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110 TechnicalIimprovementsIinItwoVdimensionalIelectrophoresisIincreaseItheIlevelIofIgeneticIvariationI
detectedIinIwheatVseedlingIproteinsWIElectrophoresisUI1986UIeUIc2Vcb 3.6 623

109 TwoIcytosolicIglutamineIsynthetaseIisoformsIofImaizeIareIspecificallyIinvolvedIinItheIcontrolIofI
grainIproductionWIPlantlCellUI2006UIZfUIa2c2Veb 11.6 331

108 éhosphorylationIofItheIorabidopsisIotrbohtIàorévIoxidaseIbyIèSTZIproteinIkinaseWIFEBSlLettersUI
2009UIcfaUI2gf2Vd 3.8 317

107 éroteinIchangesIinIresponseItoIprogressiveIwaterIdeficitIinImaizeIWIαuantitativeIvariationIandI
polypeptideIidentificationWIPlantlPhysiologyUI1998UIZZeUIZ2caVda 6.6 311

106 éroteomicsIforIgeneticIandIphysiologicalIstudiesIinIplantsWIElectrophoresisUI1999UI2YUI2YZaV2d 3.6 185

105 WaterIdeficitsIaffectIcaffeateIèVmethyltransferaseUIlignificationUIandIrelatedIenzymesIinImaizeI
leavesWIoIproteomicIinvestigationWIPlantlPhysiologyUI2005UIZaeUIgbgVdY 6.6 166

104 MassqhroαhIaIversatileItoolIforImassIspectrometryIquantificationWIProteomicsUI2011UIZZUIace2Ve 4.8 162

103 TheIorabidopsisIopoVactivatedIkinaseIèSTZIphosphorylatesItheIbZwéItranscriptionIfactorIoptaIandI
createsIaIZbVaVaIbindingIsiteIinvolvedIinIitsIturnoverWIPLoSlONEUI2010UIcUIeZagac 3.7 147

102
TheIuseIofImetabolomicsIintegratedIwithItranscriptomicIandIproteomicIstudiesIforIidentifyingIkeyI
stepsIinvolvedIinItheIcontrolIofInitrogenImetabolismIinIcropsIsuchIasImaizeWIJournalloflExperimentall
BotanyUI2012UIdaUIcYZeVaa

7 145

101 éroteinIcompositionIofIoilIbodiesIinIorabidopsisIthalianaIecotypeIWSWIPlantlPhysiologylandl
BiochemistryUI2004UIb2UIcYZVg 5.4 143

100 sxtentIofIàVterminalImodificationsIinIcytosolicIproteinsIfromIeukaryotesWIProteomicsUI2008UIfUI2fYgVaZ 4.8 124

99 oIsubVproteomeIofIorabidopsisIthalianaImatureIstemsItrappedIonIqoncanavalinIoIisIenrichedIinIcellI
wallIglycosideIhydrolasesWIJournalloflExperimentallBotanyUI2007UIcfUI2cYaVZ2 7 104

98 XJTandeméipelinehIoIToolItoIManageISequenceIRedundancyIforIéroteinIwnferenceIandIéhosphositeI
wdentificationWIJournalloflProteomelResearchUI2017UIZdUIbgbVcYa 5.6 98

97 éroteomicIanalysisIofIdifferentImutantIgenotypesIofIorabidopsisIledItoItheIidentificationIofIZZI
proteinsIcorrelatingIwithIadventitiousIrootIdevelopmentWIPlantlPhysiologyUI2006UIZbYUIabgVdb 6.6 91

96 éroteomicshIaIlinkIbetweenIgenomicsUIgeneticsIandIphysiologyWIPlantlMolecularlBiologyUI2000UIbbUIcecVfY4.6 90

95 oItwoVdimensionalIproteomeImapIofImaizeIendospermWIPhytochemistryUI2004UIdcUIZdYgVZf 4 89

94 TheIZmoSRZIproteinIinfluencesIbranchedVchainIaminoIacidIbiosynthesisIandImaintainsIkernelIyieldI
inImaizeIunderIwaterVlimitedIconditionsWIPlantlPhysiologyUI2011UIZceUIgZeVad 6.6 86
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93 éhosphoproteomeIdynamicsIuponIchangesIinIplantIwaterIstatusIrevealIearlyIeventsIassociatedI
withIrapidIgrowthIadjustmentIinImaizeIleavesWIMolecularlandlCellularlProteomicsUI2012UIZZUIgceVe2 7.6 84

92 TotalIproteinIextractionIwithITqoVacetoneWIMethodslinlMolecularlBiologyUI2007UIaccUIZVf 1.4 84

91 recipheringIgeneticIvariationsIofIproteomeIresponsesItoIwaterIdeficitIinImaizeIleavesWIPlantl
PhysiologylandlBiochemistryUI2004UIb2UIZYYaVZZ 5.4 74

90 onalysisIofItheIxylemIsapIproteomeIofIprassicaIoleraceaIrevealsIaIhighIcontentIinIsecretedI
proteinsWIProteomicsUI2011UIZZUIZegfVfZa 4.8 71

89
TheIorabidopsisITèRIyinaseISpecificallyIRegulatesItheIsxpressionIofIàuclearIuenesIqodingIforI
élastidicIRibosomalIéroteinsIandItheIéhosphorylationIofItheIqytosolicIRibosomalIéroteinISdWI
FrontierslinlPlantlScienceUI2016UIeUIZdZZ

6.2 70

88 MaizeIcystatinsIrespondItoIdevelopmentalIcuesUIcoldIstressIandIdroughtWIBiochimicalEtlBiophysical
ActalGenelRegulatorylMechanismsUI2005UIZe2gUIZfdVgg 62

87 qombiningIvariousIstrategiesItoIincreaseItheIcoverageIofItheIplantIcellIwallIglycoproteomeWI
PhytochemistryUI2011UIe2UIZZYgV2a 4 60

86 éhosphoVsiteImappingUIgeneticIandIinIplantaIactivationIstudiesIrevealIkeyIaspectsIofItheIdifferentI
phosphorylationImechanismsIinvolvedIinIactivationIofISnRy2sWIPlantlJournalUI2010UIdaUIeefVgY 6.9 59

85 TheIquestIforItolerantIvarietieshItheIimportanceIofIintegratingIKomicsKItechniquesItoIphenotypingWI
FrontierslinlPlantlScienceUI2015UIdUIbbf 6.2 56

84 oImassIspectrometricIapproachItoIidentifyIarbuscularImycorrhizaVrelatedIproteinsIinIrootIplasmaI
membraneIfractionsWIProteomicsUI2006UIdISupplIZUISZbcVcc 4.8 56

83 MolecularIandIevolutionaryIbasesIofIwithinVpatientIgenotypicIandIphenotypicIdiversityIinI
sscherichiaIcoliIextraintestinalIinfectionsWIPLoSlPathogensUI2010UIdUIeZYYZZ2c 7.6 55

82 qombiningIproteomicIandIgeneticIstudiesIinIplantsWIJournalloflChromatographylB:lAnalyticall
TechnologieslinlthelBiomedicallandlLifelSciencesUI2002UIef2UIZaeVbg 3.2 48

81 ThousandIandIoneIwaysItoIquantifyIandIcompareIproteinIabundancesIinIlabelVfreeIbottomVupI
proteomicsWIBiochimicalEtlBiophysicalActalylProteinslandlProteomicsUI2016UIZfdbUIffaVgc 4 48

80 éhotosyntheticIcontrolIofIorabidopsisIleafIcytoplasmicItranslationIinitiationIbyIproteinI
phosphorylationWIPLoSlONEUI2013UIfUIeeYdg2 3.7 45

79 rynamicsIofIpostVtranslationalImodificationsIandIproteinIstabilityIinItheIstromaIofIqhlamydomonasI
reinhardtiiIchloroplastsWIProteomicsUI2011UIZZUIZeabVcY 4.8 45

78 prachypodiumIdistachyonIasIaImodelIplantItowardIimprovedIbiofuelIcropshISearchIforIsecretedI
proteinsIinvolvedIinIbiogenesisIandIdisassemblyIofIcellIwallIpolymersWIProteomicsUI2013UIZaUI2bafVcb 4.8 41

77
onalysisIofIscalingImethodsItoIminimizeIexperimentalIvariationsIinItwoVdimensionalI
electrophoresisIquantitativeIdatahIapplicationItoItheIcomparisonIofImaizeIinbredIlinesWI
ElectrophoresisUI1993UIZbUIZYdeVea

3.6 40

76 èilIbodyIproteinsIsequentiallyIaccumulateIthroughoutIseedIdevelopmentIinIprassicaInapusWIJournall
oflPlantlPhysiologyUI2011UIZdfUI2YZcV2Y 3.6 39
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75 éRèTwqdbhIaIwebVbasedIapplicationItoIstoreUItrackUIqueryUIandIcompareIplantIproteomeIdataWI
ProteomicsUI2005UIcUI2YdgVfZ 4.8 39

74 ueneticIvariabilityIofIproteomeIexpressionIandImetabolicIcontrolWIPlantlPhysiologylandlBiochemistry
UI2001UIagUI2eZV2fa 5.4 39

73
orabidopsisIthalianaIrootIcellIwallIproteomicshIwncreasingItheIproteomeIcoverageIusingIaI
combinatorialIpeptideIligandIlibraryIandIdescriptionIofIunexpectedIvypIinIperoxidaseIaminoIacidI
sequencesWIProteomicsUI2016UIZdUIbgZVcYa

4.8 38

72
wncreasesIinIactivityIofIproteasomeIandIpapainVlikeIcysteineIproteaseIinIorabidopsisIautophagyI
mutantshIbackVupIcompensatoryIeffectIorIcellVdeathIpromotingIeffectmWIJournalloflExperimentall
BotanyUI2018UIdgUIZadgVZafc

7 37

71 TheImembraneIproteomeIofIMedicagoItruncatulaIrootsIdisplaysIqualitativeIandIquantitativeI
changesIinIresponseItoIarbuscularImycorrhizalIsymbiosisWIJournalloflProteomicsUI2014UIZYfUIacbVdf 3.9 35

70 éhotosyntheticIactivityIinfluencesIcelluloseIbiosynthesisIandIphosphorylationIofIproteinsIinvolvedI
thereinIinIorabidopsisIleavesWIJournalloflExperimentallBotanyUI2014UIdcUIbggeVcYZY 7 34

69 TheIplasmaImembraneIproteomeIofIMedicagoItruncatulaIrootsIasImodifiedIbyIarbuscularI
mycorrhizalIsymbiosisWIMycorrhizaUI2018UI2fUIZVZd 3.9 32

68 ueneticIrelationshipsIinItheISitopsisIsectionIofITriticumIandItheIoriginIofItheIpIgenomeIofIpolyploidI
wheatsWIHeredityUI1988UIdZUIbeaVbfY 3.6 32

67 qotranslationalIproteolysisIdominatesIglutathioneIhomeostasisItoIsupportIproperIgrowthIandI
developmentWIPlantlCellUI2009UI2ZUIa2gdVaZb 11.6 29

66 qontrolIofItheIethyleneIsignalingIpathwayIpreventsIplantIdefensesIduringIintracellularI
accommodationIofItheIrhizobiaWINewlPhytologistUI2018UI2ZgUIaZYVa2a 9.8 28

65 αuantitativeIvariationsIofItheImitochondrialIproteomeIandIphosphoproteomeIduringIfermentativeI
andIrespiratoryIgrowthIinISaccharomycesIcerevisiaeWIJournalloflProteomicsUI2014UIZYdUIZbYVcY 3.9 28

64 qomparativeIproteomicsIofIleafUIstemUIandIrootItissuesIofIsyntheticIprassicaInapusWIProteomicsUI
2009UIgUIegaVg 4.8 28

63 qomparativeIproteomicsItoIestablishIgeneticIrelationshipsIinItheIprassicaceaeIfamilyWIProteomicsUI
2001UIZUIZbceVd2 4.8 28

62 oISystemsIopproachItoIslucidateIveterosisIofIéroteinIobundancesIinIYeastWIMolecularlandlCellularl
ProteomicsUI2015UIZbUI2YcdVeZ 7.6 27

61
éroteomicIandIlipidomicIanalysesIofItheIorabidopsisIatgcIautophagyImutantIrevealImajorIchangesI
inIendoplasmicIreticulumIandIperoxisomeImetabolismsIandIinIlipidIcompositionWINewlPhytologistUI
2019UI22aUIZbdZVZbee

9.8 26

60 MetabolicIresponsesItoIpotassiumIavailabilityIandIwaterloggingIreshapeIrespirationIandIcarbonIuseI
efficiencyIinIoilIpalmWINewlPhytologistUI2019UI22aUIaZYVa22 9.8 25

59 YeastIproteomeIvariationsIrevealIdifferentIadaptiveIresponsesItoIgrapeImustIfermentationWI
MolecularlBiologylandlEvolutionUI2013UIaYUIZadfVfa 8.3 25

58 TimeItoIarticulateIaIvisionIforItheIfutureIofIplantIproteomicsIVIoIglobalIperspectivehIonIinitiativeIforI
establishingItheIwnternationalIélantIéroteomicsIèrganizationIQwàééèRWIProteomicsUI2011UIZZUIZccgVdf 4.8 24
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57 qellIwallIproteomeIanalysisIofIorabidopsisIthalianaImatureIstemsWIProteomicsUI2017UIZeUIZdYYbbg 4.8 22

56 urainIsubproteomeIresponsesItoInitrogenIandIsulfurIsupplyIinIdiploidIwheatITriticumImonococcumI
sspWImonococcumWIPlantlJournalUI2017UIgZUIfgbVgZY 6.9 22

55 onIenlargedIcellIwallIproteomeIofIorabidopsisIthalianaIrosettesWIProteomicsUI2016UIZdUIaZfaVaZfe 4.8 22

54 ueneticsIofIproteomeIvariationIforIαTzIcharacterizationhIapplicationItoIdroughtVstressIresponsesIinImaize 22

53 ManagementIandIdisseminationIofIMSIproteomicIdataIwithIéRèTwqdbhIexampleIofIaIquantitativeI
comparisonIbetweenImethodsIofIproteinIextractionWIProteomicsUI2013UIZaUIZbceVdd 4.8 20

52 vomoeologyIandIphylogenyIofItheIoUISUIandIrIgenomesIofItheItriticinaeWIJournalloflMolecularl
EvolutionUI1989UI2gUIfgVgb 3.1 20

51 onIextensiveIproteomeImapIofItomatoIQSolanumIlycopersicumRIfruitIpericarpWIProteomicsUI2013UIZaUIaYcgVda4.8 19

50 qharacterizingIallelicIproteinsIforIgenomeImappingIinImaizeWIElectrophoresisUI1995UIZdUIZ2fgVgb 3.6 19

49 wncludingIsharedIpeptidesIforIestimatingIproteinIabundanceshIaIsignificantIimprovementIforI
quantitativeIproteomicsWIProteomicsUI2012UIZ2UI2egeVfYZ 4.8 18

48 ominoIacidIanalysisIofIproteinsIseparatedIbyItwoVdimensionalIelectrophoresisIinImaizehIisoformI
detectionIandIfunctionIidentificationWIElectrophoresisUI1996UIZeUIZagaVbYZ 3.6 18

47 éotentialIofItwoVdimensionalIelectrophoresisIinIroutineIidentificationIofIcloselyIrelatedIdurumI
wheatIlinesWIElectrophoresisUI1997UIZfUIZebVfZ 3.6 17

46 qoncertedIqhangesIinItheIéhosphoproteomeIandIMetabolomeIUnderIrifferentIqè2Xè2IuaseousI
qonditionsIinIorabidopsisIRosettesWIPlantlandlCelllPhysiologyUI2016UIceUIZcbbVZccd 4.9 16

45 ModelingIéroteinIrestinyIinIrevelopingItruitWIPlantlPhysiologyUI2019UIZfYUIZeYgVZe2b 6.6 15

44 onIintegratedIKomicsKIapproachItoItheIcharacterizationIofImaizeIQZeaImaysIzWRImutantsIdeficientIinI
theIexpressionIofItwoIgenesIencodingIcytosolicIglutamineIsynthetaseWIBMClGenomicsUI2014UIZcUIZYYc 4.5 14

43 svaluationIofIèptimizedITubeVuelIMethodsIofISampleIéreparationIforIzargeVScaleIélantI
éroteomicsWIProteomesUI2018UIdUI 4.6 13

42 ristanceIindicesIinIaIcomparisonIbetweenItheIoUIrUIwIandIRIgenomesIofItheITriticeaeItribeWI
ElectrophoresisUI1995UIZdUIZ2gcVaYY 3.6 13

41 éhosphoproteomeIprofilesIofItheIphytopathogenicIfungiIolternariaIbrassicicolaIandIpotrytisI
cinereaIduringIexponentialIgrowthIinIaxenicIculturesWIProteomicsUI2014UIZbUIZdagVbc 4.8 12

40 qellIwallImodificationsIofItwoIorabidopsisIthalianaIecotypesUIqolIandIShaUIinIresponseItoI
subVoptimalIgrowthIconditionshIonIintegrativeIstudyWIPlantlScienceUI2017UI2daUIZfaVZga 5.3 12

(2017-2017)
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39 oImethodIbasedIonIbeadIflowsIforIspotIdetectionIonI2VrIgelIimagesWIProteomicsUI2008UIfUIbgZbVf 4.8 11

38 TheIomborellaIvacuolarIprocessingIenzymeIfamilyWIFrontierslinlPlantlScienceUI2015UIdUIdZf 6.2 10

37 TheIéRèTwqdbIdatabaseIforI2VrsIproteomicsWIMethodslinlMolecularlBiologyUI2007UIaccUI2egVaYa 1.4 10

36 MaizeImetabolomeIandIproteomeIresponsesItoIcontrolledIcoldIstressIpartlyImimicIearlyVsowingI
effectsIinItheIfieldIandIdifferIfromIthoseIofIorabidopsisWIPlantxlCelllandlEnvironmentUI2021UIbbUIZcYbVZc2Z8.4 10

35 recipheringItheIwnfectiousIérocessIofIinIzupinIthroughITranscriptomicIandIéroteomicIonalysisWI
MicroorganismsUI2020UIfUI 4.9 9

34 érolineIvydroxylationIinIqellIWallIéroteinshIwsIwtIYetIéossibleItoIrefineIRulesmWIFrontierslinlPlantl
ScienceUI2017UIfUIZfY2 6.2 8

33 èmicsItechnologiesIprovideInewIinsightsIintoItheImolecularIphysiopathologyIofIequineI
osteochondrosisWIBMClGenomicsUI2014UIZcUIgbe 4.5 8

32 wdentificationIofIvanksVTypeIyinaseIéknpVSpecificITargetsIinItheIéhosphoproteomeWIFrontierslinl
MicrobiologyUI2019UIZYUIZa2g 5.7 7

31 αuantitativeIanalysisIofI2rIgelsWIMethodslinlMolecularlBiologyUI2007UIaccUIZecVgb 1.4 7

30 TwoVdimensionalIgelIelectrophoresisIofIproteinsIasIaItoolIinIwheatIgeneticsWIBiochimieUI1987UIdgUIefZVe 4.6 7

29 TranscriptomicIandIproteomicIdataIinIdevelopingItomatoIfruitWIDatalinlBriefUI2020UI2fUIZYcYZc 1.2 7

28 éeptideIfilteringIdifferentlyIaffectsItheIperformancesIofIXwqVbasedIquantificationImethodsWIJournall
oflProteomicsUI2019UIZgaUIZaZVZbZ 3.9 6

27 éroteomicsIofIdevelopingIpeaIseedsIrevealsIaIcomplexIantioxidantInetworkIunderlyingItheI
responseItoIsulfurIdeficiencyIandIwaterIstressWIJournalloflExperimentallBotanyUI2021UIe2UI2dZZV2d2d 7 6

26 ˛–VomylaseIMediatesIvostIocceptanceIinItheIpraconidIéarasitoidIqotesiaIflavipesWIJournallofl
ChemicallEcologyUI2018UIbbUIZYaYVZYag 2.7 5

25 oIqombinationIofIvistologicalUIéhysiologicalUIandIéroteomicIopproachesIShedIzightIonISeedI
resiccationIToleranceIofItheIpasalIongiospermIomborellaItrichopodaWIProteomesUI2017UIcUI 4.6 5

24 oImethodIforIproteomicIanalysisIofIequineIsubchondralIboneIandIepiphysealIcartilageWIProteomicsUI
2012UIZ2UIZfeYVb 4.8 5

23 éhosphoproteomicIonalysisIofIwsolatedIMitochondriaIinIYeastWIMethodslinlMolecularlBiologyUI2017UI
ZdadUI2faV2gg 1.4 5

22 élantIéroteomeIResponsesItoIobioticIStressI2007UIabdVadb 5
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21 éroteinIsynthesisIincreasesIwithIphotosynthesisIviaItheIstimulationIofItranslationIinitiationWIPlantl
ScienceUI2020UI2gZUIZZYac2 5.3 5

20 onIintegrativeIStudyIShowingItheIodaptationItoISubVèptimalIurowthIqonditionsIofIàaturalI
éopulationsIofIhIoItocusIonIqellIWallIqhangesWICellsUI2020UIgUI 7.9 4

19 MetabolicIleafIresponsesItoIpotassiumIavailabilityIinIoilIpalmIQslaeisIguineensisIxacqWRItreesIgrownI
inItheIfieldWIEnvironmentallandlExperimentallBotanyUI2020UIZecUIZYbYd2 5.9 4

18 rifferentialIéroteinIéhosphorylationIRegulatesIqhloroplastIMovementIinIResponseItoIStrongIzightI
andIrarknessIinIorabidopsisIthalianaWIPlantlMolecularlBiologylReporterUI2014UIa2UIgfeVZYYZ 1.7 4

17 wntegratingImultipleIomicsItoIidentifyIcommonIandIspecificImolecularIchangesIoccurringIinI
orabidopsisIunderIchronicInitrateIandIsulfateIlimitationsWIJournalloflExperimentallBotanyUI2020UIeZUIdbeZVdbgY7 4

16
éeptideImappingIofIpolypeptidesIseparatedIbyItwoVdimensionalIelectrophoresishIproteaseI
digestionIdirectlyIonItheItwoVdimensionalIgelIfollowedIbyIelectrophoresisIinIreverseIdirectionWI
ElectrophoresisUI1988UIgUIaagVba

3.6 3

15 oIsystemsIgeneticsIapproachIrevealsIenvironmentVdependentIassociationsIbetweenISàésUIproteinI
coexpressionUIandIdroughtVrelatedItraitsIinImaizeWIGenomelResearchUI2020UIaYUIZcgaVZdYb 9.7 3

14 éroteomicIdataIfromIleavesIofItwentyVfourIsunflowerIgenotypesIunderIwaterIdeficitWIOCLlylOilseedsl
andlFatsxlCropslandlLipidsUI2021UI2fUIZ2 1.5 3

13
qomparativeIquantitativeIproteomicsIofIosmoticIsignalItransductionImutantsIinIpotrytisIcinereaI
explainImutantIphenotypesIandIhighlightIinteractionIwithIcoMéIandIqaIsignallingIpathwaysWI
JournalloflProteomicsUI2020UI2Z2UIZYacfY

3.9 2

12 éroteomeIadaptationsIunderIcontrastingIsoilIphosphateIregimesIofIRhizophagusIirregularisI
engagedIinIaIcommonImycorrhizalInetworkWIFungallGeneticslandlBiologyUI2021UIZbeUIZYacZe 3.9 2

11 éroteomicIrataIwntegrationIvighlightsIqentralIoctorsIwnvolvedIinIsinkornIQIsspWIRIurainItillingIinI
RelationItoIurainIStorageIéroteinIqompositionWIFrontierslinlPlantlScienceUI2019UIZYUIfa2 6.2 1

10 TheIqellIWallIéroteomeIofIRevealsISpecificitiesIqomparedItoIThoseIofItloweringIélantsWWIFrontiersl
inlPlantlScienceUI2021UIZ2UIedcfbd 6.2 1

9 wnIvivoIidentificationIofIputativeIqéycIsubstratesIinIorabidopsisIthalianaWWIPlantlScienceUI2022UIaZbUIZZZZ2Z5.3 1

8 qomparativeIproteomicsIofIosmoticIsignalItransductionImutantsIinpotrytisIcinereaexplainIlossIofI
pathogenicityIphenotypesIandIhighlightIinteractionIwithIcoMéIandIqa2TsignallingIpathways 1

7 StudyIofIueneIsxpressionIruringIinIVitroIqultureIofITobaccoIthinIqellIzayersIbyItwoVrimensionalI
slectrophoresisIofIéroteinsI1990UI2YeV2Za 1

6 qellIwallIproteomicIdatasetsIofIstemsIandIleavesIofWIDatalinlBriefUI2021UIacUIZYdfZf 1.2 1

5
pradyrhizobiumIdiazoefficiensIUSroZZYIàodulationIofIoeschynomeneIafrasperaIwsIossociatedIwithI
otypicalITerminalIpacteroidIrifferentiationIandISuboptimalISymbioticIsfficiencyWIMSystemsUI2021UI
dUI

7.6 1

4 ueneticsIofItheIMaizeIéroteomeWIStadlerlGeneticslSymposialSeriesUI2000UIZ2aVZag 1

(2000-2020)
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3 éroteomicsIforIgeneticIandIphysiologicalIstudiesIinIplantsafVcZ 0

2 TheIàitrateITransporterIMtàétdWfIwsIaIMasterISensorIofIàitrateISignalIinItheIérimaryIRootITipIofIWWI
FrontierslinlPlantlScienceUI2022UIZaUIfa22bd 6.2 0

1
sxpressionIduIgˆ'nomeIduIplˆ'ItendreIrˆ'vˆ'lˆ'eIparIlPˆ'lectrophorˆ¤seIbidimensionnelleIdesIprotˆ'inesIˆ I
diffˆ'rentsIstadesIdeIdˆ'veloppementWIBulletinlDelLalSociˆ'tˆ'lBotaniquelDelFrancelActualitˆ'sl
BotaniquesUI1985UIZa2UIgeVZYZ

Michel Zivy

8


