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182 uβuqjLtiscoveringLtheLtysregulatedL athwaysLbasedLonLudgeLβetLunrichmentLqnalysis[LScientificg
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179 sLysaLaLnovelLbiomarkerLofLintraperitonealLmetastasisLinLserousLepithelialLovarianLcancer[LTumorg
BiologyXL2015XLcfXLdageZi 2.9 22
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highLinterconnectionLofLtargetLgenesjLaLcaseLstudyLofLglioblastoma[LNeurovOncologyXL2013XLaeXLhahZbh 1 22
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170 ymprovedLmethodLforLprioritizationLofLdiseaseLassociatedLlncö”qsLbasedLonLceö”qLtheoryLandL
functionalLgenomicsLdata[LOncotargetXL2017XLhXLdfdbZdfee 3.3 20

169 qLglobalLviewLofLnetworkLofLlncö”qsLandLtheirLbindingLproteins[LMoleculargBioSystemsXL2015XLaaXLfefZfc 19

168 tissectionLofLtheLpotentialLcharacteristicLofLmiö”qZmiö”qLfunctionalLsynergisticLregulations[L
MoleculargBioSystemsXL2013XLiXLbagZbd 19

167 TheLLncö”qLsonnectivityL“apjLUsingLLncö”qLβignaturesLtoLsonnectLβmallL“oleculesXLLncö”qsXLandL
tiseases[LScientificgReportsXL2017XLgXLffee 4.9 19

166 somparativeLgenomicLanalysisLrevealsLevolutionaryLcharacteristicsLandLpatternsLofLmicroö”qL
clustersLinLvertebrates[LGeneXL2013XLeabXLchcZia 3.8 19

165 ydentifyingLmutualLexclusivityLacrossLcancerLgenomesjLcomputationalLapproachesLtoLdiscoverL
geneticLinteractionLandLrevealLtumorLvulnerability[LBriefingsgingBioinformaticsXL2019XLb_XLbedZbff 13.4 19
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164 βurvival“ethjLaLwebLserverLtoLinvestigateLtheLeffectLofLt”qLmethylationZrelatedLfunctionalL
elementsLonLprognosis[LBriefingsgingBioinformaticsXL2021XLbbXL 13.4 19

163
somprehensiveLanalysisLofLlongLnoncodingLö”qLTlncö”qUZchromatinLinteractionsLrevealsLlncö”qL
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159 βubpathwayZw“irjLidentifyingLmiö”qZmediatedLmetabolicLsubpathwaysLbyLintegratingL
conditionZspecificLgenesXLmicroö”qsXLandLpathwayLtopologies[LOncotargetXL2015XLfXLciaeaZfd 3.3 18

158 sooperativeLgenomicLalterationLnetworkLrevealsLmolecularLclassificationLacrossLabLmajorLcancerL
types[LNucleicgAcidsgResearchXL2017XLdeXLefgZehb 20.1 17

157 βurveyLofLmiö”qZmiö”qLcooperativeLregulationLprinciplesLacrossLcancerLtypes[LBriefingsging
BioinformaticsXL2019XLb_XLafbaZafch 13.4 17

156 qLrobustLapproachLbasedLonLWeibullLdistributionLforLclusteringLgeneLexpressionLdata[LAlgorithmsgforg
MoleculargBiologyXL2011XLfXLad 1.8 17

155 qnalysisLofLsynonymousLcodonLusageLinLchloroplastLgenomeLofL opulusLalba[LJournalgofgForestryg
ResearchXL2008XLaiXLbicZbig 2 17

154 öiskLfactorsLforLcerebrovascularLdiseaseLmortalityLamongLtheLelderlyLinLreijingjLaLcompetingLriskL
analysis[LPLoSgONEXL2014XLiXLehghhd 3.7 17

153  rioritizingLcandidateLdiseaseLmetabolitesLbasedLonLglobalLfunctionalLrelationshipsLbetweenL
metabolitesLinLtheLcontextLofLmetabolicLpathways[LPLoSgONEXL2014XLiXLea_dicd 3.7 17

152 weneLexpressionLprofilingLinLhumanLlungLdevelopmentjLanLabundantLresourceLforLlungL
adenocarcinomaLprognosis[LPLoSgONEXL2014XLiXLea_efci 3.7 17

151 LnseselljLaLcomprehensiveLdatabaseLofLpredictedLlncö”qZassociatedLceö”qLnetworksLatLsingleZcellL
resolution[LNucleicgAcidsgResearchXL2021XLdiXLtabeZtacc 20.1 17

150 miö”qZmiö”qLcrosstalkjLfromLgenomicsLtoLphenomics[LBriefingsgingBioinformaticsXL2017XLahXLa__bZa_aa 13.4 16

149 ydentificationLofLaLcoreLmiö”qZpathwayLregulatoryLnetworkLinLgliomaLbyLtherapeuticallyLtargetingL
miöZahadXLmiöZbaXLmiöZbcbXL˛†ZsateninXLsr XLandLβTqTc[LPLoSgONEXL2014XLiXLea_ai_c 3.7 16

148 βubpathwayZL”sujLydentifyLdysfunctionalLsubpathwaysLcompetitivelyLregulatedLbyLlncö”qsL
throughLintegratingLlncö”qZmö”qLexpressionLprofileLandLpathwayLtopologies[LOncotargetXL2016XLgXLfihegZfihg_3.3 16

147 βpatiotemporalLslusterL atternsLofLxandXLvootXLandL“outhLtiseaseLatLtheLsountyLLevelLinL“ainlandL
shinaXLb__hZb_ab[LPLoSgONEXL2016XLaaXLe_adgecb 3.7 16

Xia Li
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146 “uöyTjLβystematicLqnalysisLandLsharacterizationLofL“utationalLuffectLonLö”qLynteractomeL
Topology[LHepatologyXL2019XLg_XLecbZedf 11.2 16

145 βexLdifferenceLofLmutationLclonalityLinLdiffuseLgliomaLevolution[LNeurovOncologyXL2019XLbaXLb_aZbac 1 16

144 β” plincTvrβjLanLintegratedLdatabaseLofLpolymorphismsLinLhumanLLincö”qLtranscriptionLfactorL
bindingLsites[LPLoSgONEXL2014XLiXLea_chea 3.7 15

143 T“öusjLqLtatabaseLofLTranscriptionLvactorLandL“iö”qLöegulatoryLsascadesLinLxumanLtiseases[L
PLoSgONEXL2015XLa_XLe_abebbb 3.7 15

142 tysregulatedLlongLintergenicLnonZcodingLö”qLmodulesLcontributeLtoLheartLfailure[LOncotargetXL
2016XLgXLeifgfZeifi_ 3.3 15

141 sonstructionLofLaLlncö”qZmediatedLfeedZforwardLloopLnetworkLrevealsLglobalLtopologicalLfeaturesL
andLprognosticLmotifsLinLhumanLcancers[LOncotargetXL2016XLgXLdeicgZdeidg 3.3 15

140 ynsightLintoLx–TqyöLstructuralLfeaturesLandLfunctionsLasLlandingLpadsLforLtranscriptionLregulationL
proteins[LBiochemicalgandgBiophysicalgResearchgCommunicationsXL2017XLdheXLfgiZfhe 3.4 14

139 weneL erturbationLqtlasLTw qUjLaLsingleZgeneLperturbationLrepositoryLforLcharacterizingLfunctionalL
mechanismsLofLcodingLandLnonZcodingLgenes[LScientificgReportsXL2015XLeXLa_hhi 4.9 14

138 LncβpqjLLncö”qLβpatialLqtlasLofLuxpressionLacrossL”ormalLandLsancerLTissues[LCancergResearchXL
2020XLh_XLb_fgZb_ga 10.1 14

137 vromLphenotypeLtoLgenejLdetectingLdiseaseZspecificLgeneLfunctionalLmodulesLviaLaLtextZbasedL
humanLdiseaseLphenotypeLnetworkLconstruction[LFEBSgLettersXL2010XLehdXLcfceZdc 3.8 14

136 sharacterizationLofLβ“qtcLweneLVariantsLforL ossibleLöolesLinLVentricularLβeptalLtefectsLandL
–therLsongenitalLxeartLtiseases[LPLoSgONEXL2015XLa_XLe_acaedb 3.7 14

135 sapturingLfunctionalLlongLnonZcodingLö”qsLthroughLintegratingLlargeZscaleLcausalLrelationsLfromL
geneLperturbationLexperiments[LEBioMedicineXL2018XLceXLcfiZch_ 8.8 14

134 Lncö”qsb athwaysjLydentifyingLtheLpathwaysLinfluencedLbyLaLsetLofLlncö”qsLofLinterestLbasedLonLaL
globalLnetworkLpropagationLmethod[LScientificgReportsXL2017XLgXLdfeff 4.9 13

133 βupportLVectorL“achineLforLqnalyzingLsontributionsLofLrrainLöegionsLturingLTaskZβtateLf“öy[L
FrontiersgingNeuroinformaticsXL2019XLacXLa_ 3.9 13

132 TheLtrajectoriesLandLcorrelationLbetweenLphysicalLlimitationLandLdepressionLinLelderlyLresidentsLofL
reijingXLaiibZb__i[LPLoSgONEXL2012XLgXLedbiii 3.7 13

131 βystematicLanalysisLofLhumanLmicroö”qLdivergenceLbasedLonLevolutionaryLemergence[LFEBSgLetters
XL2011XLeheXLbd_Zh 3.8 13

130  atternsLofLsynonymousLcodonLusageLbiasLinLchloroplastLgenomesLofLseedLplants[LForestrygStudiesging
ChinaXL2008XLa_XLbceZbdb 13

129  hylogeographyLandL–riginLofLβheepLrreedsLinL”orthernLshina[LConservationgGeneticsXL2006XLgXLaagZabg 2.6 13

(2006-2019)
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128 mirTar rijLimprovedLprioritizationLofLmicroö”qLtargetsLthroughLincorporationLofLfunctionalL
genomicsLdata[LPLoSgONEXL2013XLhXLeecfhe 3.7 13

127 somplexLimpactLofLt”qLmethylationLonLtranscriptionalLdysregulationLacrossLbbLhumanLcancerL
types[LNucleicgAcidsgResearchXL2020XLdhXLbbhgZbc_b 20.1 13

126 wtvaaLinhibitsLcardiomyocyteLpyroptosisLandLexertsLcardioprotectionLinLacuteLmyocardialL
infarctionLmiceLbyLupregulationLofLtranscriptionLfactorLx–Xqc[LCellgDeathgandgDiseaseXL2020XLaaXLiag 9.8 13

125 qLpanZcancerLatlasLofLcancerLhallmarkZassociatedLcandidateLdriverLlncö”qs[LMoleculargOncologyXL
2018XLabXLaih_Zb__e 7.9 13

124 somprehensiveLsharacterizationLofLβomaticL“utationsLympactingLlncö”qLuxpressionLforL
 anZsancer[LMoleculargTherapygvgNucleicgAcidsXL2019XLahXLffZgi 10.7 12

123 sombinatorialLepigeneticLregulationLofLnonZcodingLö”qsLhasLprofoundLeffectsLonLoncogenicL
pathwaysLinLbreastLcancerLsubtypes[LBriefingsgingBioinformaticsXL2018XLaiXLebZfd 13.4 12

122 βynrioLwtrjLaLresourceLforLexperimentallyLvalidatedLlogicLgatesLinLsyntheticLbiology[LScientificg
ReportsXL2015XLeXLh_i_ 4.9 12

121 tifferentialLexpressionLpatternZbasedLprioritizationLofLcandidateLgenesLthroughLintegratingL
diseaseZspecificLexpressionLdata[LGenomicsXL2011XLihXLfdZga 4.3 12

120 βystematicLreviewLregulatoryLprinciplesLofLnonZcodingLö”qsLinLcardiovascularLdiseases[LBriefingsging
BioinformaticsXL2019XLb_XLffZgf 13.4 12

119 Lincβ” Lc[_jLanLupdatedLdatabaseLforLlinkingLfunctionalLvariantsLtoLhumanLlongLnonZcodingLö”qsXL
circularLö”qsLandLtheirLregulatoryLelements[LNucleicgAcidsgResearchXL2021XLdiXLtabddZtabe_ 20.1 12

118 qLnovelLdysregulatedLpathwayZidentificationLanalysisLbasedLonLglobalLinfluenceLofLwithinZpathwayL
effectsLandLcrosstalkLbetweenLpathways[LJournalgofgthegRoyalgSocietygInterfaceXL2015XLabXLb_ad_icg 4.1 11

117 ValidationLstudyLofLtheLsafetyLattitudesLquestionnaireLTβqQULinLpublicLhospitalsLofLxeilongjiangL
provinceXLshina[LPLoSgONEXL2017XLabXLe_agidhf 3.7 11

116 LandscapeLofLtheLlongLnonZcodingLö”qLtranscriptomeLinLhumanLheart[LBriefingsgingBioinformaticsXL
2019XLb_XLahabZahbe 13.4 11

115 somparisonLofLlongLnonZcodingLö”qsXLmicroö”qsLandLmessenger´ ö”qsLinvolvedLinLinitiationLandL
progressionLofLesophagealLsquamousLcellLcarcinoma[LMoleculargMedicinegReportsXL2014XLa_XLfebZfb 2.9 11

114 sonstructionLandLanalysisLofLdynamicLtranscriptionLfactorLregulatoryLnetworksLinLtheLprogressionLofL
glioma[LScientificgReportsXL2015XLeXLaeiec 4.9 11

113 uffectLofLQiZprotectingLpowderLTxuqiLβanULonLexpressionLofLcZjunXLcZfosLandLcZmycLinL
diethylnitrosamineZmediatedLhepatocarcinogenesis[LWorldgJournalgofgGastroenterologyXL2007XLacXLdaibZh5.6 11

112 qLurineZbasedLt”qLmethylationLassayLtoLfacilitateLearlyLdetectionLandLriskLstratificationLofLbladderL
cancer[LClinicalgEpigeneticsXL2021XLacXLia 7.7 11

111 qpoptosisZinducingLeffectsLandLgrowthLinhibitoryLofLaLnovelLchalconeXLinLhumanLhepaticLcancerLcellsL
andLlungLcancerLcells[LBiomedicinegandgPharmacotherapyXL2018XLa_eXLaieZb_c 7.5 11

Xia Li
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110 wvyaLdownregulationLpromotesLinflammationZlinkedLmetastasisLofLcolorectalLcancer[LCellgDeathgandg
DifferentiationXL2017XLbdXLibiZidc 12.7 10

109 “ y”etjLmetaboliteLpathwayLidentificationLviaLcouplingLofLglobalLmetaboliteLnetworkLstructureLandL
metabolomicLprofile[LBioMedgResearchgInternationalXL2014XLb_adXLcbefig 3 10

108 sorrelationLofLandLmethylationLlevelsLbetweenLperipheralLbloodLleukocytesLandLcolorectalLtissueL
t”qLsamplesLinLcolorectalLcancerLpatients[LOncologygLettersXL2013XLfXLacg_Zacgf 2.6 10

107 ydentifyingLdrugZtargetLproteinsLbasedLonLnetworkLfeatures[LSciencegingChinagSeriesgC:gLifegSciencesXL
2009XLebXLcihZd_d 10

106 LocatingLtheLgenesLunderlyingLaLsimulatedLcomplexLdiseaseLbyLdiscriminantLanalysis[LGeneticg
EpidemiologyXL2001XLbaLβupplLaXLβeafZba 2.6 10

105 βystemicallyLidentifyingLandLprioritizingLriskLlncö”qsLthroughLintegrationLofLpanZcancerLphenotypeL
associations[LOncotargetXL2017XLhXLab_daZab_ea 3.3 10

104 qLcomprehensiveLoverviewLofLoncogenicLpathwaysLinLhumanLcancer[LBriefingsgingBioinformaticsXL
2020XLbaXLiegZifi 13.4 10

103 ö”qLvunctionL rediction[LMethodsgingMoleculargBiologyXL2017XLafedXLagZbh 1.4 9

102 sombinationLofLmultipleLtumorZinfiltratingLimmuneLcellsLpredictsLclinicalLoutcomeLinLcolonLcancer[L
ClinicalgImmunologyXL2020XLbaeXLa_hdab 9 9

101 vunctionalLcombinationLstrategyLforLprioritizationLofLhumanLmiö”qLtarget[LGeneXL2014XLeccXLacbZda 3.8 9

100 shromatinLstatesLmodifyLnetworkLmotifsLcontributingLtoLcellZspecificLfunctions[LScientificgReportsXL
2015XLeXLaaich 4.9 9

99  t_”wβqtlasjLaLreferenceLdatabaseLcombiningLnextZgenerationLsequencingLepigenomicLandL
transcriptomicLdataLforLpsychiatricLdisorders[LBMCgMedicalgGenomicsXL2014XLgXLga 3.7 9

98 WidelyLpredictingLspecificLproteinLfunctionsLbasedLonLproteinZproteinLinteractionLdataLandLgeneL
expressionLprofile[LSciencegingChinagSeriesgC:gLifegSciencesXL2007XLe_XLabeZcd 9

97 “iöβuqjLtiscoveringLtheLpathwaysLregulatedLbyLdysfunctionalL“icroö”qs[LOncotargetXL2016XLgXLee_abZee_be3.3 9

96 “ultipleLgeneZspecificLt”qLmethylationLinLbloodLleukocytesLandLcolorectalLcancerLriskjLaL
caseZcontrolLstudyLinLshina[LOncotargetXL2017XLhXLfabciZfabeb 3.3 9

95 ö”qacttrugjLaLcomprehensiveLdatabaseLofLö”qsLassociatedLwithLdrugLsensitivityLfromLmultiZomicsL
data[LBriefingsgingBioinformaticsXL2020XLbaXLbafgZbagd 13.4 9

94 LongitudinalLqssociationsLbetweenLTriglyceridesLandL“etabolicLβyndromeLsomponentsLinLaLreijingL
qdultL opulationXLb__gZb_ab[LInternationalgJournalgofgMedicalgSciencesXL2016XLacXLddeZe_ 3.7 9

93 STrafficLlightLrulesSjLshromatinLstatesLdirectLmiö”qZmediatedLnetworkLmotifsLrunningLbyLintegratingL
epigenomeLandLregulatome[LBiochimicagEtgBiophysicagActagvgGeneralgSubjectsXL2016XLahf_XLadgeZhh 4 9

(2016-2017)
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92 ydentificationLofLaLlncö”qLinvolvedLfunctionalLmoduleLforLesophagealLcancerLsubtypes[LMolecularg
BioSystemsXL2016XLabXLccabZccbc 9

91 ”onZcodingLö”qLöesources[LAdvancesgingExperimentalgMedicinegandgBiologyXL2018XLa_idXLaZg 3.6 9

90 townregulatedL“s–L”aLqttenuatesLTheL rogressionL–fL”onZβmallZsellLLungLsancerLryLynhibitingL
LysosomeZqutophagy[LCancergManagementgandgResearchXL2019XLaaXLhf_gZhfag 3.6 8

89 βuusancerjLaLresourceLforLsomaticLeventsLinLevolutionLofLcancerLgenome[LNucleicgAcidsgResearchXL
2018XLdfXLta_ahZta_bf 20.1 8

88 vqsuöjLcomprehensiveLmolecularLandLfunctionalLcharacterizationLofLepigeneticLchromatinL
regulators[LNucleicgAcidsgResearchXL2018XLdfXLa__aiZa__cc 20.1 8

87 ydentifyingLsubpathwayLsignaturesLforLindividualizedLanticancerLdrugLresponseLbyLintegratingL
multiZomicsLdata[LJournalgofgTranslationalgMedicineXL2019XLagXLbee 8.5 8

86 TheLdetectionLofLriskLpathwaysXLregulatedLbyLmiö”qsXLviaLtheLintegrationLofLsampleZmatchedL
miö”qZmö”qLprofilesLandLpathwayLstructure[LJournalgofgBiomedicalgInformaticsXL2014XLdiXLahgZig 10.2 8

85 “eβisjLqL“odelZrasedL“ethodLforLustimatingLeLmsLLevelsLatLβingleZspwLöesolutionLfromL
“ety Zseq[LScientificgReportsXL2015XLeXLadfii 4.9 8

84 öiskLfactorsLofLsVtLmortalityLamongLtheLelderlyLinLreijingXLaiibLZLb__ijLanLahZyearLcohortLstudy[L
InternationalgJournalgofgEnvironmentalgResearchgandgPublicgHealthXL2014XLaaXLbaicZb_h 4.6 8

83 vunctionalLhomogeneityLinLmicroö”qLtargetLheterogeneityZZaLnewLsightLintoLhumanLmicroö”omics[L
OMICSgAgJournalgofgIntegrativegBiologyXL2011XLaeXLbeZce 3.8 8

82 ydentifyingLaLpolymorphicLSswitchSLthatLinfluencesLmiö”qsSLregulationLofLaLmyastheniaLgravisLriskL
pathway[LPLoSgONEXL2014XLiXLea_dhbg 3.7 8

81
LncβubpathwayjLaLnovelLapproachLforLidentifyingLdysfunctionalLsubpathwaysLassociatedLwithLriskL
lncö”qsLbyLintegratingLlncö”qLandLmö”qLexpressionLprofilesLandLpathwayLtopologies[LOncotargetXL
2017XLhXLaedecZaedfi

3.3 8

80 ZurbZqβaLqcceleratesLupithelial]“esenchymalLTransitionLThroughLmiöZab_e]söKLL athwayLinL
solorectalLsancer[LCancergBiotherapygandgRadiopharmaceuticalsXL2020XLceXLaecZafb 3.9 8

79 sopyLnumberLvariationLofLucLubiquitinLligaseLgenesLinLperipheralLbloodLleukocyteLandLcolorectalL
cancer[LScientificgReportsXL2016XLfXLbihfi 4.9 8

78 yntegrativeLanalysisLofLlungLdevelopmentZcancerLexpressionLassociationsLrevealsLtheLrolesLofL
signaturesLwithLinverseLexpressionLpatterns[LMoleculargBioSystemsXL2015XLaaXLabgaZhd 7

77 rerberineLpreventsLprimaryLperitonealLadhesionLandLadhesionLreformationLbyLdirectlyLinhibitingL
Ty“ Za[LActagPharmaceuticagSinicagBXL2020XLa_XLhabZhbd 15.5 7

76 srosstalkLofLdynamicLfunctionalLmodulesLinLlungLdevelopmentLofLrhesusLmacaques[LMolecularg
BioSystemsXL2016XLabXLacdbZi 7

75 yndividualized athjLidentifyingLgeneticLalterationsLcontributingLtoLtheLdysfunctionalLpathwaysLinL
glioblastomaLindividuals[LMoleculargBioSystemsXL2014XLa_XLb_caZdb 7

Xia Li
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74 sharacterizationLofLTranscriptionalLöepressorLweneL“βXaLVariationsLforL ossibleLqssociationsLwithL
songenitalLxeartLtiseases[LPLoSgONEXL2015XLa_XLe_adbfff 3.7 7

73 TranscriptomeLanalysisLrevealsLaLlongLnonZcodingLö”qLsignatureLtoLimproveLbiochemicalLrecurrenceL
predictionLinLprostateLcancer[LOncotargetXL2018XLiXLbdicfZbdidi 3.3 7

72 LandscapeLofLunhancerZunhancerLsooperativeLöegulationLduringLxumanLsardiacLsommitment[L
MoleculargTherapygvgNucleicgAcidsXL2019XLagXLhd_Zhea 10.7 6

71 öevealingLclonalityLandLsubclonalityLofLdriverLgenesLforLclinicalLsurvivalLbenefitsLinLbreastLcancer[L
BreastgCancergResearchgandgTreatmentXL2019XLageXLiaZa_d 4.4 6

70 βystematicLanalysisLofLtheLassociationsLbetweenLadverseLdrugLreactionsLandLpathways[LBioMedg
ResearchgInternationalXL2015XLb_aeXLfg_idi 3 6

69 βystematicLidentificationLofLcommonLfunctionalLmodulesLrelatedLtoLheartLfailureLwithLdifferentL
etiologies[LGeneXL2012XLdiiXLccbZh 3.8 6

68 qnLensembleLmethodLforLgeneLdiscoveryLbasedLonLt”qLmicroarrayLdata[LSciencegingChinagSeriesgC:g
LifegSciencesXL2004XLdgXLcifZd_e 6

67 tissectingLdysfunctionalLcrosstalkLpathwaysLregulatedLbyLmiö”qsLduringLgliomaLprogression[L
OncotargetXL2016XLgXLbegfiZhb 3.3 6

66 s qw“jLinferringLsubpathwayLactivityLbyLintegratingLgeneLandLmiö”qLexpressionZrobustLfunctionalL
signatureLidentificationLforLmelanomaLprognoses[LScientificgReportsXL2017XLgXLaecbb 4.9 5

65 sharacterizationLofLsolubleL”ZethylmaleimideZsensitiveLfactorLattachmentLproteinLreceptorLgeneL
βTXahLvariationsLforLpossibleLrolesLinLcongenitalLheartLdiseases[LGeneXL2017XLeihXLgiZhc 3.8 5

64
ydentificationLofLsubtypeLspecificLmiö”qZmö”qLfunctionalLregulatoryLmodulesLinLmatchedL
miö”qZmö”qLexpressionLdatajLmultipleLmyelomaLasLaLcase[LBioMedgResearchgInternationalXL2015XL
b_aeXLe_abfb

3 5

63 “icroö”qLregulationLconstrainsLtheLorganizationLofLtargetLgenesLonLmammalianLchromosomes[L
FEBSgLettersXL2011XLeheXLahigZi_d 3.8 5

62 sharacterizingLgenesLwithLdistinctLmethylationLpatternsLinLtheLcontextLofLproteinZproteinL
interactionLnetworkjLapplicationLtoLhumanLbrainLtissues[LPLoSgONEXL2013XLhXLefehga 3.7 5

61 ydentifyingLfunctionsLandLprognosticLbiomarkersLofLnetworkLmotifsLmarkedLbyLdiverseLchromatinL
statesLinLhumanLcellLlines[LOncogeneXL2020XLciXLfggZfhi 9.2 5

60 seö”qβeekjLanLöLpackageLforLidentificationLandLanalysisLofLceö”qLregulation[LBriefingsging
BioinformaticsXL2021XLbbXL 13.4 5

59 βubstrateLβtiffnessL“odulatesLtheLwrowthXL henotypeXLandLshemoresistanceLofL–varianLsancerL
sells[LFrontiersgingCellgandgDevelopmentalgBiologyXL2021XLiXLgahhcd 5.7 5

58 βystematicallyL rioritizingLvunctionalLtifferentiallyL“ethylatedLöegionsLTft“ösULbyLyntegratingL
“ultiZomicsLtataLinLsolorectalLsancer[LScientificgReportsXL2015XLeXLabghi 4.9 4

57 yndividualizedLlncö”qLdifferentialLexpressionLprofileLrevealsLheterogeneityLofLbreastLcancer[L
OncogeneXL2021XLd_XLdf_dZdfad 9.2 4

(2021-2015)
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56 shineseLherbalLtherapyLandLWesternLdrugLuseXLbeliefLandLadherenceLforLhypertensionLmanagementL
inLtheLruralLareasLofLxeilongjiangLprovinceXLshina[LPLoSgONEXL2015XLa_XLe_abce_h 3.7 3

55 sontourletLtextualLfeaturesjLimprovingLtheLdiagnosisLofLsolitaryLpulmonaryLnodulesLinLtwoL
dimensionalLsTLimages[LPLoSgONEXL2014XLiXLea_hdfe 3.7 3

54 tiseaseLembryoLdevelopmentLnetworkLrevealsLtheLrelationshipLbetweenLdiseaseLgenesLandLembryoL
developmentLgenes[LJournalgofgTheoreticalgBiologyXL2011XLbhgXLa__Zh 2.3 3

53 βingleZsellLTranscriptomicLqnalysisLöevealsLaLTumorZöeactiveLTLsellLβignatureLqssociatedLWithL
slinicalL–utcomeLandLymmunotherapyLöesponseLynL“elanoma[LFrontiersgingImmunologyXL2021XLabXLgehbhh8.4 3

52 “eymmβjL redictLslinicalLrenefitLofLqntiZ tZa] tZLaLTreatmentsLrasedLonLt”qL“ethylationLinL
”onZsmallLsellLLungLsancer[LFrontiersgingGeneticsXL2021XLabXLfgfddi 4.5 3

51 tiscoveringLöareLwenesLsontributingLtoLsancerLβtemnessLandLynvasiveL otentialLbyLwr“LβingleZsellL
TranscriptionalLqnalysis[LCancersXL2019XLaaXL 6.6 3

50 u[LcoliLdiversityjLlowLinLcolorectalLcancer[LBMCgMedicalgGenomicsXL2020XLacXLei 3.7 3

49
sombinedLhomologousLrecombinationLrepairLdeficiencyLandLimmuneLactivationLanalysisLforL
predictingLintensifiedLresponsesLofLanthracyclineXLcyclophosphamideLandLtaxaneLchemotherapyLinL
tripleZnegativeLbreastLcancer[LBMCgMedicineXL2021XLaiXLai_

11.4 3

48 tecisionLforestLanalysisLofLlargeZscaleLsibZpairLidenticalZbyZdecentLprofilesLforLlocatingLtheL
underlyingLdiseaseLgenesLforLalcoholismLinLhuman[LBeijinggDagXuegXuegBaoXL2006XLchXLgaZc 0.2 3

47 ydentificationLofLpathwaysLinvolvedLinLpaclitaxelLactivityLinLcervicalLcancer[LAsiangPacificgJournalgofg
CancergPreventionXL2011XLabXLiiZa_b 1.7 3

46 slonalLtumorLmutationsLinLhomologousLrecombinationLgenesLpredictLfavorableLclinicalLoutcomeLinL
ovarianLcancerLtreatedLwithLplatinumZbasedLchemotherapy[LGynecologicgOncologyXL2020XLaehXLffZgf 4.9 2

45 yntegratingLepigeneticLmarksLforLidentificationLofLtranscriptionallyLactiveLmiö”qs[LGenomicsXL2014XL
a_dXLg_Zh 4.3 2

44
rio“b“ettiseasejLaLmanuallyLcuratedLdatabaseLforLassociationsLbetweenLmicroö”qsXLmetabolitesXL
smallLmoleculesLandLmetabolicLdiseases[LDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationXL
2017XLb_agXL

5 2

43 wroupingLannotationsLonLtheLsubcellularLlayeredLinteractomeLdemonstratesLenhancedLautophagyL
activityLinLaLrecurrentLexperimentalLautoimmuneLuveitisLTLcellLline[LPLoSgONEXL2014XLiXLea_dd_d 3.7 2

42 βystematicLidentificationLofLcoreLtranscriptionLfactorsLmediatingLdysregulatedLlinksLbridgingL
inflammatoryLbowelLdiseasesLandLcolorectalLcancer[LPLoSgONEXL2013XLhXLehcdie 3.7 2

41 qLnovelLmodelZfreeLapproachLforLreconstructionLofLtimeZdelayedLgeneLregulatoryLnetworks[LScienceg
ingChinagSeriesgC:gLifegSciencesXL2006XLdiXLai_Zb__ 2

40 ydentifyingLdiseaseLfeatureLgenesLbasedLonLcellularLlocalizedLgeneLfunctionalLmodulesLandL
regulationLnetworks[LSciencegBulletinXL2006XLeaXLahdhZahef 2

39
ydentificationLandLcomprehensiveLcharacterizationLofLlncö”qsLwithLcopyLnumberLvariationsLandL
theirLdrivingLtranscriptionalLperturbedLsubpathwaysLrevealLfunctionalLsignificanceLforLcancer[L
BriefingsgingBioinformaticsXL2020XLbaXLbaecZbaff

13.4 2
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38 tietaryLyntakeLofLsalciumLandL“agnesiumLinLöelationLtoLβevereLxeadacheLorL“igraine[LFrontiersging
NutritionXL2021XLhXLfecgfe 6.2 2

37 qlternativeLsplicingLperturbationLlandscapeLidentifiesLö”qLbindingLproteinsLasLpotentialL
therapeuticLtargetsLinLcancer[LMoleculargTherapygvgNucleicgAcidsXL2021XLbdXLgibZh_f 10.7 2

36 tissectingLimmuneLcellLstatLregulationLnetworkLrevealsLbiomarkersLtoLpredictLysrLtherapyL
respondersLinLmelanoma[LJournalgofgTranslationalgMedicineXL2021XLaiXLbif 8.5 2

35 nctö“arkerjLaLcomputationalLmethodLforLidentifyingLnonZcodingLö”qLsignaturesLofLdrugLresistanceL
basedLonLheterogeneousLnetwork[LAnnalsgofgTranslationalgMedicineXL2020XLhXLacie 3.2 1

34  rioritizingLweneLsascadingL athsLtoL“odelLsolorectalLsancerLThroughLungineeredL–rganoids[L
FrontiersgingBioengineeringgandgBiotechnologyXL2020XLhXLab 5.8 1

33 βtratificationLofLgeneLcoexpressionLpatternsLandLw–LfunctionLminingLforLaLö”qZβeqLdataLseries[L
BioMedgResearchgInternationalXL2014XLb_adXLifigfh 3 1

32  rioritisingLriskLpathwaysLofLcomplexLhumanLdiseasesLbasedLonLfunctionalLprofiling[LEuropeang
JournalgofgHumangGeneticsXL2013XLbaXLfffZgb 5.3 1

31 sTv“iningjLqL“ethodLtoL redictLsandidateLtiseaseLwenesLrasedLonLtheLsombinedL”etworkL
TopologicalLveaturesL“iningL2009XL 1

30 “appingLandLcharacterizationLofLtwoLrelevanceLnetworksLfromLβ” LandLgeneLlevels[LProgressging
NaturalgScience:gMaterialsgInternationalXL2009XLaiXLfecZfeg 3.6 1

29 vamilialLaggregationLanalysisLofLgeneLexpressions[LBMCgProceedingsXL2007XLaLβupplLaXLβdi 2.3 1

28 qnalysisLofL“utationsLandLtysregulatedL athwaysLUnravelsLsarcinogenicLuffectLandLslinicalL
qctionabilityLofL“utationalL rocesses[[LFrontiersgingCellgandgDevelopmentalgBiologyXL2021XLiXLgfhiha 5.7 1

27 TranscriptomeLanalysisLrevealsLaLreprogrammingLenergyLmetabolismZrelatedLsignatureLtoLimproveL
prognosisLinLcolonLcancer[LPeerJXL2020XLhXLeideh 3.1 1

26 ymmöegjLtheLregulonLatlasLofLimmuneZrelatedLpathwaysLacrossLcancerLtypes[LNucleicgAcidsgResearchXL
2021XLdiXLaba_fZabaah 20.1 1

25 tynamicLregulatoryLnetworksLofLTLcellLtrajectoryLdissectLtranscriptionalLcontrolLofLTLcellLstateL
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