxidantMdefenseMinMPlasmodiumMfalciparumccdataMminingMofMtheMtranscriptomedMMalarianJournalbM
2004bMibMhi 3.6 54

43 zataMminingMofMtheMtranscriptomeMofMPlasmodiumMfalciparumpMtheMpentoseMphosphateMpathwayMandM
ancillaryMprocessesdMMalarianJournalbM2005bMjbMgm 3.6 51

42 yomparativeMgeneMexpressionMprofilingMofMPdMfalciparumMmalariaMparasitesMexposedMtoMthreeM
differentMhistoneMdeacetylaseMinhibitorsdMPLoSnONEbM2012bMmbMeignjm 3.7 51

41 zNwMmicroarraysMforMmalariadMTrendsninnParasitologybM2002bMgnbMiocjk 6.4 50

40 EpigeneticMmemoryMtakesMcenterMstageMinMtheMsurvivalMstrategyMofMmalariaMparasitesdMCurrentnOpinionn
innMicrobiologybM2014bMhfbMnncok 7.9 49

39 HhwdZMandMHhxdZMdoublecvariantMnucleosomesMdefineMintergenicMregionsMandMdynamicallyMoccupyMvarM
geneMpromotersMinMtheMmalariaMparasiteMPlasmodiumMfalciparumdMMolecularnMicrobiologybM2013bMnmbMgglmcnh4.1 49
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38 SelectionMofMlongMoligonucleotidesMforMgeneMexpressionMmicroarraysMusingMweightedMrankcsumM
strategydMBMCnBioinformaticsbM2007bMnbMikf 3.6 46

37 NewMinsightsMintoMtheMPlasmodiumMvivaxMtranscriptomeMusingMRNwcSeqdMScientificnReportsbM2016bMlbMhfjon 4.9 46

36 wdaptationMofMPlasmodiumMfalciparumMtoMitsMtransmissionMenvironmentdMNaturenEcologynandn
EvolutionbM2018bMhbMimmcinm 12.3 42

35 xiochemicalManalysisMofMtheMhfMSMproteasomeMofMTrypanosomaMbruceidMJournalnofnBiologicalnChemistry
bM2003bMhmnbMgknffcn 5.4 36

34 IntegratedManalysisMofMtheMPlasmodiumMspeciesMtranscriptomedMEBioMedicinebM2016bMmbMhkkcll 8.8 34

33
TheMhumanMmalariaMparasiteMPlasmodiumMfalciparumMexportsMtheMwTPcbindingMcassetteMproteinM
PFGyNhfMtoMmembraneMstructuresMinMtheMhostMredMbloodMcelldMMolecularnandnBiochemicaln
ParasitologybM1998bMombMngcok

1.9 33

32 wnalysisMofMsubtelomericMvirulenceMgeneMfamiliesMinMPlasmodiumMfalciparumMbyMcomparativeM
transcriptionalMprofilingdMMolecularnMicrobiologybM2012bMnjbMhjicko 4.1 31

31 zNwMdamageMregulationMandMitsMroleMinMdrugcrelatedMphenotypesMinMtheMmalariaMparasitesdMScientificn
ReportsbM2016bMlbMhilfi 4.9 31

30 yrystalMstructureMofMtheMFKkflMbindingMdomainMofMPlasmodiumMfalciparumMFKxPikMinMcomplexMwithM
FKkfldMBiochemistrybM2008bMjmbMkokgclg 3.2 28

29 yellularMthermalMshiftMassayMforMtheMidentificationMofMdrugctargetMinteractionsMinMtheMPlasmodiumM
falciparumMproteomedMNaturenProtocolsbM2020bMgkbMgnngcgohg 18.8 27

28 IdentificationMofMaMnewMchemicalMclassMofMantimalarialsdMJournalnofnInfectiousnDiseasesbM2012bMhflbMmikcji 7 23

27 StructuralMpolymorphismMinMtheMpromoterMofMpfmrphMconfersMPlasmodiumMfalciparumMtoleranceMtoM
quinolineMdrugsdMMolecularnMicrobiologybM2014bMogbMogncij 4.1 22

26 yloningMandMsequenceManalysisMofMaMnovelMmemberMofMtheMwTPcbindingMcassetteMUwxyVMproteinMgeneM
familyMfromMPlasmodiumMfalciparumdMMolecularnandnBiochemicalnParasitologybM1996bMngbMjgckg 1.9 22

25 PlasmodiumMknowlesiMgeneMexpressionMdiffersMinMexMvivoMcomparedMtoMinMvitroMbloodcstageMculturesdM
MalarianJournalbM2015bMgjbMggf 3.6 21

24 TheMoriginsMofMmalariaMartemisininMresistanceMdefinedMbyMaMgeneticMandMtranscriptomicMbackgrounddM
NaturenCommunicationsbM2018bMobMkgkn 17.4 21

23 wMwholeMcellMpathwayMscreenMrevealsMsevenMnovelMchemosensitizersMtoMcombatMchloroquineMresistantM
malariadMScientificnReportsbM2013bMibMgmij 4.9 19

22 QuantitativeMproteomicsMrevealsMnewMinsightsMintoMerythrocyteMinvasionMbyMPlasmodiumMfalciparumdM
MolecularnandnCellularnProteomicsbM2012bMggbMMgggdfgfljk 7.6 18

21 wrtemisinincresistantMKgiMmutationsMrewireMPlasmodiumMfalciparumTsMintracerythrocyticMmetabolicM
programMtoMenhanceMsurvivaldMNaturenCommunicationsbM2021bMghbMkif 17.4 18
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20 EpigeneticMlandscapesMunderliningMglobalMpatternsMofMgeneMexpressionMinMtheMhumanMmalariaM
parasitebMPlasmodiumMfalciparumdMInternationalnJournalnfornParasitologybM2017bMjmbMioocjfm 4.3 17

19 HistoneMjMlysineMnMacetylationMregulatesMproliferationMandMhostcpathogenMinteractionMinMPlasmodiumM
falciparumdMEpigeneticsnandnChromatinbM2017bMgfbMjf 5.8 15

18 GenomecwideManalysisMinMPlasmodiumMfalciparumMrevealsMearlyMandMlateMphasesMofMRNwMpolymeraseMIIM
occupancyMduringMtheMinfectiousMcycledMBMCnGenomicsbM2014bMgkbMoko 4.5 14

17 zNwMmicroarraycbasedMgenomecwideManalysesMofMPlasmodiumMparasitesdMMethodsninnMolecularn
BiologybM2013bMohibMgnochgg 1.4 13

16
zesignMofMaMvariantMsurfaceMantigencsupplementedMmicroarrayMchipMforMwholeMtranscriptomeManalysisM
ofMmultipleMPlasmodiumMfalciparumMcytoadherentMstrainsbMandMidentificationMofMstrainctranscendentM
rifMandMstevorMgenesdMMalarianJournalbM2011bMgfbMgnf

3.6 12

15 wMmoonlightingMfunctionMofMPlasmodiumMfalciparumMhistoneMibMmonocmethylatedMatMlysineMoudMPLoSn
ONEbM2010bMkbMegfhkh 3.7 12

14 zefiningMspeciesMspecificMgenomeMdifferencesMinMmalariaMparasitesdMBMCnGenomicsbM2010bMggbMghn 4.5 11

13 GeneMcopyMnumberMvariationMinMnaturalMpopulationsMofMPlasmodiumMfalciparumMinMEasternMwfricadM
BMCnGenomicsbM2018bMgobMimh 4.5 10

12 TranscriptomeMprofilingMrevealsMfunctionalMvariationMinMPlasmodiumMfalciparumMparasitesMfromM
controlledMhumanMmalariaMinfectionMstudiesdMEBioMedicinebM2019bMjnbMjjhcjkh 8.8 9

11 RoleMofMcalciumMsignalingMinMtheMtranscriptionalMregulationMofMtheMapicoplastMgenomeMofMPlasmodiumM
falciparumdMBioMednResearchnInternationalbM2014bMhfgjbMnlojfg 3 8

10 TheMgenomicsMofMmalariaMinfectiondMTrendsninnParasitologybM2004bMhfbMkkicm 6.4 8

9 wMcrucialMpieceMinMtheMpuzzleMofMtheMartemisininMresistanceMmechanismMinMPlasmodiumMfalciparumdM
TrendsninnParasitologybM2015bMigbMijkcl 6.4 5

8 wMheatcshockMresponseMregulatedMbyMtheMPfwPhcHSMtranscriptionMfactorMprotectsMhumanMmalariaM
parasitesMfromMfebrileMtemperaturesdMNaturenMicrobiologybM2021bMlbMgglicggmj 26.6 5

7 TheMparasitophorousMvacuoleMnutrientMchannelMisMcriticalMforMdrugMaccessMinMmalariaMparasitesMandM
modulatesMtheMartemisininMresistanceMfitnessMcostdMCellnHostnandnMicrobebM2021bMhobMgmmjcgmnmdeo 23.4 4

6 ProteinMtransportMinMtheMhostMcellMcytoplasmMandMwTPcbindingMcassetteMproteinsMinMPlasmodiumM
falciparumcinfectedMerythrocytesdMNovartisnFoundationnSymposiumbM1999bMhhlbMhigcjgqMdiscussionMhjgck 4

5 wMcomprehensiveMRNwMhandlingMandMtranscriptomicsMguideMforMhighcthroughputMprocessingMofM
PlasmodiumMbloodcstageMsamplesdMMalarianJournalbM2020bMgobMili 3.6 3

4 ReticulocyteMInfectionMLeadsMtoMwlteredMxehaviourbMzrugMSensitivityMandMHostMyellMRemodellingMbyM
PlasmodiumMfalciparum 1

3 TranscriptomicsMandMproteomicsM2016bMgomchgm 1

(2016-2017)
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2 wrtemisininMresistanceMinMtheMmalariaMparasitebMPlasmodiumMfalciparumbMoriginatesMfromMitsMinitialM
transcriptionalMresponseddMCommunicationsnBiologybM2022bMkbMhmj 6.7 1

1 MediatorMyomplexMofMtheMMalariaMParasiteMwssociatesMwithMEvolutionarilyMNovelMSubunitsddMACSn
OmegabM2022bMmbMgjnlmcgjnmj 3.9
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