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Genome editing in primary cells and in vivo using viral-derived Nanoblades loaded with Cas9-sgRNA
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System-wide Profiling of RNA-Binding Proteins Uncovers Key Regulators of Virus Infection. Molecular
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and Molecular Biology, 2014, 21, 26-35. :

The long noncoding RNA CHROME regulates cholesterol homeostasis in primates. Nature Metabolism,
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A cohesin/HUSH- and LINC-dependent pathway controls ribosomal DNA double-strand break repair.
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Staphylococcus aureus Small Colony Variants (SCVs): News From a Chronic Prosthetic Joint
Infection. Frontiers in Cellular and Infection Microbiology, 2019, 9, 363.
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An optimized Rit-free method for making strand-specific deep sequencing libraries from RNA fragments.
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miRNA repression of translation inAvitro takes place during 43S ribosomal scanning. Nucleic Acids
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The long non-coding RNA LUCAT1 is a negative feedback regulator of interferon responses in humans. 12.8 48
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Lentiviral RNAs can use different mechanisms for translation initiation. Biochemical Society
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When mRNA translation meets decay. Biochemical Society Transactions, 2017, 45, 339-351. 3.4 41
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Different effects of the TAR structure on HIV-1 and HIV-2 genomic RNA translation. Nucleic Acids 145 38
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Activation of a microRNA response in trans reveals a new role for poly(A) in translational repression.
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HIV-2 genomic RNA accumulates in stress granules in the absence of active translation. Nucleic Acids
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Coupled protein synthesis and ribosome-guided piRNA processing on mRNAs. Nature Communications, 12.8 13
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Shaping the Innate Immune Response Through Post-Transcriptional Regulation of Gene Expression
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