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Chronic lymphocytic leukaemia induces an exhausted T cell phenotype in the <scp>TCL</[scp>1

transgenic mouse model. British Journal of Haematology, 2015, 170, 515-522. 2.5 38

Chemotherapy-induced augmentation of T cells expressing inhibitory receptors is reversed by
treatment with lenalidomide in chronic lymphocytic leukemia. Haematologica, 2014, 99, 67-69.

Combination Strategies for Inmune-Checkpoint Blockade and Response Prediction by Artificial
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BIRC3 Expression Predicts CLL Progression and Defines Treatment Sensitivity via Enhanced NF-°B
Nuclear Translocation. Clinical Cancer Research, 2019, 25, 1901-1912.

Exome sequencing of the TCL1 mouse model for CLL reveals genetic heterogeneity and dynamics during 79 29
disease development. Leukemia, 2019, 33, 957-968. .

Epidermal activation of Hedgehog signaling establishes an immunosuppressive microenvironment in
basal cell carcinoma by modulating skin immunity. Molecular Oncology, 2020, 14, 1930-1946.

B-cella€“specific IRF4 deletion accelerates chronic lymphocytic leukemia development by enhanced 14 17
tumor immune evasion. Blood, 2019, 134, 1717-1729. )

RNA editing contributes to epitranscriptome diversity in chronic lymphocytic leukemia. Leukemia, 2021,
35, 1053-1063.

The Effect of SF3B1 Mutation on the DNA Damage Response and Nonsense-Mediated mRNA Decay in 0.8 15
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SAMHD1 restrains aberrant nucleotide insertions at repair junctions generated by DNA end joining.
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RNA Editing Alters miRNA Function in Chronic Lymphocytic Leukemia. Cancers, 2020, 12, 1159.

B cell receptor usage correlates with the sensitivity to CD40 stimulation and the occurrence of CD4+
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Impact of PD-L1 Scores and Changes on Clinical Outcome in Rectal Cancer Patients Undergoing

Neoadjuvant Chemoradiotherapy. Journal of Clinical Medicine, 2020, 9, 2775.

miRNA-Based Therapeutics in the Era of Ilmune-Checkpoint Inhibitors. Pharmaceuticals, 2021, 14, 89. 3.8 9
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CD1d expression on chronic lymphocytic leukemia B cells affects disease progression and induces T
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Fludarabine and rituximab with escalating doses of lenalidomide followed by lenalidomide/rituximab
maintenance in previously untreated chronic lymphocytic leukaemia (CLL): the REVLIRIT CLL-5 AGMT 1.8 6
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A POLE Splice Site Deletion Detected in a Patient with Biclonal CLL and Prostate Cancer: A Case Report.
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Targeting Dysfunctional Myeloid Cells Delays Disease Development and Improves Immune Function in a 14 o
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