
Sarah V Ward

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/7084999/publications.pdf

Version: 2024-02-01

19

papers

802

citations

10

h-index

933264

18

g-index

839398

21

all docs

21

docs citations

21

times ranked

2330

citing authors



Sarah V Ward

2

# Article IF Citations

1 Germline variants are associated with increased primary melanoma tumor thickness at diagnosis.
Human Molecular Genetics, 2021, 29, 3578-3587. 1.4 3

2 Association of Known Melanoma Risk Factors with Primary Melanoma of the Scalp and Neck. Cancer
Epidemiology Biomarkers and Prevention, 2020, 29, 2203-2210. 1.1 6

3 Assessment of polygenic architecture and risk prediction based on common variants across fourteen
cancers. Nature Communications, 2020, 11, 3353. 5.8 75

4 Association of <i> <scp>IRF</scp> 4 </i> singleâ€•nucleotide polymorphism rs12203592 with
melanomaâ€•specific survival. British Journal of Dermatology, 2020, 183, 163-165. 1.4 6

5 Genome-wide association meta-analyses combining multiple risk phenotypes provide insights into the
genetic architecture of cutaneous melanoma susceptibility. Nature Genetics, 2020, 52, 494-504. 9.4 138

6 The prevalence of common sleep disorders in young adults: a descriptive population-based study.
Sleep, 2020, 43, . 0.6 42

7 Familial and non-familial risk factors associated with colorectal cancer survival in young and
middle-aged patients. International Journal of Colorectal Disease, 2019, 34, 1673-1680. 1.0 2

8 Familial and non-familial risk factors associated with incidence of colorectal cancer in young and
middle-aged persons in Western Australia. Cancer Epidemiology, 2019, 62, 101591. 0.8 6

9 Genetic influence on scar height and pliability after burn injury in individuals of European ancestry: A
prospective cohort study. Burns, 2019, 45, 567-578. 1.1 5

10 Polyunsaturated fatty acids and risk of melanoma: A <scp>M</scp>endelian randomisation analysis.
International Journal of Cancer, 2018, 143, 508-514. 2.3 18

11 Exome array analysis suggests an increased variant burden in families with schizophrenia.
Schizophrenia Research, 2017, 185, 9-16. 1.1 18

12
Functional melanomaâ€•risk variant <i> <scp>IRF</scp> 4 </i> rs12203592 associated with Breslow
thickness: a pooled international study of primary melanomas. British Journal of Dermatology, 2017,
177, e180-e182.

1.4 14

13 Melanoma Epidemiology and Prevention. Cancer Treatment and Research, 2016, 167, 17-49. 0.2 111

14 The aggregation of early-onset melanoma in young Western Australian families. Cancer Epidemiology,
2015, 39, 346-352. 0.8 0

15 Genome-wide meta-analysis identifies five new susceptibility loci for cutaneous malignant melanoma.
Nature Genetics, 2015, 47, 987-995. 9.4 218

16 The association of host and genetic melanoma risk factors with Breslow thickness in the Western
Australian Melanoma Health Study. British Journal of Dermatology, 2014, 170, 851-857. 1.4 12

17 The Effect on Melanoma Risk of Genes Previously Associated With Telomere Length. Journal of the
National Cancer Institute, 2014, 106, . 3.0 109

18 Association of TGFÎ²1 and clinical factors with scar outcome following melanoma excision. Archives of
Dermatological Research, 2012, 304, 343-351. 1.1 9



3

Sarah V Ward

# Article IF Citations

19 The Western Australian Melanoma Health Study: Study design and participant characteristics. Cancer
Epidemiology, 2011, 35, 423-431. 0.8 9


