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79 vioconversionLofLligninaderivedLaromaticsLintoLtheLbuildingLblockLpyridineLfYhadicarboxylicLacidLbyL
engineeringLrecombinantLPseudomonasLputidaLstrainsbbLBioresourcegTechnologyYL2021YLghjYLefjjgl 11 3

78 MotilityYLudhesionLandLcadiaλMPLInfluenceLtheLyndophyticLwolonizationLofLRiceLbyLspbLwIvbL
MicroorganismsYL2021YLmYL 4.9 6

77 ylevatedLcadiaλMPLlevelsLpromoteLbiofilmLformationLandLbiodesulfurizationLcapacityLofL
RhodococcusLerythropolisbLMicrobialgBiotechnologyYL2021YLehYLmfgamgk 6.3 2

76 yxpandingLtheLcurrentLknowledgeLandLbiotechnologicalLapplicationsLofLtheLoxygenaindependentL
orthoaphthalateLdegradationLpathwaybLEnvironmentalgMicrobiologyYL2020YLffYLghklaghmg 5.2 4

75
ynhancingLtheLRiceLSeedlingsLλrowthLPromotionLubilitiesLofLspbLwIvLbyLHeterologousLyxpressionLofL
uwwLxeaminaseLtoLImproveLPerformanceLofLPlantsLyxposedLtoLwadmiumLStressbLMicroorganismsYL
2020YLlYL

4.9 8

74 UnderstandingLtheLmetabolismLofLtheLtetralinLdegraderLSphingopyxisLgranuliLstrainLTzuLthroughL
genomeascaleLmetabolicLmodellingbLScientificgReportsYL2020YLedYLljie 4.9 1

73 uLNovelLRedoxaSensingLHistidineLKinaseLThatLwontrolsLwarbonLwataboliteLRepressionLinLspbLwIvbL
MBioYL2019YLedYL 7.8 2

72 urxuLzromLspbLwIvYLanLunaerobicLurseniteLOxidaseLzromLanLObligateLHeterotrophicLandLMesophilicL
vacteriumbLFrontiersgingMicrobiologyYL2019YLedYLejmm 5.7 9

71 TestosteroneLxegradativeLPathwayLofbLGenesYL2019YLedYL 4.2 17

70 TranscriptionalLRegulationLofLtheLPeripheralLPathwayLforLtheLunaerobicLwatabolismLofLTolueneLandL
aXyleneLinLspbLwIvbLFrontiersgingMicrobiologyYL2018YLmYLidj 5.7 16

69 zourLMolybdenumaxependentLSteroidLwafiLHydroxylasesnLHeterologousLOverproductionYLRoleLinL
SteroidLxegradationYLandLupplicationLforLfiaHydroxyvitaminLxLSynthesisbLMBioYL2018YLmYL 7.8 11

68 MetabolicLandLprocessLengineeringLforLbiodesulfurizationLinLλramanegativeLbacteriabLJournalgofg
BiotechnologyYL2017YLfjfYLhkaii 3.7 42

67 yngineeringLaLbzdLcassetteLforLtheLanaerobicLbioconversionLofLaromaticLcompoundsbLMicrobialg
BiotechnologyYL2017YLedYLehelaehfi 6.3 5

66 SpeedingLupLbioproductionLofLseleniumLnanoparticlesLbyLusingLVibrioLnatriegensLasLmicrobialL
factorybLScientificgReportsYL2017YLkYLejdhj 4.9 47

65
xegradationLofLcyclicLdiguanosineLmonophosphateLbyLaLhybridLtwoacomponentLproteinLprotectsL
uzoarcusLspbLstrainLwIvLfromLtolueneLtoxicitybLProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaYL2016YLeegYLegekhaegekm

11.5 9

64 yngineeringLsyntheticLbacterialLconsortiaLforLenhancedLdesulfurizationLandLrevalorizationLofLoilL
sulfurLcompoundsbLMetabolicgEngineeringYL2016YLgiYLhjaih 9.7 58

63 TheLIwyLofLuzoarcusLspbLwIvYLanLintegrativeLandLconjugativeLelementLwithLaerobicLandLanaerobicL
catabolicLpropertiesbLEnvironmentalgMicrobiologyYL2016YLelYLidelaidge 5.2 10
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62 viosynthesisLofLseleniumLnanoparticlesLbyLuzoarcusLspbLwIvbLMicrobialgCellgFactoriesYL2016YLeiYLedm 6.4 60

61 RefactoringLtheL˛»LphageLlyticclysogenicLdecisionLwithLaLsyntheticLregulatorbLMicrobiologyOpenYL2016
YLiYLikiale 3.4 8

60 WholeagenomeLanalysisLofLuzoarcusLspbLstrainLwIvLprovidesLgeneticLinsightsLtoLitsLdifferentL
lifestylesLandLpredictsLnovelLmetabolicLfeaturesbLSystematicgandgAppliedgMicrobiologyYL2015YLglYLhjfake 4.2 49

59 UnravelingLtheLspecificLregulationLofLtheLcentralLpathwayLforLanaerobicLdegradationLofL
gamethylbenzoatebLJournalgofgBiologicalgChemistryYL2015YLfmdYLefejialg 5.4 12

58 NewLchallengesLforLsyngasLfermentationnLtowardsLproductionLofLbiopolymersbLJournalgofgChemicalg
TechnologygandgBiotechnologyYL2015YLmdYLekgiaekie 3.5 47

57 λenomeLSequenceLofLPseudomonasLazelaicaLStrainLuramcoLJbLGenomegAnnouncementsYL2015YLgYL 6

56 uLsecondLchromosomalLcopyLofLtheLcatuLgeneLendowsLPseudomonasLputidaLmtafLwithLanLenzymaticL
safetyLvalveLforLexcessLofLcatecholbLEnvironmentalgMicrobiologyYL2014YLejYLekjkakl 5.2 32

55 InsightsLonLtheLregulationLofLtheLphenylacetateLdegradationLpathwayLfromLyscherichiaLcolibL
EnvironmentalgMicrobiologygReportsYL2014YLjYLfgmaid 3.7 19

54 uccRLisLaLmasterLregulatorLinvolvedLinLcarbonLcataboliteLrepressionLofLtheLanaerobicLcatabolismLofL
aromaticLcompoundsLinLuzoarcusLspbLwIvbLJournalgofgBiologicalgChemistryYL2014YLflmYLelmfamdh 5.4 16

53 PlasmidsLasLToolsLforLwontainmentbLMicrobiologygSpectrumYL2014YLfYL 8.9 7

52 λenomeLSequenceLofLPseudomonasLazelaicaLHvPeYLWhichLwatabolizesLfaHydroxybiphenylL
zungicidebLGenomegAnnouncementsYL2014YLfYL 9

51 uzoarcusLspbLwIvYLanLanaerobicLbiodegraderLofLaromaticLcompoundsLshowsLanLendophyticLlifestylebL
PLoSgONEYL2014YLmYLeeedkke 3.7 33

50 wharacterizationLofLtheLmbdLclusterLencodingLtheLanaerobicLgamethylbenzoylawouLcentralLpathwaybL
EnvironmentalgMicrobiologyYL2013YLeiYLehlajj 5.2 32

49 uerobicLdegradationLofLaromaticLcompoundsbLCurrentgOpiniongingBiotechnologyYL2013YLfhYLhgeahf 11.4 125

48 IdentificationLofLaLmissingLlinkLinLtheLevolutionLofLanLenzymeLintoLaLtranscriptionalLregulatorbLPLoSg
ONEYL2013YLlYLeikiel 3.7 11

47 vacterialLdegradationLofLbenzoatenLcrossaregulationLbetweenLaerobicLandLanaerobicLpathwaysbL
JournalgofgBiologicalgChemistryYL2012YLflkYLedhmhaedidl 5.4 66

46 uLfinelyLtunedLregulatoryLcircuitLofLtheLnicotinicLacidLdegradationLpathwayLinLPseudomonasLputidabL
EnvironmentalgMicrobiologyYL2011YLegYLekelagf 5.2 19

45 UnravellingLtheLgallicLacidLdegradationLpathwayLinLbacterianLtheLgalLclusterLfromLPseudomonasL
putidabLMoleculargMicrobiologyYL2011YLkmYLgimakh 4.1 58
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44
IdentificationLofLtheLλeobacterLmetallireducensLbamVWLtwoacomponentLsystemYLinvolvedLinL
transcriptionalLregulationLofLaromaticLdegradationbLAppliedgandgEnvironmentalgMicrobiologyYL2010YL
kjYLglgai

4.8 16

43 viochemicalLcharacterizationLofLtheLtranscriptionalLregulatorLvzdRLfromLuzoarcusLspbLwIvbLJournalgofg
BiologicalgChemistryYL2010YLfliYLgijmhakdi 5.4 23

42
uLpreliminaryLcrystallographicLstudyLofLrecombinantLNicXYLanLzeUfXVadependentL
fYiadihydroxypyridineLdioxygenaseLfromLPseudomonasLputidaLKTfhhdbLActagCrystallographicag
SectiongF:gStructuralgBiologygCommunicationsYL2010YLjjYLihmaig

4

41 gaHydroxyphenylpropionateLandLphenylpropionateLareLsynergisticLactivatorsLofLtheLMhpRL
transcriptionalLregulatorLfromLyscherichiaLcolibLJournalgofgBiologicalgChemistryYL2009YLflhYLfefelafl 5.4 24

40 unalysisLofLdibenzothiopheneLdesulfurizationLinLaLrecombinantLPseudomonasLputidaLstrainbLAppliedg
andgEnvironmentalgMicrobiologyYL2009YLkiYLlkiak 4.8 31

39 unaerobicLcatabolismLofLaromaticLcompoundsnLaLgeneticLandLgenomicLviewbLMicrobiologygandg
MoleculargBiologygReviewsYL2009YLkgYLkeaegg 13.2 312

38 IdentificationLandLanalysisLofLaLglutarylawouLdehydrogenaseaencodingLgeneLandLitsLcognateL
transcriptionalLregulatorLfromLuzoarcusLspbLwIvbLEnvironmentalgMicrobiologyYL2008YLedYLhkhalf 5.2 16

37
xecipheringLtheLgeneticLdeterminantsLforLaerobicLnicotinicLacidLdegradationnLtheLnicLclusterLfromL
PseudomonasLputidaLKTfhhdbLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaYL2008YLediYLeegfmagh

11.5 112

36 NewLinsightsLintoLtheLvzdRamediatedLtranscriptionalLregulationLofLtheLanaerobicLcatabolismLofL
benzoateLinLuzoarcusLspbLwIvbLMicrobiologygpUnitedgKingdomrYL2008YLeihYLgdjagej 2.9 11

35 wharacterizationLofLtheLlastLstepLofLtheLaerobicLphenylaceticLacidLdegradationLpathwaybL
MicrobiologygpUnitedgKingdomrYL2007YLeigYLgikagji 2.9 39

34
woregulationLbyLphenylacetylacoenzymeLuaresponsiveLPaaXLintegratesLcontrolLofLtheLupperLandL
lowerLpathwaysLforLcatabolismLofLstyreneLbyLPseudomonasLspbLstrainLYfbLJournalgofgBacteriologyYL
2006YLellYLhlefafe

3.5 23

33 λeneticLcharacterizationLofLtheLphenylacetylacoenzymeLuLoxygenaseLfromLtheLaerobicLphenylaceticL
acidLdegradationLpathwayLofLyscherichiaLcolibLAppliedgandgEnvironmentalgMicrobiologyYL2006YLkfYLkhffaj 4.8 28

32 OxygenadependentLregulationLofLtheLcentralLpathwayLforLtheLanaerobicLcatabolismLofLaromaticL
compoundsLinLuzoarcusLspbLstrainLwIvbLJournalgofgBacteriologyYL2006YLellYLfghgaih 3.5 16

31 λrowthLphaseadependentLexpressionLofLtheLPseudomonasLputidaLKTfhhdLtranscriptionalLmachineryL
analysedLwithLaLgenomeawideLxNuLmicroarraybLEnvironmentalgMicrobiologyYL2006YLlYLejiakk 5.2 120

30 IronareducingLbacteriaLunravelLnovelLstrategiesLforLtheLanaerobicLcatabolismLofLaromaticL
compoundsbLMoleculargMicrobiologyYL2005YLilYLefedai 4.1 15

29 MolecularLcharacterizationLofLtheLgallateLdioxygenaseLfromLPseudomonasLputidaLKTfhhdbLTheL
prototypeLofLaLnewLsubgroupLofLextradiolLdioxygenasesbLJournalgofgBiologicalgChemistryYL2005YLfldYLgiglfamd5.4 48

28
vzdRYLaLrepressorLthatLcontrolsLtheLanaerobicLcatabolismLofLbenzoateLinLuzoarcusLspbLwIvYLisLtheL
firstLmemberLofLaLnewLsubfamilyLofLtranscriptionalLregulatorsbLJournalgofgBiologicalgChemistryYL2005YL
fldYLedjlgamh

5.4 58

27 TheLbzdLgeneLclusterYLcodingLforLanaerobicLbenzoateLcatabolismYLinLuzoarcusLspbLstrainLwIvbLJournalg
ofgBacteriologyYL2004YLeljYLikjfakh 3.5 92
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26 λeneticLcluesLonLtheLevolutionLofLanaerobicLcatabolismLofLaromaticLcompoundsbLMicrobiologyg
pUnitedgKingdomrYL2004YLeidYLfdelafdfe 2.9 15

25 uromaticLmetabolismLversusLcarbonLavailabilitynLtheLregulatoryLnetworkLthatLcontrolsLcatabolismLofL
lessapreferredLcarbonLsourcesLinLyscherichiaLcolibLFEMSgMicrobiologygReviewsYL2004YLflYLidgael 15.1 20

24 λenomicLInsightsLinLtheLMetabolismLofLuromaticLwompoundsLinLPseudomonasL2004YLhfiahjf 39

23
TheLhomogentisateLpathwaynLaLcentralLcatabolicLpathwayLinvolvedLinLtheLdegradationLofL
LaphenylalanineYLLatyrosineYLandLgahydroxyphenylacetateLinLPseudomonasLputidabLJournalgofg
BacteriologyYL2004YLeljYLidjfakk

3.5 190

22 vacterialLdegradationLofLaromaticLpollutantsnLaLparadigmLofLmetabolicLversatilitybLInternationalg
MicrobiologyYL2004YLkYLekgald 3 188

21 RegulationLofLtheLmhpLclusterLresponsibleLforLgaUgahydroxyphenylVpropionicLacidLdegradationLinL
yscherichiaLcolibLJournalgofgBiologicalgChemistryYL2003YLfklYLfkikiali 5.4 33

20 uLdualLlethalLsystemLtoLenhanceLcontainmentLofLrecombinantLmicroaorganismsbLMicrobiologyg
pUnitedgKingdomrYL2003YLehmYLgimiagjde 2.9 45

19 xesignLofLcatabolicLcassettesLforLstyreneLbiodegradationbLAntoniegVangLeeuwenhoekYL2003YLlhYLekafh 2.1 14

18 λeneticLcharacterizationLofLtheLstyreneLlowerLcatabolicLpathwayLofLPseudomonasLspbLstrainLYfbL
GeneYL2003YLgemYLkealg 3.8 28

17 λenomicLanalysisLofLtheLaromaticLcatabolicLpathwaysLfromLPseudomonasLputidaLKTfhhdbL
EnvironmentalgMicrobiologyYL2002YLhYLlfhahe 5.2 380

16 viodegradationLofLaromaticLcompoundsLbyLyscherichiaLcolibLMicrobiologygandgMoleculargBiologyg
ReviewsYL2001YLjiYLifgajmYLtableLofLcontents 13.2 269

15 uLgeneLcontainmentLstrategyLbasedLonLaLrestrictionamodificationLsystembLEnvironmentalg
MicrobiologyYL2000YLfYLiiiajg 5.2 22

14 ynhancingLdesulphurizationLbyLengineeringLaLflavinLreductaseaencodingLgeneLcassetteLinL
recombinantLbiocatalystsbLEnvironmentalgMicrobiologyYL2000YLfYLjlkamh 5.2 72

13 vacterialLpromotersLtriggeringLbiodegradationLofLaromaticLpollutantsbLCurrentgOpinionging
BiotechnologyYL2000YLeeYLhjkaki 11.4 136

12
TheLtwoastepLlysisLsystemLofLpneumococcalLbacteriophageLyJaeLisLfunctionalLinLgramanegativeL
bacterianLtriggeringLofLtheLmajorLpneumococcalLautolysinLinLyscherichiaLcolibLMoleculargMicrobiologyYL
1996YLemYLjjkale

4.1 41

11 uLstringentlyLcontrolledLexpressionLsystemLforLanalysingLlateralLgeneLtransferLbetweenLbacteriabL
MoleculargMicrobiologyYL1996YLfeYLfmgagdd 4.1 21

10 RestrictingLtheLdispersalLofLrecombinantLxNunLdesignLofLaLcontainedLbiologicalLcatalystbLNatureg
BiotechnologyYL1996YLehYLelmame 44.5 9

9 SuicideLmicrobesLonLtheLloosebLNaturegBiotechnologyYL1995YLegYLgiak 44.5 18

(1995-2004)
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8 TheLevolutionaryLrelationshipLofLbiphenylLdioxygenaseLfromLgramapositiveLRhodococcusLgloberulusL
PjLtoLmulticomponentLdioxygenasesLfromLgramanegativeLbacteriabLGeneYL1995YLeijYLeeal 3.8 78

7 TheLbehaviorLofLbacteriaLdesignedLforLbiodegradationbLNaturegBiotechnologyYL1994YLefYLeghmaij 44.5 58

6 UniversalLbarrierLtoLlateralLspreadLofLspecificLgenesLamongLmicroorganismsbLMoleculargMicrobiologyYL
1994YLegYLliiaje 4.1 64

5
TheLstructureLofLnewLcisLandLtransL
gsaphenylagsYgasYhsYisYjsYkasahexahydroafYeabenzisoxazoleakasaspiroafaUgaphenylaziridineVbLJournalg
ofgHeterocyclicgChemistryYL1993YLgdYLmkaedh

1.9 1

4 wharacterizationLofLtheLtranscriptionLunitLencodingLtheLmajorLpneumococcalLautolysinbLGeneYL1990YL
mdYLeikajf 3.8 19

3 wonstructionLofLaLbroadahostarangeLpneumococcalLpromoteraprobeLplasmidbLGeneYL1990YLmdYLejgak 3.8 13

2 PlasmidsLasLToolsLforLwontainmentilmajde 2

1 PlasmidsLasLToolsLforLwontainmentjeiajge
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