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i Paper IF Citations

271 ydentifyingLindividualizedLriskLsubpathwaysLrevealsLpanZcancerLmolecularLclassificationLbasedLonL
multiZomicsLdata[[LComputationalgandgStructuralgBiotechnologygJournalXL2022XLb_XLhchZhdi 6.8 0

270
somprehensiveLcharacterizationLofLhumanZvirusLproteinZproteinLinteractionsLrevealsLdiseaseL
comorbiditiesLandLpotentialLantiviralLdrugs[[LComputationalgandgStructuralgBiotechnologygJournalXL
2022XLb_XLabddZabec

6.8 1

269 qpplicabilityLofLqnticancerLtrugsLforLtheLTripleZ”egativeLrreastLsancerLrasedLonLxomologousL
öecombinationLöepairLteficiency[[LFrontiersgingCellgandgDevelopmentalgBiologyXL2022XLa_XLhdeie_ 5.7 0

268
ydentifyingLmetabolicLreprogrammingLphenotypesLwithLglycolysisZlipidLmetabolismLdiscoordinationL
andLintercellularLcommunicationLforLlungLadenocarcinomaLmetastasis[[LCommunicationsgBiologyXL
2022XLeXLaih

6.7 0

267 βingleZsellLTranscriptomicLqnalysisLöevealsLaLTumorZöeactiveLTLsellLβignatureLqssociatedLWithL
slinicalL–utcomeLandLymmunotherapyLöesponseLynL“elanoma[LFrontiersgingImmunologyXL2021XLabXLgehbhh8.4 3

266 qnalysisLofL“utationsLandLtysregulatedL athwaysLUnravelsLsarcinogenicLuffectLandLslinicalL
qctionabilityLofL“utationalL rocesses[[LFrontiersgingCellgandgDevelopmentalgBiologyXL2021XLiXLgfhiha 5.7 1

265 ymmöegjLtheLregulonLatlasLofLimmuneZrelatedLpathwaysLacrossLcancerLtypes[LNucleicgAcidsgResearchXL
2021XLdiXLaba_fZabaah 20.1 1

264 βameLtotalLnormalLformsLspermLcountsLofLmalesLfromLLhasaLandLβhanghaiXLshina[LEnvironmentalg
SciencegandgPollutiongResearchXL2021XLa 5.1

263 tynamicLregulatoryLnetworksLofLTLcellLtrajectoryLdissectLtranscriptionalLcontrolLofLTLcellLstateL
transition[LMoleculargTherapygvgNucleicgAcidsXL2021XLbfXLaaaeZaabi 10.7 1

262 tietaryLyntakeLofLsalciumLandL“agnesiumLinLöelationLtoLβevereLxeadacheLorL“igraine[LFrontiersging
NutritionXL2021XLhXLfecgfe 6.2 2

261 ”omogramsLforL redictingLqxillaryLLymphL”odeLβtatusLöeconciledLWithL reoperativeLrreastL
UltrasoundLymages[LFrontiersgingOncologyXL2021XLaaXLefgfdh 5.3 0

260 “ultilevelLprioritizationLofLgeneLregulatorsLassociatedLwithLconsensusLmolecularLsubtypesLofL
colorectalLcancer[LBriefingsgingBioinformaticsXL2021XLbbXL 13.4 1

259 qLurineZbasedLt”qLmethylationLassayLtoLfacilitateLearlyLdetectionLandLriskLstratificationLofLbladderL
cancer[LClinicalgEpigeneticsXL2021XLacXLia 7.7 11

258 saseLöeportjLqntiZ”Z“ethylZtZqspartateLöeceptorLuncephalitisLinLanLulderlyL atientLWithL rimaryL
βjˆ¶grenSsLβyndrome[LFrontiersgingNeurologyXL2021XLabXLfef_bd 4.1 0

257 “eymmβjL redictLslinicalLrenefitLofLqntiZ tZa] tZLaLTreatmentsLrasedLonLt”qL“ethylationLinL
”onZsmallLsellLLungLsancer[LFrontiersgingGeneticsXL2021XLabXLfgfddi 4.5 3

256 qlternativeLsplicingLperturbationLlandscapeLidentifiesLö”qLbindingLproteinsLasLpotentialL
therapeuticLtargetsLinLcancer[LMoleculargTherapygvgNucleicgAcidsXL2021XLbdXLgibZh_f 10.7 2

255 yndividualizedLlncö”qLdifferentialLexpressionLprofileLrevealsLheterogeneityLofLbreastLcancer[L
OncogeneXL2021XLd_XLdf_dZdfad 9.2 4
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254 seö”qβeekjLanLöLpackageLforLidentificationLandLanalysisLofLceö”qLregulation[LBriefingsging
BioinformaticsXL2021XLbbXL 13.4 5

253 βurvival“ethjLaLwebLserverLtoLinvestigateLtheLeffectLofLt”qLmethylationZrelatedLfunctionalL
elementsLonLprognosis[LBriefingsgingBioinformaticsXL2021XLbbXL 13.4 19

252 wqrsjLqLcomprehensiveLresourceLandLwenomeLqtlasLforLrreastLsancer[LInternationalgJournalgofg
CancerXL2021XLadhXLihhZiid 7.5 1

251 LncbsancerLc[_jLanLupdatedLresourceLforLexperimentallyLsupportedLlncö”q]circö”qLcancerL
associationsLandLwebLtoolsLbasedLonLö”qZseqLandLscö”qZseqLdata[LNucleicgAcidsgResearchXL2021XLdiXLtabeaZtabeh20.1 44

250 LnseselljLaLcomprehensiveLdatabaseLofLpredictedLlncö”qZassociatedLceö”qLnetworksLatLsingleZcellL
resolution[LNucleicgAcidsgResearchXL2021XLdiXLtabeZtacc 20.1 17

249 Lincβ” Lc[_jLanLupdatedLdatabaseLforLlinkingLfunctionalLvariantsLtoLhumanLlongLnonZcodingLö”qsXL
circularLö”qsLandLtheirLregulatoryLelements[LNucleicgAcidsgResearchXL2021XLdiXLtabddZtabe_ 20.1 12

248 ytxLclonalLheterogeneityLsegregatesLaLsubgroupLofLnonZap]aiqLcodeletedLgliomasLwithL
unfavourableLclinicalLoutcome[LNeuropathologygandgAppliedgNeurobiologyXL2021XLdgXLcidZd_e 5.2 1

247 βystematicLanalysisLofLenhancerLregulatoryLcircuitLperturbationLdrivenLbyLcopyLnumberLvariationsLinL
malignantLglioma[LTheranosticsXL2021XLaaXLc_f_Zc_gc 12.1 1

246 qssociationLretweenLtietaryLyronLyntakeLandLβerumLverritinLandLβevereLxeadacheLorL“igraine[L
FrontiersgingNutritionXL2021XLhXLfheefd 6.2 0

245 tissectingLimmuneLcellLstatLregulationLnetworkLrevealsLbiomarkersLtoLpredictLysrLtherapyL
respondersLinLmelanoma[LJournalgofgTranslationalgMedicineXL2021XLaiXLbif 8.5 2

244 βubstrateLβtiffnessL“odulatesLtheLwrowthXL henotypeXLandLshemoresistanceLofL–varianLsancerL
sells[LFrontiersgingCellgandgDevelopmentalgBiologyXL2021XLiXLgahhcd 5.7 5

243
somprehensiveLcharacterizationLgeneticLregulationLandLchromatinLlandscapeLofL
enhancerZassociatedLlongLnonZcodingLö”qsLandLtheirLimplicationLinLhumanLcancer[LBriefingsging
BioinformaticsXL2021XL

13.4 1

242
sombinedLhomologousLrecombinationLrepairLdeficiencyLandLimmuneLactivationLanalysisLforL
predictingLintensifiedLresponsesLofLanthracyclineXLcyclophosphamideLandLtaxaneLchemotherapyLinL
tripleZnegativeLbreastLcancer[LBMCgMedicineXL2021XLaiXLai_

11.4 3

241 tiscoveringLaLqualitativeLtranscriptionalLsignatureLofLhomologousLrecombinationLdefectivenessLforL
prostateLcancer[LIScienceXL2021XLbdXLa_cace 6.1 1

240 “odelsLforL redictingLβentinelLandL”onZsentinelLLymphL”odesLrasedLonL reZoperativeLUltrasonicL
rreastLymagingLtoL–ptimizeLqxillaryLβtrategies[LUltrasoundgingMedicinegandgBiologyXL2021XLdgXLca_aZcaa_ 3.5 1

239 ydentifyingLandLcharacterizingLlincö”qLgenomicLclustersLrevealsLitsLcooperativeLfunctionsLinLhumanL
cancer[[LJournalgofgTranslationalgMedicineXL2021XLaiXLe_i 8.5 0

238 nctö“arkerjLaLcomputationalLmethodLforLidentifyingLnonZcodingLö”qLsignaturesLofLdrugLresistanceL
basedLonLheterogeneousLnetwork[LAnnalsgofgTranslationalgMedicineXL2020XLhXLacie 3.2 1

237 slonalLtumorLmutationsLinLhomologousLrecombinationLgenesLpredictLfavorableLclinicalLoutcomeLinL
ovarianLcancerLtreatedLwithLplatinumZbasedLchemotherapy[LGynecologicgOncologyXL2020XLaehXLffZgf 4.9 2

(2020-2021)
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236 LncβpqjLLncö”qLβpatialLqtlasLofLuxpressionLacrossL”ormalLandLsancerLTissues[LCancergResearchXL
2020XLh_XLb_fgZb_ga 10.1 14

235  anZcancerLcharacterizationLofLimmuneZrelatedLlncö”qsLidentifiesLpotentialLoncogenicLbiomarkers[L
NaturegCommunicationsXL2020XLaaXLa___ 17.4 142

234 rerberineLpreventsLprimaryLperitonealLadhesionLandLadhesionLreformationLbyLdirectlyLinhibitingL
Ty“ Za[LActagPharmaceuticagSinicagBXL2020XLa_XLhabZhbd 15.5 7

233  rioritizingLweneLsascadingL athsLtoL“odelLsolorectalLsancerLThroughLungineeredL–rganoids[L
FrontiersgingBioengineeringgandgBiotechnologyXL2020XLhXLab 5.8 1

232 sombinationLofLmultipleLtumorZinfiltratingLimmuneLcellsLpredictsLclinicalLoutcomeLinLcolonLcancer[L
ClinicalgImmunologyXL2020XLbaeXLa_hdab 9 9

231 LnseVarjLaLcomprehensiveLdatabaseLofLgenomicLvariationsLthatLdisturbLceö”qLnetworkLregulation[L
NucleicgAcidsgResearchXL2020XLdhXLtaaaZtaag 20.1 36

230 LncTartjLaLmanuallyZcuratedLdatabaseLofLexperimentallyZsupportedLfunctionalLlncö”qZtargetL
regulationsLinLhumanLdiseases[LNucleicgAcidsgResearchXL2020XLdhXLtaahZtabf 20.1 42

229 TranscriptomeLanalysisLrevealsLaLreprogrammingLenergyLmetabolismZrelatedLsignatureLtoLimproveL
prognosisLinLcolonLcancer[LPeerJXL2020XLhXLeideh 3.1 1

228 somplexLimpactLofLt”qLmethylationLonLtranscriptionalLdysregulationLacrossLbbLhumanLcancerL
types[LNucleicgAcidsgResearchXL2020XLdhXLbbhgZbc_b 20.1 13

227 ö”qacttrugjLaLcomprehensiveLdatabaseLofLö”qsLassociatedLwithLdrugLsensitivityLfromLmultiZomicsL
data[LBriefingsgingBioinformaticsXL2020XLbaXLbafgZbagd 13.4 9

226
ydentificationLandLcomprehensiveLcharacterizationLofLlncö”qsLwithLcopyLnumberLvariationsLandL
theirLdrivingLtranscriptionalLperturbedLsubpathwaysLrevealLfunctionalLsignificanceLforLcancer[L
BriefingsgingBioinformaticsXL2020XLbaXLbaecZbaff

13.4 2

225 ZurbZqβaLqcceleratesLupithelial]“esenchymalLTransitionLThroughLmiöZab_e]söKLL athwayLinL
solorectalLsancer[LCancergBiotherapygandgRadiopharmaceuticalsXL2020XLceXLaecZafb 3.9 8

224 wtvaaLinhibitsLcardiomyocyteLpyroptosisLandLexertsLcardioprotectionLinLacuteLmyocardialL
infarctionLmiceLbyLupregulationLofLtranscriptionLfactorLx–Xqc[LCellgDeathgandgDiseaseXL2020XLaaXLiag 9.8 13

223 ydentifyingLbifurcatedLpathsLwithLdifferentialLfunctionLimpactLinLglioblastomasLevolution[L
InternationalgJournalgofgCancerXL2020XLadgXLcaciZcaea 7.5

222 “yastheniaLwravisLsoexistingLWithL rimaryLβjˆ¶grenSsLβyndromejLöeportLofLThreeLsasesLandL
LiteratureLöeview[LFrontiersgingNeurologyXL2020XLaaXLici 4.1 1

221 qLcomprehensiveLoverviewLofLoncogenicLpathwaysLinLhumanLcancer[LBriefingsgingBioinformaticsXL
2020XLbaXLiegZifi 13.4 10

220 ydentifyingLfunctionsLandLprognosticLbiomarkersLofLnetworkLmotifsLmarkedLbyLdiverseLchromatinL
statesLinLhumanLcellLlines[LOncogeneXL2020XLciXLfggZfhi 9.2 5

219 u[LcoliLdiversityjLlowLinLcolorectalLcancer[LBMCgMedicalgGenomicsXL2020XLacXLei 3.7 3
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218 tynamicLuxpressionLofLmqLöegulatorsLturingL“ultipleLxumanLTissueLtevelopmentLandLsancers[L
FrontiersgingCellgandgDevelopmentalgBiologyXL2020XLhXLfbi_c_ 5.7 1

217
somprehensiveLanalysisLofLlongLnoncodingLö”qLTlncö”qUZchromatinLinteractionsLrevealsLlncö”qL
functionsLdependentLonLbindingLdiverseLregulatoryLelements[LJournalgofgBiologicalgChemistryXL2019XL
bidXLaefacZaefbb

5.4 18

216 somprehensiveLsharacterizationLofLβomaticL“utationsLympactingLlncö”qLuxpressionLforL
 anZsancer[LMoleculargTherapygvgNucleicgAcidsXL2019XLahXLffZgi 10.7 12

215 LandscapeLofLunhancerZunhancerLsooperativeLöegulationLduringLxumanLsardiacLsommitment[L
MoleculargTherapygvgNucleicgAcidsXL2019XLagXLhd_Zhea 10.7 6

214 townregulatedL“s–L”aLqttenuatesLTheL rogressionL–fL”onZβmallZsellLLungLsancerLryLynhibitingL
LysosomeZqutophagy[LCancergManagementgandgResearchXL2019XLaaXLhf_gZhfag 3.6 8

213 wainZofZvunctionL“utationsjLqnLumergingLqdvantageLforLsancerLriology[LTrendsgingBiochemicalg
SciencesXL2019XLddXLfeiZfgd 10.3 24

212 βupportLVectorL“achineLforLqnalyzingLsontributionsLofLrrainLöegionsLturingLTaskZβtateLf“öy[L
FrontiersgingNeuroinformaticsXL2019XLacXLa_ 3.9 13

211 öevealingLclonalityLandLsubclonalityLofLdriverLgenesLforLclinicalLsurvivalLbenefitsLinLbreastLcancer[L
BreastgCancergResearchgandgTreatmentXL2019XLageXLiaZa_d 4.4 6

210 βurveyLofLmiö”qZmiö”qLcooperativeLregulationLprinciplesLacrossLcancerLtypes[LBriefingsging
BioinformaticsXL2019XLb_XLafbaZafch 13.4 17

209 LandscapeLofLtheLlongLnonZcodingLö”qLtranscriptomeLinLhumanLheart[LBriefingsgingBioinformaticsXL
2019XLb_XLahabZahbe 13.4 11

208 ydentifyingLsubpathwayLsignaturesLforLindividualizedLanticancerLdrugLresponseLbyLintegratingL
multiZomicsLdata[LJournalgofgTranslationalgMedicineXL2019XLagXLbee 8.5 8

207 ydentifyingLsancerLtriverLlncö”qsLrridgedLbyLvunctionalLuffectorsLthroughLyntegratingL“ultiZomicsL
tataLinLxumanLsancers[LMoleculargTherapygvgNucleicgAcidsXL2019XLagXLcfbZcgc 10.7 20

206 somputationalLupigeneticsLforLrreastLsancerL2019XLbccZbdf

205 tiscoveringLöareLwenesLsontributingLtoLsancerLβtemnessLandLynvasiveL otentialLbyLwr“LβingleZsellL
TranscriptionalLqnalysis[LCancersXL2019XLaaXL 6.6 3

204 “uöyTjLβystematicLqnalysisLandLsharacterizationLofL“utationalLuffectLonLö”qLynteractomeL
Topology[LHepatologyXL2019XLg_XLecbZedf 11.2 16

203
βystematicLidentificationLofLlincö”qZbasedLprognosticLbiomarkersLbyLintegratingLlincö”qL
expressionLandLcopyLnumberLvariationLinLlungLadenocarcinoma[LInternationalgJournalgofgCancerXL
2019XLaddXLagbcZagcd

7.5 43

202 rreastLcancerLprognosisLsignaturejLlinkingLriskLstratificationLtoLdiseaseLsubtypes[LBriefingsging
BioinformaticsXL2019XLb_XLbac_Zbad_ 13.4 26

201 LncqsTdbLb[_jLanLupdatedLdatabaseLofLexperimentallyLsupportedLceö”qLinteractionsLcuratedLfromL
lowZLandLhighZthroughputLexperiments[LNucleicgAcidsgResearchXL2019XLdgXLtabaZtabg 20.1 70

(2019-2020)
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200 LncbsancerLvb[_jLupdatedLdatabaseLofLexperimentallyLsupportedLlongLnonZcodingLö”qsLinLhumanL
cancers[LNucleicgAcidsgResearchXL2019XLdgXLta_bhZta_cc 20.1 114

199 sancerβuqjLaLcancerLsingleZcellLstateLatlas[LNucleicgAcidsgResearchXL2019XLdgXLti__Zti_h 20.1 127

198 βexLdifferenceLofLmutationLclonalityLinLdiffuseLgliomaLevolution[LNeurovOncologyXL2019XLbaXLb_aZbac 1 16

197 sell“arkerjLaLmanuallyLcuratedLresourceLofLcellLmarkersLinLhumanLandLmouse[LNucleicgAcidsg
ResearchXL2019XLdgXLtgbaZtgbh 20.1 305

196 βystematicLreviewLregulatoryLprinciplesLofLnonZcodingLö”qsLinLcardiovascularLdiseases[LBriefingsging
BioinformaticsXL2019XLb_XLffZgf 13.4 12

195 ydentifyingLmutualLexclusivityLacrossLcancerLgenomesjLcomputationalLapproachesLtoLdiscoverL
geneticLinteractionLandLrevealLtumorLvulnerability[LBriefingsgingBioinformaticsXL2019XLb_XLbedZbff 13.4 19

194 ynferencesLofLindividualLdrugLresponsesLacrossLdiverseLcancerLtypesLusingLaLnovelLcompetingL
endogenousLö”qLnetwork[LMoleculargOncologyXL2018XLabXLadbiZaddf 7.9 18

193 Lnc“q jL anZcancerLatlasLofLlongLnoncodingLö”qZmediatedLtranscriptionalLnetworkLperturbations[L
NucleicgAcidsgResearchXL2018XLdfXLaaacZaabc 20.1 59

192 Lncb“ethjLaLmanuallyLcuratedLdatabaseLofLregulatoryLrelationshipsLbetweenLlongLnonZcodingLö”qsL
andLt”qLmethylationLassociatedLwithLhumanLdisease[LNucleicgAcidsgResearchXL2018XLdfXLtaccZtach 20.1 35

191 “βttjLaLmanuallyLcuratedLdatabaseLofLexperimentallyLsupportedLassociationsLamongLmiö”qsXL
β” sLandLhumanLdiseases[LNucleicgAcidsgResearchXL2018XLdfXLtahaZtahe 20.1 29

190 tiseaseunhancerjLaLresourceLofLhumanLdiseaseZassociatedLenhancerLcatalog[LNucleicgAcidsgResearchXL
2018XLdfXLtghZthd 20.1 43

189 βuusancerjLaLresourceLforLsomaticLeventsLinLevolutionLofLcancerLgenome[LNucleicgAcidsgResearchXL
2018XLdfXLta_ahZta_bf 20.1 8

188 sombinatorialLepigeneticLregulationLofLnonZcodingLö”qsLhasLprofoundLeffectsLonLoncogenicL
pathwaysLinLbreastLcancerLsubtypes[LBriefingsgingBioinformaticsXL2018XLaiXLebZfd 13.4 12

187 LnshromjLaLresourceLofLexperimentallyLvalidatedLlncö”qZchromatinLinteractionsLinLhumanLandL
mouse[LDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationXL2018XLb_ahXL 5 24

186 vqsuöjLcomprehensiveLmolecularLandLfunctionalLcharacterizationLofLepigeneticLchromatinL
regulators[LNucleicgAcidsgResearchXL2018XLdfXLa__aiZa__cc 20.1 8

185 TranscriptomeLanalysisLrevealsLaLlongLnonZcodingLö”qLsignatureLtoLimproveLbiochemicalLrecurrenceL
predictionLinLprostateLcancer[LOncotargetXL2018XLiXLbdicfZbdidi 3.3 7

184 qLpanZcancerLatlasLofLcancerLhallmarkZassociatedLcandidateLdriverLlncö”qs[LMoleculargOncologyXL
2018XLabXLaih_Zb__e 7.9 13

183 sapturingLfunctionalLlongLnonZcodingLö”qsLthroughLintegratingLlargeZscaleLcausalLrelationsLfromL
geneLperturbationLexperiments[LEBioMedicineXL2018XLceXLcfiZch_ 8.8 14
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182 wenomicZβcaleL rioritizationLofLtiseaseZöelatedL”onZcodingLö”qs[LAdvancesgingExperimentalg
MedicinegandgBiologyXL2018XLa_idXLbiZcg 3.6

181 somputationalLynferringLofLöiskLβubpathwaysL“ediatedLbyLtysfunctionalL”onZcodingLö”qs[L
AdvancesgingExperimentalgMedicinegandgBiologyXL2018XLa_idXLhgZie 3.6

180 ”onZcodingLö”qLöesources[LAdvancesgingExperimentalgMedicinegandgBiologyXL2018XLa_idXLaZg 3.6 9

179 Ty jLqLWebLβerverLforLöesolvingLTumorLymmunophenotypeL rofiling[LCancergResearchXL2018XLghXLfegeZfeh_10.1 109

178 qpoptosisZinducingLeffectsLandLgrowthLinhibitoryLofLaLnovelLchalconeXLinLhumanLhepaticLcancerLcellsL
andLlungLcancerLcells[LBiomedicinegandgPharmacotherapyXL2018XLa_eXLaieZb_c 7.5 11

177 ynsightLintoLx–TqyöLstructuralLfeaturesLandLfunctionsLasLlandingLpadsLforLtranscriptionLregulationL
proteins[LBiochemicalgandgBiophysicalgResearchgCommunicationsXL2017XLdheXLfgiZfhe 3.4 14

176 Lncö”qsb athwaysjLydentifyingLtheLpathwaysLinfluencedLbyLaLsetLofLlncö”qsLofLinterestLbasedLonLaL
globalLnetworkLpropagationLmethod[LScientificgReportsXL2017XLgXLdfeff 4.9 13

175 sooperativeLgenomicLalterationLnetworkLrevealsLmolecularLclassificationLacrossLabLmajorLcancerL
types[LNucleicgAcidsgResearchXL2017XLdeXLefgZehb 20.1 17

174 wvyaLdownregulationLpromotesLinflammationZlinkedLmetastasisLofLcolorectalLcancer[LCellgDeathgandg
DifferentiationXL2017XLbdXLibiZidc 12.7 10

173 ö”qLvunctionL rediction[LMethodsgingMoleculargBiologyXL2017XLafedXLagZbh 1.4 9

172 ValidationLstudyLofLtheLsafetyLattitudesLquestionnaireLTβqQULinLpublicLhospitalsLofLxeilongjiangL
provinceXLshina[LPLoSgONEXL2017XLabXLe_agidhf 3.7 11

171 miö”qZmiö”qLcrosstalkjLfromLgenomicsLtoLphenomics[LBriefingsgingBioinformaticsXL2017XLahXLa__bZa_aa 13.4 16

170 qLcomprehensiveLoverviewLofLlncö”qLannotationLresources[LBriefingsgingBioinformaticsXL2017XLahXLbcfZbdi13.4 85

169 TheLLncö”qLsonnectivityL“apjLUsingLLncö”qLβignaturesLtoLsonnectLβmallL“oleculesXLLncö”qsXLandL
tiseases[LScientificgReportsXL2017XLgXLffee 4.9 19

168
rio“b“ettiseasejLaLmanuallyLcuratedLdatabaseLforLassociationsLbetweenLmicroö”qsXLmetabolitesXL
smallLmoleculesLandLmetabolicLdiseases[LDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationXL
2017XLb_agXL

5 2

167 s qw“jLinferringLsubpathwayLactivityLbyLintegratingLgeneLandLmiö”qLexpressionZrobustLfunctionalL
signatureLidentificationLforLmelanomaLprognoses[LScientificgReportsXL2017XLgXLaecbb 4.9 5

166 qcuteLexposureLtoLfineLparticulateLmatterLandLcardiovascularLhospitalLemergencyLroomLvisitsLinL
reijingXLshina[LEnvironmentalgPollutionXL2017XLbb_XLcagZcbg 9.3 53

165 sharacterizationLofLsolubleL”ZethylmaleimideZsensitiveLfactorLattachmentLproteinLreceptorLgeneL
βTXahLvariationsLforLpossibleLrolesLinLcongenitalLheartLdiseases[LGeneXL2017XLeihXLgiZhc 3.8 5

(2017-2018)
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164 Lincβ” Lb[_jLanLupdatedLdatabaseLforLlinkingLdiseaseZassociatedLβ” sLtoLhumanLlongLnonZcodingL
ö”qsLandLtheirLTvrβs[LNucleicgAcidsgResearchXL2017XLdeXLtgdZtgh 20.1 64

163 ymprovedLmethodLforLprioritizationLofLdiseaseLassociatedLlncö”qsLbasedLonLceö”qLtheoryLandL
functionalLgenomicsLdata[LOncotargetXL2017XLhXLdfdbZdfee 3.3 20

162 sompetingLendogenousLö”qLnetworkLanalysisLidentifiesLcriticalLgenesLamongLtheLdifferentLbreastL
cancerLsubtypes[LOncotargetXL2017XLhXLa_agaZa_ahd 3.3 21

161 βystemicallyLidentifyingLandLprioritizingLriskLlncö”qsLthroughLintegrationLofLpanZcancerLphenotypeL
associations[LOncotargetXL2017XLhXLab_daZab_ea 3.3 10

160
LncβubpathwayjLaLnovelLapproachLforLidentifyingLdysfunctionalLsubpathwaysLassociatedLwithLriskL
lncö”qsLbyLintegratingLlncö”qLandLmö”qLexpressionLprofilesLandLpathwayLtopologies[LOncotargetXL
2017XLhXLaedecZaedfi

3.3 8

159 sancerLkillersLinLtheLhumanLgutLmicrobiotajLdiverseLphylogenyLandLbroadLspectra[LOncotargetXL2017XL
hXLdiegdZdieia 3.3 22

158 “ultipleLgeneZspecificLt”qLmethylationLinLbloodLleukocytesLandLcolorectalLcancerLriskjLaL
caseZcontrolLstudyLinLshina[LOncotargetXL2017XLhXLfabciZfabeb 3.3 9

157 LncbsancerjLaLmanuallyLcuratedLdatabaseLofLexperimentallyLsupportedLlncö”qsLassociatedLwithL
variousLhumanLcancers[LNucleicgAcidsgResearchXL2016XLddXLtih_Ze 20.1 243

156 srosstalkLofLdynamicLfunctionalLmodulesLinLlungLdevelopmentLofLrhesusLmacaques[LMolecularg
BioSystemsXL2016XLabXLacdbZi 7

155 ydentifyingLtheLcrosstalkLofLdysfunctionalLpathwaysLmediatedLbyLlncö”qsLinLbreastLcancerLsubtypes[L
MoleculargBioSystemsXL2016XLabXLgaaZb_ 23

154 vineL articulateLqirL ollutionLandLxospitalLumergencyLöoomLVisitsLforLöespiratoryLtiseaseLinLUrbanL
qreasLinLreijingXLshinaXLinLb_ac[LPLoSgONEXL2016XLaaXLe_aec_ii 3.7 103

153 tysregulatedLlongLintergenicLnonZcodingLö”qLmodulesLcontributeLtoLheartLfailure[LOncotargetXL
2016XLgXLeifgfZeifi_ 3.3 15

152 “iöβuqjLtiscoveringLtheLpathwaysLregulatedLbyLdysfunctionalL“icroö”qs[LOncotargetXL2016XLgXLee_abZee_be3.3 9

151 βystematicallyLcharacterizingLdysfunctionalLlongLintergenicLnonZcodingLö”qsLinLmultipleLbrainL
regionsLofLmajorLpsychosis[LOncotargetXL2016XLgXLga_hgZga_ih 3.3 30

150 uwvövyyy]integrinL˛†cLinteractionLinLhypoxicLandLvitronectinenrichingLmicroenvironmentLpromoteL
wr“LprogressionLandLmetastasis[LOncotargetXL2016XLgXLdfh_Zid 3.3 42

149 tissectingLdysfunctionalLcrosstalkLpathwaysLregulatedLbyLmiö”qsLduringLgliomaLprogression[L
OncotargetXL2016XLgXLbegfiZhb 3.3 6

148 sonstructionLofLaLlncö”qZmediatedLfeedZforwardLloopLnetworkLrevealsLglobalLtopologicalLfeaturesL
andLprognosticLmotifsLinLhumanLcancers[LOncotargetXL2016XLgXLdeicgZdeidg 3.3 15

147 ydentifyingLandLfunctionallyLcharacterizingLtissueZspecificLandLubiquitouslyLexpressedLhumanL
lncö”qs[LOncotargetXL2016XLgXLgab_Zcc 3.3 57
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146 somprehensiveLcharacterizationLofLlncö”qZmö”qLrelatedLceö”qLnetworkLacrossLabLmajorLcancers[L
OncotargetXL2016XLgXLfdadhZfdafg 3.3 133

145 LongitudinalLqssociationsLbetweenLTriglyceridesLandL“etabolicLβyndromeLsomponentsLinLaLreijingL
qdultL opulationXLb__gZb_ab[LInternationalgJournalgofgMedicalgSciencesXL2016XLacXLddeZe_ 3.7 9

144 βubpathwayZL”sujLydentifyLdysfunctionalLsubpathwaysLcompetitivelyLregulatedLbyLlncö”qsL
throughLintegratingLlncö”qZmö”qLexpressionLprofileLandLpathwayLtopologies[LOncotargetXL2016XLgXLfihegZfihg_3.3 16

143 βpatiotemporalLslusterL atternsLofLxandXLvootXLandL“outhLtiseaseLatLtheLsountyLLevelLinL“ainlandL
shinaXLb__hZb_ab[LPLoSgONEXL2016XLaaXLe_adgecb 3.7 16

142 ydentificationLandLcharacterizationLofLlncö”qLmediatedLtranscriptionalLdysregulationLdictatesL
lncö”qLrolesLinLglioblastoma[LOncotargetXL2016XLgXLde_bgZde_da 3.3 27

141 uxtensiveLceö”qZceö”qLinteractionLnetworksLmediatedLbyLmiö”qsLregulateLdevelopmentLinL
multipleLrhesusLtissues[LNucleicgAcidsgResearchXL2016XLddXLidchZidea 20.1 38

140 sopyLnumberLvariationLofLucLubiquitinLligaseLgenesLinLperipheralLbloodLleukocyteLandLcolorectalL
cancer[LScientificgReportsXL2016XLfXLbihfi 4.9 8

139 STrafficLlightLrulesSjLshromatinLstatesLdirectLmiö”qZmediatedLnetworkLmotifsLrunningLbyLintegratingL
epigenomeLandLregulatome[LBiochimicagEtgBiophysicagActagvgGeneralgSubjectsXL2016XLahf_XLadgeZhh 4 9

138 ydentificationLofLaLlncö”qLinvolvedLfunctionalLmoduleLforLesophagealLcancerLsubtypes[LMolecularg
BioSystemsXL2016XLabXLccabZccbc 9

137 ydentificationLofLprognosticLbiomarkersLinLglioblastomaLusingLaLlongLnonZcodingLö”qZmediatedXL
competitiveLendogenousLö”qLnetwork[LOncotargetXL2016XLgXLdagcgZdagdg 3.3 33

136 sLysaLaLnovelLbiomarkerLofLintraperitonealLmetastasisLinLserousLepithelialLovarianLcancer[LTumorg
BiologyXL2015XLcfXLdageZi 2.9 22

135 qLnovelLdysregulatedLpathwayZidentificationLanalysisLbasedLonLglobalLinfluenceLofLwithinZpathwayL
effectsLandLcrosstalkLbetweenLpathways[LJournalgofgthegRoyalgSocietygInterfaceXL2015XLabXLb_ad_icg 4.1 11

134 yntegrativeLanalysisLofLlungLdevelopmentZcancerLexpressionLassociationsLrevealsLtheLrolesLofL
signaturesLwithLinverseLexpressionLpatterns[LMoleculargBioSystemsXL2015XLaaXLabgaZhd 7

133 weneL erturbationLqtlasLTw qUjLaLsingleZgeneLperturbationLrepositoryLforLcharacterizingLfunctionalL
mechanismsLofLcodingLandLnonZcodingLgenes[LScientificgReportsXL2015XLeXLa_hhi 4.9 14

132 ydentifyingLnovelLassociationsLbetweenLsmallLmoleculesLandLmiö”qsLbasedLonLintegratedLmolecularL
networks[LBioinformaticsXL2015XLcaXLcfchZdd 7.2 45

131 ydentificationLofLlncö”qZassociatedLcompetingLtripletsLrevealsLglobalLpatternsLandLprognosticL
markersLforLcancer[LNucleicgAcidsgResearchXL2015XLdcXLcdghZhi 20.1 172

130 ncöteathtrjLqLcomprehensiveLbioinformaticsLresourceLforLdecipheringLnetworkLorganizationLofL
theLncö”qZmediatedLcellLdeathLsystem[LAutophagyXL2015XLaaXLaiagZbf 10.2 50

129 shineseLherbalLtherapyLandLWesternLdrugLuseXLbeliefLandLadherenceLforLhypertensionLmanagementL
inLtheLruralLareasLofLxeilongjiangLprovinceXLshina[LPLoSgONEXL2015XLa_XLe_abce_h 3.7 3

(2015-2016)
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128 βpatiotemporalZspecificLlncö”qsLinLtheLbrainXLcolonXLliverLandLlungLofLmacaqueLduringLdevelopment[L
MoleculargBioSystemsXL2015XLaaXLcbecZfc 26

127 TheLmö”qLrelatedLceö”qZceö”qLlandscapeLandLsignificanceLacrossLb_LmajorLcancerLtypes[LNucleicg
AcidsgResearchXL2015XLdcXLhafiZhb 20.1 138

126 ydentificationLofLmoduleLbiomarkersLfromLtheLdysregulatedLceö”qZceö”qLinteractionLnetworkLinL
lungLadenocarcinoma[LMoleculargBioSystemsXL2015XLaaXLc_dhZeh 41

125 qLglobalLviewLofLnetworkLofLlncö”qsLandLtheirLbindingLproteins[LMoleculargBioSystemsXL2015XLaaXLfefZfc 19

124 ydentificationLofLcancerZrelatedLlncö”qsLthroughLintegratingLgenomeXLregulomeLandLtranscriptomeL
features[LMoleculargBioSystemsXL2015XLaaXLabfZcf 68

123 ”etworkZbasedLsurvivalZassociatedLmoduleLbiomarkerLandLitsLcrosstalkLwithLcellLdeathLgenesLinL
ovarianLcancer[LScientificgReportsXL2015XLeXLaaeff 4.9 31

122 “eβisjLqL“odelZrasedL“ethodLforLustimatingLeLmsLLevelsLatLβingleZspwLöesolutionLfromL
“ety Zseq[LScientificgReportsXL2015XLeXLadfii 4.9 8

121 sonstructionLandLanalysisLofLdynamicLtranscriptionLfactorLregulatoryLnetworksLinLtheLprogressionLofL
glioma[LScientificgReportsXL2015XLeXLaeiec 4.9 11

120
soZLncö”qjLinvestigatingLtheLlncö”qLcombinatorialLeffectsLinLw–LannotationsLandLKuwwLpathwaysL
basedLonLhumanLö”qZβeqLdata[LDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationXL2015XL
b_aeXL

5 91

119 shromatinLstatesLmodifyLnetworkLmotifsLcontributingLtoLcellZspecificLfunctions[LScientificgReportsXL
2015XLeXLaaich 4.9 9

118 ydentifyingLultrasoundLandLclinicalLfeaturesLofLbreastLcancerLmolecularLsubtypesLbyLensembleL
decision[LScientificgReportsXL2015XLeXLaa_he 4.9 41

117 βystematicallyL rioritizingLvunctionalLtifferentiallyL“ethylatedLöegionsLTft“ösULbyLyntegratingL
“ultiZomicsLtataLinLsolorectalLsancer[LScientificgReportsXL2015XLeXLabghi 4.9 4

116 uβuqjLtiscoveringLtheLtysregulatedL athwaysLbasedLonLudgeLβetLunrichmentLqnalysis[LScientificg
ReportsXL2015XLeXLac_dd 4.9 23

115 wlobalL rioritizationLofLtiseaseLsandidateL“etabolitesLrasedLonLaL“ultiZomicsLsompositeL”etwork[L
ScientificgReportsXL2015XLeXLagb_a 4.9 29

114 wenomeZwideLt”qLmethylomeLrevealsLtheLdysfunctionLofLintronicLmicroö”qsLinLmajorLpsychosis[L
BMCgMedicalgGenomicsXL2015XLhXLfb 3.7 23

113 miöβpongejLaLmanuallyLcuratedLdatabaseLforLexperimentallyLsupportedLmiö”qLspongesLandL
ceö”qs[LDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationXL2015XLb_aeXL 5 76

112 öiskLvactorsLofL“yopicLβhiftLamongL rimaryLβchoolLshildrenLinLreijingXLshinajLqL rospectiveLβtudy[L
InternationalgJournalgofgMedicalgSciencesXL2015XLabXLfccZh 3.7 32

111 sonstructionLandLanalysisLofLlncö”qZlncö”qLsynergisticLnetworksLtoLrevealLclinicallyLrelevantL
lncö”qsLinLcancer[LOncotargetXL2015XLfXLbe__cZaf 3.3 33
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110  revalenceLandLassociatedLfactorsLofLmyopiaLinLhighZschoolLstudentsLinLreijing[LPLoSgONEXL2015XLa_XLe_ab_gfd3.7 96

109
ydentificationLofLsubtypeLspecificLmiö”qZmö”qLfunctionalLregulatoryLmodulesLinLmatchedL
miö”qZmö”qLexpressionLdatajLmultipleLmyelomaLasLaLcase[LBioMedgResearchgInternationalXL2015XL
b_aeXLe_abfb

3 5

108 βystematicLanalysisLofLtheLassociationsLbetweenLadverseLdrugLreactionsLandLpathways[LBioMedg
ResearchgInternationalXL2015XLb_aeXLfg_idi 3 6

107 sofunctionalLβubpathwaysLWereLöegulatedLbyLTranscriptionLvactorLwithLsommonL“otifXLsommonL
vamilyXLorLsommonLTissue[LBioMedgResearchgInternationalXL2015XLb_aeXLgh_ceg 3

106  redictingLtheLfunctionsLofLlongLnoncodingLö”qsLusingLö”qZseqLbasedLonLrayesianLnetwork[L
BioMedgResearchgInternationalXL2015XLb_aeXLhciei_ 3 20

105 wenomeZwideLmethylomeLanalysesLrevealLnovelLepigeneticLregulationLpatternsLinLschizophreniaL
andLbipolarLdisorder[LBioMedgResearchgInternationalXL2015XLb_aeXLb_aehg 3 20

104
ydentifyingLcoreLgeneLmodulesLinLglioblastomaLbasedLonLmultilayerLfactorZmediatedLdysfunctionalL
regulatoryLnetworksLthroughLintegratingLmultiZdimensionalLgenomicLdata[LNucleicgAcidsgResearchXL
2015XLdcXLaiigZb__g

20.1 26

103 wenomeZwideLt”qLmethylomeLanalysisLrevealsLepigeneticallyLdysregulatedLnonZcodingLö”qsLinL
humanLbreastLcancer[LScientificgReportsXL2015XLeXLhgi_ 4.9 48

102 qugmentationLofLresponseLtoLchemotherapyLbyLmicroö”qZe_fLthroughLregulationLofLöqteaLinL
serousLovarianLcancers[LJournalgofgthegNationalgCancergInstituteXL2015XLa_gXL 9.7 80

101 βynrioLwtrjLaLresourceLforLexperimentallyLvalidatedLlogicLgatesLinLsyntheticLbiology[LScientificg
ReportsXL2015XLeXLh_i_ 4.9 12

100 ViörasejLaLresourceLforLvirusZhostLncö”qZassociatedLinteractions[LNucleicgAcidsgResearchXL2015XLdcXLteghZhb20.1 68

99 somputationalLidentificationLofLepigeneticallyLregulatedLlncö”qsLandLtheirLassociatedLgenesLbasedL
onLintegratingLgenomicLdata[LFEBSgLettersXL2015XLehiXLebaZca 3.8 20

98  redictionLofLpotentialLdiseaseZassociatedLmicroö”qsLbasedLonLrandomLwalk[LBioinformaticsXL2015XL
caXLah_eZae 7.2 138

97 T“öusjLqLtatabaseLofLTranscriptionLvactorLandL“iö”qLöegulatoryLsascadesLinLxumanLtiseases[L
PLoSgONEXL2015XLa_XLe_abebbb 3.7 15

96 sharacterizationLofLβ“qtcLweneLVariantsLforL ossibleLöolesLinLVentricularLβeptalLtefectsLandL
–therLsongenitalLxeartLtiseases[LPLoSgONEXL2015XLa_XLe_acaedb 3.7 14

95 sharacterizationLofLTranscriptionalLöepressorLweneL“βXaLVariationsLforL ossibleLqssociationsLwithL
songenitalLxeartLtiseases[LPLoSgONEXL2015XLa_XLe_adbfff 3.7 7

94 βubpathwayZw“irjLidentifyingLmiö”qZmediatedLmetabolicLsubpathwaysLbyLintegratingL
conditionZspecificLgenesXLmicroö”qsXLandLpathwayLtopologies[LOncotargetXL2015XLfXLciaeaZfd 3.3 18

93 Lncö”qLontologyjLinferringLlncö”qLfunctionsLbasedLonLchromatinLstatesLandLexpressionLpatterns[L
OncotargetXL2015XLfXLcigicZh_e 3.3 30

(2015-2015)
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92 öqytjLaLcomprehensiveLresourceLforLhumanLö”qZassociatedLTö”qZö”q]ö”qZproteinULinteraction[L
RnaXL2014XLb_XLihiZic 5.8 51

91 somparativeLepigeneticLanalysesLrevealLdistinctLpatternsLofLoncogenicLpathwaysLactivationLinL
breastLcancerLsubtypes[LHumangMoleculargGeneticsXL2014XLbcXLecghZic 5.6 27

90
zqKb]βTqTcLtargetedLtherapyLsuppressesLtumorLinvasionLviaLdisruptionLofLtheL
uwvövyyy]zqKb]βTqTcLaxisLandLassociatedLfocalLadhesionLinLuwvövyyyZexpressingLglioblastoma[L
NeurovOncologyXL2014XLafXLabbiZdc

1 59

89 vunctionalLcombinationLstrategyLforLprioritizationLofLhumanLmiö”qLtarget[LGeneXL2014XLeccXLacbZda 3.8 9

88 yndividualized athjLidentifyingLgeneticLalterationsLcontributingLtoLtheLdysfunctionalLpathwaysLinL
glioblastomaLindividuals[LMoleculargBioSystemsXL2014XLa_XLb_caZdb 7

87 yntegratingLepigeneticLmarksLforLidentificationLofLtranscriptionallyLactiveLmiö”qs[LGenomicsXL2014XL
a_dXLg_Zh 4.3 2

86  rioritizingLcandidateLdiseaseLmiö”qsLbyLintegratingLphenotypeLassociationsLofLmultipleLdiseasesL
withLmatchedLmiö”qLandLmö”qLexpressionLprofiles[LMoleculargBioSystemsXL2014XLa_XLbh__Zi 57

85 somputationalLidentificationLofLhumanLlongLintergenicLnonZcodingLö”qsLusingLaLwqZβV“Lalgorithm[L
GeneXL2014XLeccXLidZi 3.8 28

84 Lincβ” jLaLdatabaseLofLlinkingLdiseaseZassociatedLβ” sLtoLhumanLlargeLintergenicLnonZcodingLö”qs[L
BMCgBioinformaticsXL2014XLaeXLaeb 3.6 43

83 TheLdetectionLofLriskLpathwaysXLregulatedLbyLmiö”qsXLviaLtheLintegrationLofLsampleZmatchedL
miö”qZmö”qLprofilesLandLpathwayLstructure[LJournalgofgBiomedicalgInformaticsXL2014XLdiXLahgZig 10.2 8

82 somparisonLofLlongLnonZcodingLö”qsXLmicroö”qsLandLmessenger´ ö”qsLinvolvedLinLinitiationLandL
progressionLofLesophagealLsquamousLcellLcarcinoma[LMoleculargMedicinegReportsXL2014XLa_XLfebZfb 2.9 11

81 TheLt”qLmethylomeLandLtranscriptomeLofLdifferentLbrainLregionsLinLschizophreniaLandLbipolarL
disorder[LPLoSgONEXL2014XLiXLeiehge 3.7 64

80 ydentificationLofLaLcoreLmiö”qZpathwayLregulatoryLnetworkLinLgliomaLbyLtherapeuticallyLtargetingL
miöZahadXLmiöZbaXLmiöZbcbXL˛†ZsateninXLsr XLandLβTqTc[LPLoSgONEXL2014XLiXLea_ai_c 3.7 16

79 yntegratingLmultiZomicsLforLuncoveringLtheLarchitectureLofLcrossZtalkingLpathwaysLinLbreastLcancer[L
PLoSgONEXL2014XLiXLea_dbhb 3.7 18

78 wroupingLannotationsLonLtheLsubcellularLlayeredLinteractomeLdemonstratesLenhancedLautophagyL
activityLinLaLrecurrentLexperimentalLautoimmuneLuveitisLTLcellLline[LPLoSgONEXL2014XLiXLea_dd_d 3.7 2

77 sontourletLtextualLfeaturesjLimprovingLtheLdiagnosisLofLsolitaryLpulmonaryLnodulesLinLtwoL
dimensionalLsTLimages[LPLoSgONEXL2014XLiXLea_hdfe 3.7 3

76 βtratificationLofLgeneLcoexpressionLpatternsLandLw–LfunctionLminingLforLaLö”qZβeqLdataLseries[L
BioMedgResearchgInternationalXL2014XLb_adXLifigfh 3 1

75 qntioxidantLmechanismLofLöutinLonLhypoxiaZinducedLpulmonaryLarterialLcellLproliferation[LMolecules
XL2014XLaiXLai_cfZdi 4.8 27
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74  t_”wβqtlasjLaLreferenceLdatabaseLcombiningLnextZgenerationLsequencingLepigenomicLandL
transcriptomicLdataLforLpsychiatricLdisorders[LBMCgMedicalgGenomicsXL2014XLgXLga 3.7 9

73 “ y”etjLmetaboliteLpathwayLidentificationLviaLcouplingLofLglobalLmetaboliteLnetworkLstructureLandL
metabolomicLprofile[LBioMedgResearchgInternationalXL2014XLb_adXLcbefig 3 10

72 spwLislandLmethylatorLphenotypeLandLprognosisLofLcolorectalLcancerLinL”ortheastLshina[LBioMedg
ResearchgInternationalXL2014XLb_adXLbcfcfa 3 20

71 qLnovelLreannotationLstrategyLforLdissectingLt”qLmethylationLpatternsLofLhumanLlongLintergenicL
nonZcodingLö”qsLinLcancers[LNucleicgAcidsgResearchXL2014XLdbXLhbehZg_ 20.1 34

70 öiskLfactorsLofLsVtLmortalityLamongLtheLelderlyLinLreijingXLaiibLZLb__ijLanLahZyearLcohortLstudy[L
InternationalgJournalgofgEnvironmentalgResearchgandgPublicgHealthXL2014XLaaXLbaicZb_h 4.6 8

69 öiskLfactorsLforLcerebrovascularLdiseaseLmortalityLamongLtheLelderlyLinLreijingjLaLcompetingLriskL
analysis[LPLoSgONEXL2014XLiXLehghhd 3.7 17

68 ydentificationLofLmiö”qZmediatedLcoreLgeneLmoduleLforLgliomaLpatientLpredictionLbyLintegratingL
highZthroughputLmiö”qXLmö”qLexpressionLandLpathwayLstructure[LPLoSgONEXL2014XLiXLeifi_h 3.7 23

67 β” plincTvrβjLanLintegratedLdatabaseLofLpolymorphismsLinLhumanLLincö”qLtranscriptionLfactorL
bindingLsites[LPLoSgONEXL2014XLiXLea_chea 3.7 15

66 ydentifyingLaLpolymorphicLSswitchSLthatLinfluencesLmiö”qsSLregulationLofLaLmyastheniaLgravisLriskL
pathway[LPLoSgONEXL2014XLiXLea_dhbg 3.7 8

65  rioritizingLcandidateLdiseaseLmetabolitesLbasedLonLglobalLfunctionalLrelationshipsLbetweenL
metabolitesLinLtheLcontextLofLmetabolicLpathways[LPLoSgONEXL2014XLiXLea_dicd 3.7 17

64 weneLexpressionLprofilingLinLhumanLlungLdevelopmentjLanLabundantLresourceLforLlungL
adenocarcinomaLprognosis[LPLoSgONEXL2014XLiXLea_efci 3.7 17

63 WalkingLtheLinteractomeLtoLidentifyLhumanLmiö”qZdiseaseLassociationsLthroughLtheLfunctionalLlinkL
betweenLmiö”qLtargetsLandLdiseaseLgenes[LBMCgSystemsgBiologyXL2013XLgXLa_a 3.5 184

62 tissectionLofLtheLpotentialLcharacteristicLofLmiö”qZmiö”qLfunctionalLsynergisticLregulations[L
MoleculargBioSystemsXL2013XLiXLbagZbd 19

61
sorrigendumLtoLâ��vromLphenotypeLtoLgenejLtetectingLdiseaseZspecificLgeneLfunctionalLmodulesLviaL
aLtextZbasedLhumanLdiseaseLphenotypeLnetworkLconstructionâ��L[vurβLLett[LehdLTb_a_ULcfceâ��cfdc][L
FEBSgLettersXL2013XLehgXLchfZchf

3.8

60 somparativeLgenomicLanalysisLrevealsLevolutionaryLcharacteristicsLandLpatternsLofLmicroö”qL
clustersLinLvertebrates[LGeneXL2013XLeabXLchcZia 3.8 19

59 somprehensiveLanalysisLofLtheLfunctionalLmicroö”qZmö”qLregulatoryLnetworkLidentifiesLmiö”qL
signaturesLassociatedLwithLgliomaLmalignantLprogression[LNucleicgAcidsgResearchXL2013XLdaXLeb_c 20.1 99

58 ydentificationLofLactiveLtranscriptionLfactorLandLmiö”qLregulatoryLpathwaysLinLqlzheimerSsLdisease[L
BioinformaticsXL2013XLbiXLbeifZf_b 7.2 54

57  rioritisingLriskLpathwaysLofLcomplexLhumanLdiseasesLbasedLonLfunctionalLprofiling[LEuropeang
JournalgofgHumangGeneticsXL2013XLbaXLfffZgb 5.3 1

(2013-2014)
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56 sorrelationLofLandLmethylationLlevelsLbetweenLperipheralLbloodLleukocytesLandLcolorectalLtissueL
t”qLsamplesLinLcolorectalLcancerLpatients[LOncologygLettersXL2013XLfXLacg_Zacgf 2.6 10

55 TopologicallyLinferringLriskZactiveLpathwaysLtowardLpreciseLcancerLclassificationLbyLdirectedL
randomLwalk[LBioinformaticsXL2013XLbiXLbafiZgg 7.2 46

54 ydentifyingLdysfunctionalLmiö”qZmö”qLregulatoryLmodulesLbyLinverseLactivationXLcofunctionXLandL
highLinterconnectionLofLtargetLgenesjLaLcaseLstudyLofLglioblastoma[LNeurovOncologyXL2013XLaeXLhahZbh 1 22

53 β“bmiöjLaLdatabaseLofLtheLexperimentallyLvalidatedLsmallLmoleculesSLeffectsLonLmicroö”qL
expression[LBioinformaticsXL2013XLbiXLd_iZaa 7.2 114

52 βubpathwayZw“jLidentificationLofLmetabolicLsubpathwaysLviaLjointLpowerLofLinterestingLgenesLandL
metabolitesLandLtheirLtopologiesLwithinLpathways[LNucleicgAcidsgResearchXL2013XLdaXLea_a 20.1 85

51 “LxaLpromoterLmethylationLfrequencyLinLcolorectalLcancerLpatientsLandLrelatedLclinicopathologicalL
andLmolecularLfeatures[LPLoSgONEXL2013XLhXLeei_fd 3.7 59

50 tissectionLofLmiö”qZmiö”qLinteractionLinLesophagealLsquamousLcellLcarcinoma[LPLoSgONEXL2013XLhXLegcaia3.7 24

49 βystematicLidentificationLofLcoreLtranscriptionLfactorsLmediatingLdysregulatedLlinksLbridgingL
inflammatoryLbowelLdiseasesLandLcolorectalLcancer[LPLoSgONEXL2013XLhXLehcdie 3.7 2

48 xealthLliteracyLinLruralLareasLofLshinajLhypertensionLknowledgeLsurvey[LInternationalgJournalgofg
EnvironmentalgResearchgandgPublicgHealthXL2013XLa_XLaabeZch 4.6 42

47 mirTar rijLimprovedLprioritizationLofLmicroö”qLtargetsLthroughLincorporationLofLfunctionalL
genomicsLdata[LPLoSgONEXL2013XLhXLeecfhe 3.7 13

46 sharacterizingLgenesLwithLdistinctLmethylationLpatternsLinLtheLcontextLofLproteinZproteinL
interactionLnetworkjLapplicationLtoLhumanLbrainLtissues[LPLoSgONEXL2013XLhXLefehga 3.7 5

45 tissectionLofLhumanL“iö”qLregulatoryLinfluenceLtoLsubpathway[LBriefingsgingBioinformaticsXL2012XL
acXLageZhf 13.4 30

44 βystematicLidentificationLofLcommonLfunctionalLmodulesLrelatedLtoLheartLfailureLwithLdifferentL
etiologies[LGeneXL2012XLdiiXLccbZh 3.8 6

43 TheLtrajectoriesLandLcorrelationLbetweenLphysicalLlimitationLandLdepressionLinLelderlyLresidentsLofL
reijingXLaiibZb__i[LPLoSgONEXL2012XLgXLedbiii 3.7 13

42 qLnovelLmethodLtoLquantifyLgeneLsetLfunctionalLassociationLbasedLonLgeneLontology[LJournalgofgtheg
RoyalgSocietygInterfaceXL2012XLiXLa_fcZgb 4.1 28

41  rioritizingLcancerZrelatedLkeyLmiö”qZtargetLinteractionsLbyLintegrativeLgenomics[LNucleicgAcidsg
ResearchXL2012XLd_XLgfecZfe 20.1 29

40 ydentificationLofLlinksLbetweenLsmallLmoleculesLandLmiö”qsLinLhumanLcancersLbasedLonL
transcriptionalLresponses[LScientificgReportsXL2012XLbXLbhb 4.9 58

39 tiscoveringLdysfunctionLofLmultipleLmicroö”qsLcooperationLinLdiseaseLbyLaLconservedLmicroö”qL
coZexpressionLnetwork[LPLoSgONEXL2012XLgXLecbb_a 3.7 29
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38 sharacterizingLtheLnetworkLofLdrugsLandLtheirLaffectedLmetabolicLsubpathways[LPLoSgONEXL2012XLgXLedgcbf3.7 26

37 “iö”qZmiö”qLsynergisticLnetworkjLconstructionLviaLcoZregulatingLfunctionalLmodulesLandLdiseaseL
miö”qLtopologicalLfeatures[LNucleicgAcidsgResearchXL2011XLciXLhbeZcf 20.1 218

36 tifferentialLexpressionLpatternZbasedLprioritizationLofLcandidateLgenesLthroughLintegratingL
diseaseZspecificLexpressionLdata[LGenomicsXL2011XLihXLfdZga 4.3 12

35  redictingLhumanLmicroö”qLprecursorsLbasedLonLanLoptimizedLfeatureLsubsetLgeneratedLbyL
wqZβV“[LGenomicsXL2011XLihXLgcZh 4.3 46

34 TheLimplicationsLofLrelationshipsLbetweenLhumanLdiseasesLandLmetabolicLsubpathways[LPLoSgONEXL
2011XLfXLebaaca 3.7 39

33 tiseaseLembryoLdevelopmentLnetworkLrevealsLtheLrelationshipLbetweenLdiseaseLgenesLandLembryoL
developmentLgenes[LJournalgofgTheoreticalgBiologyXL2011XLbhgXLa__Zh 2.3 3

32 βystematicLanalysisLofLhumanLmicroö”qLdivergenceLbasedLonLevolutionaryLemergence[LFEBSgLetters
XL2011XLeheXLbd_Zh 3.8 13

31 “icroö”qLregulationLconstrainsLtheLorganizationLofLtargetLgenesLonLmammalianLchromosomes[L
FEBSgLettersXL2011XLeheXLahigZi_d 3.8 5

30 qLrobustLapproachLbasedLonLWeibullLdistributionLforLclusteringLgeneLexpressionLdata[LAlgorithmsgforg
MoleculargBiologyXL2011XLfXLad 1.8 17

29 t–βimjLanLöLpackageLforLsimilarityLbetweenLdiseasesLbasedLonLtiseaseL–ntology[LBMCg
BioinformaticsXL2011XLabXLbff 3.6 65
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