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l Paper IF Citations

150 weneticLmetaYanalysisLofLdiagnosedLqlzheimerSsLdiseaseLidentifiesLnewLriskLlociLandLimplicatesLq˛†XL
tauXLimmunityLandLlipidLprocessingZLNatureeGeneticsXL2019XLeaXLdadYdc] 36.3 917

149 shapterLaajLwenomeYwideLassociationLstudiesZLPLoSeComputationaleBiologyXL2012XLhXLea]]bhbb 5 708

148 qLbalancedLaccuracyLfunctionLforLepistasisLmodelingLinLimbalancedLdatasetsLusingLmultifactorL
dimensionalityLreductionZLGeneticeEpidemiologyXL2007XLcaXLc]fYae 2.6 261

147 –argeYscaleLassociationLanalysisLidentifiesLnewLlungLcancerLsusceptibilityLlociLandLheterogeneityLinL
geneticLsusceptibilityLacrossLhistologicalLsubtypesZLNatureeGeneticsXL2017XLdiXLaabfYaacb 36.3 246

146 TheLphenotypicLlegacyLofLadmixtureLbetweenLmodernLhumansLandLNeandertalsZLScienceXL2016XLceaXLgcgYda33.3 172

145 UnravellingLtheLhumanLgenomeYphenomeLrelationshipLusingLphenomeYwideLassociationLstudiesZL
NatureeReviewseGeneticsXL2016XLagXLabiYde 30.1 167

144 uvidenceLforLpolygenicLsusceptibilityLtoLmultipleLsclerosisYYtheLshapeLofLthingsLtoLcomeZLAmericane
JournaleofeHumaneGeneticsXL2010XLhfXLfbaYe 11 146

143 SexYSpecificLqssociationLofLqpolipoproteinLuLWithLserebrospinalLvluidL–evelsLofLTauZLJAMAe
NeurologyXL2018XLgeXLihiYiih 17.2 142

142 qssociationLofLqrrhythmiaYRelatedLweneticLVariantsLWithLPhenotypesLtocumentedLinLulectronicL
βedicalLRecordsZLJAMAeteJournaleofetheeAmericaneMedicaleAssociationXL2016XLcaeXLdgYeg 27.4 115

141 WholeLexomeLsequencingLstudyLidentifiesLnovelLrareLandLcommonLqlzheimerSsYqssociatedLvariantsL
involvedLinLimmuneLresponseLandLtranscriptionalLregulationZLMolecularePsychiatryXL2020XLbeXLaheiYahge 15.1 106

140 ystYiLtobaccoLuseLcodesLareLeffectiveLidentifiersLofLsmokingLstatusZLJournaleofetheeAmericaneMedicale
InformaticseAssociation:eJAMIAXL2013XLb]XLfebYh 8.6 102

139 riofilterjLaLknowledgeYintegrationLsystemLforLtheLmultiYlocusLanalysisLofLgenomeYwideLassociationL
studiesZLPacificeSymposiumeoneBiocomputingePacificeSymposiumeoneBiocomputingXL2009XLcfhYgi 1.3 76

138 systicLfibrosisYrelatedLdiabetesLisLcausedLbyLisletLlossLandLinflammationZLJCIeInsightXL2018XLcXL 9.9 75

137 eβuRwuingLprogressLinLgenomicsYtheLfirstLsevenLyearsZLFrontierseineGeneticsXL2014XLeXLahd 4.5 65

136 TransYancestryLgenomeYwideLassociationLmetaYanalysisLofLprostateLcancerLidentifiesLnewL
susceptibilityLlociLandLinformsLgeneticLriskLpredictionZLNatureeGeneticsXL2021XLecXLfeYge 36.3 62

135 xumanLisletLpreparationsLdistributedLforLresearchLexhibitLaLvarietyLofLinsulinYsecretoryLprofilesZL
AmericaneJournaleofePhysiologyeteEndocrinologyeandeMetabolismXL2015XLc]hXLueibYf]b 6 56

134 qLcomparisonLofLcatalogedLvariationLbetweenLynternationalLxapβapLsonsortiumLandLa]]]L
wenomesLProjectLdataZLJournaleofetheeAmericaneMedicaleInformaticseAssociation:eJAMIAXL2012XLaiXLbhiYid 8.6 56
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133 ParallelLmultifactorLdimensionalityLreductionjLaLtoolLforLtheLlargeYscaleLanalysisLofLgeneYgeneL
interactionsZLBioinformaticsXL2006XLbbXLbagcYd 7.2 54

132
ysLysolatedL–owLxighYtensityL–ipoproteinLsholesterolLaLsardiovascularLtiseaseLRiskLvactoroLNewL
ynsightsLvromLtheLvraminghamLOffspringLStudyZLCirculation:eCardiovasculareQualityeandeOutcomesXL
2016XLiXLb]fYbab

5.8 53

131 qntiepilepticLactivityLofLpreferentialLinhibitorsLofLpersistentLsodiumLcurrentZLEpilepsiaXL2014XLeeXLabgdYhc6.4 50

130 weneticLProgrammingLNeuralLNetworksjLqLPowerfulLrioinformaticsLToolLforLxumanLweneticsZL
AppliedeSofteComputingeJournalXL2007XLgXLdgaYdgi 7.5 50

129 weneticLanalysisLofLbiologicalLpathwayLdataLthroughLgenomicLrandomizationZLHumaneGeneticsXL2011XL
abiXLefcYga 6.3 48

128 SexYspecificLgeneticLpredictorsLofLqlzheimerSsLdiseaseLbiomarkersZLActaeNeuropathologicaXL2018XL
acfXLhegYhgb 14.3 48

127 qlternativeLcontingencyLtableLmeasuresLimproveLtheLpowerLandLdetectionLofLmultifactorL
dimensionalityLreductionZLBMCeBioinformaticsXL2008XLiXLbch 3.6 45

126 qutomatedLextractionLofLclinicalLtraitsLofLmultipleLsclerosisLinLelectronicLmedicalLrecordsZLJournaleofe
theeAmericaneMedicaleInformaticseAssociation:eJAMIAXL2013XLb]XLeccdYd] 8.6 40

125
ynterrogatingLtheLcomplexLroleLofLchromosomeLafpacZacLinLmultipleLsclerosisLsusceptibilityjL
independentLgeneticLsignalsLinLtheLsyyTqYs–usafqYSOsSaLgeneLcomplexZLHumaneMoleculareGeneticsXL
2011XLb]XLceagYbd

5.6 39

124 TwoLNovelLSusceptibilityL–ociLforLProstateLsancerLinLβenLofLqfricanLqncestryZLJournaleofethee
NationaleCancereInstituteXL2017XLa]iXL 9.7 38

123 somprehensiveLqnalysisLofLsonstraintLonLtheLSpatialLtistributionLofLβissenseLVariantsLinLxumanL
ProteinLStructuresZLAmericaneJournaleofeHumaneGeneticsXL2018XLa]bXLdaeYdbf 11 35

122 qreLynteractionsLbetweenLcisYRegulatoryLVariantsLuvidenceLforLriologicalLupistasisLorLStatisticalL
qrtifactsoZLAmericaneJournaleofeHumaneGeneticsXL2016XLiiXLhagYhc] 11 32

121 SexLdifferencesLinLtheLgeneticLpredictorsLofLqlzheimerSsLpathologyZLBrainXL2019XLadbXLbehaYbehi 11.2 32

120 tiscoveryLofLgeneYgeneLinteractionsLacrossLmultipleLindependentLdataLsetsLofLlateLonsetLqlzheimerL
diseaseLfromLtheLqlzheimerLtiseaseLweneticsLsonsortiumZLNeurobiologyeofeAgingXL2016XLchXLadaYae] 5.6 31

119 rioinformaticsLchallengesLinLgenomeYwideLassociationLstudiesLTwWqSUZLMethodseineMoleculare
BiologyXL2014XLaafhXLfcYha 1.4 31

118 qssociationsLbetweenL’sNzfLTwyR’bULgeneLpolymorphismsLandLpainYrelatedLphenotypesZLPainXL2013
XLaedXLbhecYbhei 8 30

117 ydentificationLofLsusceptibilityLpathwaysLforLtheLroleLofLchromosomeLaeqbeZaLinLmodifyingLlungL
cancerLriskZLNatureeCommunicationsXL2018XLiXLcbba 17.4 29

116 weneratingL–inkageLtisequilibriumLPatternsLinLtataLSimulationsLUsingLgenomeSyβ–qL2008XLbdYce 29

(2008-2006)

3



115 PleiotropicLassociationsLofLriskLvariantsLidentifiedLforLotherLcancersLwithLlungLcancerLriskjLtheLPqwuL
andLTRys–LconsortiaZLJournaleofetheeNationaleCancereInstituteXL2014XLa]fXLdju]fa 9.7 28

114 –everagingLupidemiologicLandLslinicalLsollectionsLforLwenomicLStudiesLofLsomplexLTraitsZLHumane
HeredityXL2015XLgiXLacgYdf 1.1 27

113 PleiotropicLeffectsLofLgeneticLriskLvariantsLforLotherLcancersLonLcolorectalLcancerLriskjLPqwuXLwussOL
andLssvRLconsortiaZLGutXL2014XLfcXLh]]Yg 19.2 27

112 NewLinsightsLintoLtheLgeneticLetiologyLofLqlzheimerSsLdiseaseLandLrelatedLdementiasZZLNaturee
GeneticsXL2022XL 36.3 27

111 SecureβqjLprotectingLparticipantLprivacyLinLgeneticLassociationLmetaYanalysisZLBioinformaticsXL2014XL
c]XLcccdYda 7.2 26

110 qccuracyLofLadministrativelyYassignedLancestryLforLdiverseLpopulationsLinLanLelectronicLmedicalL
recordYlinkedLbiobankZLPLoSeONEXL2014XLiXLeiiafa 3.7 26

109 WholeLgenomeLsequencingLofLsaribbeanLxispanicLfamiliesLwithLlateYonsetLqlzheimerSsLdiseaseZL
AnnalseofeClinicaleandeTranslationaleNeurologyXL2018XLeXLd]fYdag 5.3 25

108 NewLinsightsLonLtheLgeneticLetiologyLofLqlzheimerâ��sLandLrelatedLdementia 25

107 weneticLvariantsLandLfunctionalLpathwaysLassociatedLwithLresilienceLtoLqlzheimerSsLdiseaseZLBrainXL
2020XLadcXLbefaYbege 11.2 25

106 weneticLandLclinicalLriskLpredictionLmodelLforLpostoperativeLatrialLfibrillationZLCirculation:e
ArrhythmiaeandeElectrophysiologyXL2015XLhXLbeYca 6.4 24

105 qntibodyYspecificLdetectionLofLcaveolinYaLinLsubapicalLcompartmentsLofLβts’LcellsZLHistochemistrye
andeCelleBiologyXL2006XLabfXLbgYcd 2.4 24

104
TransYethnicLfineYmappingLofLgeneticLlociLforLbodyLmassLindexLinLtheLdiverseLancestralLpopulationsL
ofLtheLPopulationLqrchitectureLusingLwenomicsLandLupidemiologyLTPqwuULStudyLrevealsLevidenceL
forLmultipleLsignalsLatLestablishedLlociZLHumaneGeneticsXL2017XLacfXLggaYh]]

6.3 23

103 wenomeYwideLassociationLstudyLofLxyVYassociatedLneurocognitiveLdisorderLTxqNtUjLqLsxqRTuRL
groupLstudyZLAmericaneJournaleofeMedicaleGeneticseParteB:eNeuropsychiatriceGeneticsXL2017XLagdXLdacYdbf 3.5 23

102 βitochondrialLtNqLxaplogroupsLandLNeurocognitiveLympairmentLturingLxyVLynfectionZLClinicale
InfectiouseDiseasesXL2015XLfaXLadgfYhd 11.6 23

101 eβuRwuLPhenomeYWideLqssociationLStudyLTPheWqSULidentifiesLclinicalLassociationsLandLpleiotropyL
forLstopYgainLvariantsZLBMCeMedicaleGenomicsXL2016XLiLSupplLaXLcb 3.7 23

100 vineYmappingLofLlipidLregionsLinLglobalLpopulationsLdiscoversLethnicYspecificLsignalsLandLrefinesL
previouslyLidentifiedLlipidLlociZLHumaneMoleculareGeneticsXL2016XLbeXLee]]Yeeab 5.6 22

99
qssociationLofLcancerLsusceptibilityLvariantsLwithLriskLofLmultipleLprimaryLcancersjLTheLpopulationL
architectureLusingLgenomicsLandLepidemiologyLstudyZLCancereEpidemiologyeBiomarkerseande
PreventionXL2014XLbcXLbefhYgh

4 21

98 srossYcancerLpleiotropicLanalysisLofLendometrialLcancerjLPqwuLandLubsbLconsortiaZLCarcinogenesisXL
2014XLceXLb]fhYgc 4.6 17
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97 weneticLVariationLinLwenesLUnderlyingLtiverseLtementiasLβayLuxplainLaLSmallLProportionLofLsasesL
inLtheLqlzheimerSsLtiseaseLSequencingLProjectZLDementiaeandeGeriatriceCognitiveeDisordersXL2018XLdeXLaYag2.6 16

96 RacialLtisparitiesLinL–ungLsancerLSurvivaljLTheLsontributionLofLStageXLTreatmentXLandLqncestryZL
JournaleofeThoraciceOncologyXL2018XLacXLadfdYadgc 8.9 16

95
ynvestigatingLtheLrelationshipLbetweenLmitochondrialLgeneticLvariationLandLcardiovascularYrelatedL
traitsLtoLdevelopLaLframeworkLforLmitochondrialLphenomeYwideLassociationLstudiesZLBioDataeMiningXL
2014XLgXLf

4.3 16

94 ReplicationLofLassociationsLbetweenLwWqSLSNPsLandLmelanomaLriskLinLtheLPopulationLqrchitectureL
UsingLwenomicsLandLupidemiologyLTPqwuULStudyZLJournaleofeInvestigativeeDermatologyXL2014XLacdXLb]diYb]eb4.3 16

93 qutomatedLquantificationLofLpancreaticL˛†YcellLmassZLAmericaneJournaleofePhysiologyeteEndocrinologye
andeMetabolismXL2014XLc]fXLuadf]Yg 6 15

92 RareLgeneticLvariationLimplicatedLinLnonYxispanicLwhiteLfamiliesLwithLqlzheimerLdiseaseZLNeurology:e
GeneticsXL2018XLdXLebhf 3.8 15

91 ynLSilicoLvunctionalLqnnotationLofLwenomicLVariationZLCurrenteProtocolseineHumaneGeneticsXL2016XLhhXLfZaeZaYfZaeZag3.2 14

90 PleiotropicLandLsexYspecificLeffectsLofLcancerLwWqSLSNPsLonLmelanomaLriskLinLtheLpopulationL
architectureLusingLgenomicsLandLepidemiologyLTPqwuULstudyZLPLoSeONEXL2015XLa]XLe]ab]dia 3.7 14

89 PleiotropyLofLcancerLsusceptibilityLvariantsLonLtheLriskLofLnonYxodgkinLlymphomajLtheLPqwuL
consortiumZLPLoSeONEXL2014XLiXLehigia 3.7 14

88 PolygenicLhazardLscoreLisLassociatedLwithLprostateLcancerLinLmultiYethnicLpopulationsZLNaturee
CommunicationsXL2021XLabXLabcf 17.4 14

87 qLwermlineLVariantLatLhqbdLsontributesLtoLvamilialLslusteringLofLProstateLsancerLinLβenLofLqfricanL
qncestryZLEuropeaneUrologyXL2020XLghXLcafYcb] 10.2 13

86 vunctionalLannotationLofLgenomicLvariantsLinLstudiesLofLlateYonsetLqlzheimerSsLdiseaseZL
BioinformaticsXL2018XLcdXLbgbdYbgca 7.2 13

85 weneticLinteractionLanalysisLamongLoncogenesisYrelatedLgenesLrevealedLnovelLgenesLandLnetworksL
inLlungLcancerLdevelopmentZLOncotargetXL2019XLa]XLagf]Yaggd 3.3 12

84
unablingLhighYthroughputLgenotypeYphenotypeLassociationsLinLtheLupidemiologicLqrchitectureLforL
wenesL–inkedLtoLunvironmentLTuqw–uULprojectLasLpartLofLtheLPopulationLqrchitectureLusingL
wenomicsLandLupidemiologyLTPqwuULstudyZLPacificeSymposiumeoneBiocomputingePacificeSymposiumeone
BiocomputingXL2013XLcgcYhd

1.3 12

83 wenomeYwideLinteractionLstudyLofLsmokingLbehaviorLandLnonYsmallLcellLlungLcancerLriskLinL
saucasianLpopulationZLCarcinogenesisXL2018XLciXLccfYcdf 4.6 11

82
vineYmappingLanalysisLofLaLchromosomeLbLregionLlinkedLtoLresistanceLtoLβycobacteriumL
tuberculosisLinfectionLinLUgandaLrevealsLpotentialLregulatoryLvariantsZLGeneseandeImmunityXL2019XL
b]XLdgcYdhc

4.4 11

81 wenomeLsimulationLapproachesLforLsynthesizingLinLsilicoLdatasetsLforLhumanLgenomicsZLAdvanceseine
GeneticsXL2010XLgbXLaYbd 3.3 11

80 ryOvy–TuRjLqL’NOW–utwuYyNTuwRqTyONLSYSTuβLvORLTxuLβU–TyY–OsUSLqNq–YSySLOvL
wuNOβuYWytuLqSSOsyqTyONLSTUtyuSL2008XL 11

(2008-2018)
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79 ReducingLslinicalLNoiseLforLrodyLβassLyndexLβeasuresLtueLtoLUnitLandLTranscriptionLurrorsLinLtheL
ulectronicLxealthLRecordZLAMIAeSummitseoneTranslationaleScienceeProceedingsXL2017XLb]agXLa]bYaaa 1.1 11

78 QualityLcontrolLandLintegrationLofLgenotypesLfromLtwoLcallingLpipelinesLforLwholeLgenomeL
sequenceLdataLinLtheLqlzheimerSsLdiseaseLsequencingLprojectZLGenomicsXL2019XLaaaXLh]hYhah 4.3 10

77 serebrospinalLfluidLTsSvULbiomarkersLofLironLstatusLareLassociatedLwithLsSvLviralLloadXLantiretroviralL
therapyXLandLdemographicLfactorsLinLxyVYinfectedLadultsZLFluidseandeBarrierseofetheeCNSXL2017XLadXLaa 7 10

76 TowardsLaLphenomeYwideLcatalogLofLhumanLclinicalLtraitsLimpactedLbyLgeneticLancestryZLBioDatae
MiningXL2015XLhXLce 4.3 9

75 –tYsplinejLmappingLSNPsLonLgenotypingLplatformsLtoLgenomicLregionsLusingLpatternsLofLlinkageL
disequilibriumZLBioDataeMiningXL2009XLbXLg 4.3 9

74 uxploringLepistasisLinLcandidateLgenesLforLrheumatoidLarthritisZLBMCeProceedingsXL2007XLaLSupplLaXLSg] 2.3 9

73 wS’c˛†LynteractionsLwithLqmyloidLwenesjLqnLqutopsyLVerificationLandLuxtensionZLNeurotoxicitye
ResearchXL2015XLbhXLbcbYh 4.3 8

72 uvidenceLforLextensiveLpleiotropyLamongLpharmacogenesZLPharmacogenomicsXL2016XLagXLhecYff 2.6 8

71 VisualizingLSNPLstatisticsLinLtheLcontextLofLlinkageLdisequilibriumLusingL–tYPlusZLBioinformaticsXL
2010XLbfXLeghYi 7.2 8

70 weneticLvariationLinLtheLrhythmonomejLethnicLvariationLandLhaplotypeLstructureLinLcandidateLgenesL
forLarrhythmiasZLPharmacogenomicsXL2009XLa]XLa]dcYec 2.6 8

69 rridgingLtheLwapsLinLPersonalizedLβedicineLValueLqssessmentjLqLReviewLofLtheLNeedLforLOutcomeL
βetricsLacrossLStakeholdersLandLScientificLtisciplinesZLPubliceHealtheGenomicsXL2019XLbbXLafYbd 1.9 7

68 RNqLeditingLalterationsLinLaLmultiYethnicLqlzheimerLdiseaseLcohortLconvergeLonLimmuneLandL
endocyticLmolecularLpathwaysZLHumaneMoleculareGeneticsXL2019XLbhXLc]ecYc]fa 5.6 7

67 qLsmallLnumberLofLcandidateLgeneLSNPsLrevealLcontinentalLancestryLinLqfricanLqmericansZLAnnalseofe
HumaneGeneticsXL2013XLggXLefYff 2.2 7

66 ustimatingLcumulativeLpathwayLeffectsLonLriskLforLageYrelatedLmacularLdegenerationLusingLmixedL
linearLmodelsZLBMCeBioinformaticsXL2015XLafXLcbi 3.6 7

65 OverviewLofLlinkageLanalysisLinLcomplexLtraitsZLCurrenteProtocolseineHumaneGeneticsXL2010XLshapterL
aXLUnitLaZiZaYah 3.2 7

64
sharacterizationLofLtheLβetabochipLinLdiverseLpopulationsLfromLtheLynternationalLxapβapLProjectL
inLtheLupidemiologicLqrchitectureLforLwenesL–inkedLtoLunvironmentLTuqw–uULprojectZLPacifice
SymposiumeoneBiocomputingePacificeSymposiumeoneBiocomputingXL2013XLahhYii

1.3 7

63
UtilizationLofLanLuβRYbiorepositoryLtoLidentifyLtheLgeneticLpredictorsLofLcalcineurinYinhibitorL
toxicityLinLheartLtransplantLrecipientsZLPacificeSymposiumeoneBiocomputingePacificeSymposiumeone
BiocomputingXL2014XLbecYfd

1.3 7

62 sreationLandLValidationLofLanLuβRYbasedLqlgorithmLforLydentifyingLβajorLqdverseLsardiacLuventsL
whileLonLStatinsZLAMIAeSummitseoneTranslationaleScienceeProceedingsXL2014XLb]adXLaabYi 1.1 7
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61 uuropeanLβitochondrialLtNqLxaplogroupsLareLqssociatedLwithLserebrospinalLvluidLriomarkersLofL
ynflammationLinLxyVLynfectionZLPathogenseandeImmunityXL2016XLaXLcc]Ycea 4.9 7

60 qfricanYspecificLimprovementLofLaLpolygenicLhazardLscoreLforLageLatLdiagnosisLofLprostateLcancerZL
InternationaleJournaleofeCancerXL2021XLadhXLiiYa]e 7.5 7

59 ProteinYalteringLgermlineLmutationsLimplicateLnovelLgenesLrelatedLtoLlungLcancerLdevelopmentZL
NatureeCommunicationsXL2020XLaaXLbbb] 17.4 6

58 WillingnessLtoLParticipateLinLaLNationalLPrecisionLβedicineLsohortjLqttitudesLofLshronicL’idneyL
tiseaseLPatientsLatLaLslevelandLPublicLxospitalZLJournaleofePersonalizedeMedicineXL2018XLhXL 3.6 6

57 ThreeYdimensionalLspatialLanalysisLofLmissenseLvariantsLinLRTu–aLidentifiesLpathogenicLvariantsLinL
patientsLwithLvamilialLynterstitialLPneumoniaZLBMCeBioinformaticsXL2018XLaiXLah 3.6 6

56 PuttingLpleiotropyLandLselectionLintoLcontextLdefinesLaLnewLparadigmLforLinterpretingLgeneticLdataZL
Circulation:eCardiovasculareGeneticsXL2013XLfXLbiiYc]g 6

55 tiscussingLgeneYgeneLinteractionjLwarningYYtranslatingLequationsLtoLunglishLmayLresultLinL
jabberwockyZLGeneticeEpidemiologyXL2007XLcaLSupplLaXLSfaYg 2.6 6

54 uvaluatingLpowerLandLtypeLaLerrorLinLlargeLpedigreeLanalysesLofLbinaryLtraitsZLPLoSeONEXL2013XLhXLefbfae3.7 6

53 sonqueringLtheLNeedleYinYaYxaystackjLxowLsorrelatedLynputLVariablesLreneficiallyLqlterLtheLvitnessL
–andscapeLforLNeuralLNetworksZLLectureeNoteseineComputereScienceXL2009XLh]Yia 0.9 6

52 SexYSpecificLParentalLuffectsLonLOffspringL–ipidL–evelsZLJournaleofetheeAmericaneHearteAssociationXL
2015XLdXL 6 5

51 ynterplayLbetweenLtraumaticLbrainLinjuryLandLintimateLpartnerLviolencejLdataLdrivenLanalysisL
utilizingLelectronicLhealthLrecordsZLBMCeWomenmseHealthXL2020XLb]XLbfi 2.9 5

50 qnalysisLofLxeritabilityLUsingLwenomeYWideLtataZLCurrenteProtocolseineHumaneGeneticsXL2016XLiaXLaZc]ZaYaZc]Za]3.2 5

49 sanLNeuralLNetworkLsonstraintsLinLwPLProvideLPowerLtoLtetectLwenesLqssociatedLwithLxumanL
tiseaseoZLLectureeNoteseineComputereScienceXL2005XLddYec 0.9 5

48 PhenotypingLqdverseLtrugLReactionsjLStatinYRelatedLβyotoxicityZLAMIAeSummitseoneTranslationale
ScienceeProceedingsXL2015XLb]aeXLdffYg] 1.1 5

47 wermlineLweneticLVariantsLandL–ungLsancerLSurvivalLinLqfricanLqmericansZLCancereEpidemiologye
BiomarkerseandePreventionXL2017XLbfXLabhhYabie 4 4

46 weneLexpressionLinLcellLlinesLfromLpropionicLacidemiaLpatientsXLcarrierLparentsXLandLcontrolsZL
MoleculareGeneticseandeMetabolismXL2015XLaaeXLagdYi 3.7 4

45 –ocalLancestryLtransitionsLmodifyLsnpYtraitLassociationsZLPacificeSymposiumeoneBiocomputingePacifice
SymposiumeoneBiocomputingXL2018XLbcXLdbdYdce 1.3 4

44 SomaticLTYcellLReceptorLtiversityLinLaLshronicL’idneyLtiseaseLPatientPopulationL–inkedLtoL
ulectronicLxealthLRecordsZLAMIAeSummitseoneTranslationaleScienceeProceedingsXL2018XLb]agXLfcYga 1.1 4

(2018-2016)
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43 PSsqNjLSpatialLscanLtestsLguidedLbyLproteinLstructuresLimproveLcomplexLdiseaseLgeneLdiscoveryL
andLsignalLvariantLdetectionZLGenomeeBiologyXL2020XLbaXLbag 18.3 4

42 satecholYOYmethyltransferaseLpolymorphismLValaehβetLisLassociatedLwithLdistalLneuropathicLpainL
inLxyVYassociatedLsensoryLneuropathyZLAidsXL2019XLccXLaegeYaehb 3.5 4

41 wenomeYWideLqssociationLStudiesL2019XLbceYbda 3

40
βultivariateLanalysisLofLregulatoryLSNPsjLempoweringLpersonalLgenomicsLbyLconsideringL
cisYepistasisLandLheterogeneityZLPacificeSymposiumeoneBiocomputingePacificeSymposiumeone
BiocomputingXL2011XLbgfYhg

1.3 3

39 ymmuneLandLynflammatoryLPathwaysLymplicatedLbyLWholeLrloodLTranscriptomicLqnalysisLinLaL
tiverseLqncestryLqlzheimerSsLtiseaseLsohortZLJournaleofeAlzheimermseDiseaseXL2020XLgfXLa]dgYa]f] 4.3 2

38 UTy–yZqTyONLOvLqNLuβRYryORuPOSyTORYLTOLytuNTyvYLTxuLwuNuTysLPRutysTORSLOvL
sq–syNuURyNYyNxyryTORLTOXysyTYLyNLxuqRTLTRqNSP–qNTLRusyPyuNTSL2013XL 2

37 qssociationLRuleLtiscoveryLxasLtheLqbilityLtoLβodelLsomplexLweneticLuffectsL2007XLb]]gXLfbdYfbi 2

36
uxtractingLsountryYofYOriginLfromLulectronicLxealthLRecordsLforLweneYLunvironmentLStudiesLasLPartL
ofLtheLupidemiologicLqrchitectureLforLwenesL–inkedLtoLunvironmentLTuqw–uULStudyZLAMIAeSummitse
oneTranslationaleScienceeProceedingsXL2017XLb]agXLe]Yeg

1.1 2

35
wenomeYWideLβetaYqnalysisLofL–ateYOnsetLqlzheimerâ��sLtiseaseLUsingLRareLVariantLymputationLinL
feXf]bLSubjectsLydentifiesLNovelLRareLVariantL–ocusLNs’bjLTheLynternationalLwenomicsLofL
qlzheimerâ��sLProjectLTywqPU

2

34 weneLVariantsLandLRelatedLSolubleLTNvRbL–evelsLympactLResilienceLinLqlzheimerSsLtiseaseZLFrontierse
ineAgingeNeuroscienceXL2021XLacXLfchibb 5.3 2

33 weneticallyLregulatedLexpressionLinLlateYonsetLqlzheimerSsLdiseaseLimplicatesLriskLgenesLwithinL
knownLandLnovelLlociZLTranslationalePsychiatryXL2021XLaaXLfah 8.6 2

32 yntroducingLsOsOSjLcodonLconsequenceLscannerLforLannotatingLreadingLframeLchangesLinducedLbyL
stopYlostLandLframeLshiftLvariantsZLBioinformaticsXL2017XLccXLaefaYaefb 7.2 1

31 [Obâ��]hâ��]c]jLWxO–uYwuNOβuLSuQUuNsyNwLyNLvqβy–yq–L–qTuYONSuTLq–ZxuyβuRSsLtySuqSuL
ytuNTyvyuSLRqRuLVqRyqTyONLyNLqtLsqNtytqTuLwuNuSL2017XLacXLPegaYPegb 1

30 RapidLstorageLandLretrievalLofLgenomicLintervalsLfromLaLrelationalLdatabaseLsystemLusingLnestedL
containmentLlistsZLDatabase:etheeJournaleofeBiologicaleDatabaseseandeCurationXL2013XLb]acXLbat]ef 5 1

29 weneticLVariantsLandLvunctionalLPathwaysLqssociatedLwithLResilienceLtoLqlzheimerâ��sLtisease 1

28
vrequencyLofLslinVarLPathogenicLVariantsLinLshronicL’idneyLtiseaseLPatientsLSurveyedLforLReturnL
ofLResearchLResultsLatLaLslevelandLPublicLxospitalZLPacificeSymposiumeoneBiocomputingePacifice
SymposiumeoneBiocomputingXL2020XLbeXLegeYehf

1.3 1

27 ReplicationLofLuuropeanLhypertensionLassociationsLinLaLcaseYcontrolLstudyLofLiXecdLqfricanL
qmericansZLPLoSeONEXL2021XLafXLe]beiifb 3.7 1

26 qfricanYspecificLimprovementLofLaLpolygenicLhazardLscoreLforLageLatLdiagnosisLofLprostateLcancer 1
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25 wenotypeLsorrelationLqnalysisLRevealsLPathwayYrasedLvunctionalLtisequilibriumLandLPotentialL
upistasisLinLtheLxumanLynteractomeZLLectureeNoteseineComputereScienceXL2014XLhf]bXLhi]Yi]a 0.9 1

24 βodelingLtranscriptionalLregulationLusingLgeneLregulatoryLnetworksLbasedLonLmultiYomicsLdataL
sourcesZLBMCeBioinformaticsXL2021XLbbXLb]] 3.6 1

23 qnLassociationLtestLofLtheLspatialLdistributionLofLrareLmissenseLvariantsLwithinLproteinLstructuresL
identifyLqlzheimerSsLdiseaseYrelatedLpatternsZZLGenomeeResearchXL2022XL 9.7 1

22 wWqSLandLreyondjLUsingLOmicsLqpproachesLtoLynterpretLSNPLqssociationsZLCurrenteGenetice
MedicineeReportsXL2019XLgXLc]Yd] 2.2 0

21 qLxaptoglobinLuxonLsopyLNumberLVariantLqssociatesLWithLxyVYqssociatedLNeurocognitiveL
ympairmentLinLuuropeanLandLqfricanYtescentLPopulationsZZLFrontierseineGeneticsXL2021XLabXLgeffhe 4.5 0

20
somparativeLtransYethnicLmetaYanalysisLofLwholeLexomeLsequencingLvariationLforLqlzheimerâ��sL
diseaseLTqtULinLahXd]bLindividualsLofLtheLqlzheimerâ��sLtiseaseLSequencingLProjectLTqtSPUZL
AlzheimermseandeDementiaXL2020XLafXLe]daehc

1.2

19 SexLdifferencesLinLgeneticLpredictorsLofLresilienceLtoLqlzheimerâ��sLdiseaseZLAlzheimermseandeDementiaXL
2020XLafXLe]dcbei 1.2

18 UsingLlinkageLanalysisLtoLidentifyLnovelLgeneYgeneLinteractionsLinLqlzheimerâ��sLdiseaseZLAlzheimermse
andeDementiaXL2020XLafXLe]dcdce 1.2

17
qLmultiancestryLanalysisLofLqlzheimerâ��sLdiseaseLcoexpressedLgeneLnetworksLidentifiesLaLcommonL
immuneLsignalingLpathwayLregulatedLbyLgranulocyteYcolonyLstimulatingLfactorLTwYsSvUZLAlzheimermse
andeDementiaXL2020XLafXLe]decfa

1.2

16 βappingLqlzheimerLdiseaseâ��associatedLregionsLinLtheLqfricanLqmericanLpopulationZLAlzheimermseande
DementiaXL2020XLafXLe]df]gb 1.2

15 StructuralLcharacterizationLofLrareLmissenseLvariantsLwithinLknownLneurodegenerativeLdiseaseL
proteinsZLAlzheimermseandeDementiaXL2020XLafXLe]dfd]e 1.2

14 [Obâ��]hâ��]b]jLSuXYSPusyvysLqNq–YSySLOvLTxuLqtSPLsqSuYsONTRO–LWxO–uYuXOβuLSuQUuNsyNwL
tqTqSuTL2017XLacXLPega

13 xadoopLandLPySparkLforLreproducibilityLandLscalabilityLofLgenomicLsequencingLstudiesZLPacifice
SymposiumeoneBiocomputingePacificeSymposiumeoneBiocomputingXL2020XLbeXLebcYecd 1.3

12 somplexLweneticLynteractions[tataLβining[timensionalityLReductionL2021XLbfeYbgg

11 –argeYscaleLsequencingLstudiesLexpandLtheLknownLgeneticLarchitectureLofLqlzheimerSsLdiseaseZZL
AlzheimermseandeDementia:eDiagnosisseAssessmenteandeDiseaseeMonitoringXL2021XLacXLeabbee 5.2

10 ’nowledgeYconstrainedL’YmedoidsLslusteringLofLRegulatoryLRareLqllelesLforLrurdenLTestsZLLecturee
NoteseineComputereScienceXL2013XLghccXLceYdb 0.9

9 xigherLsSvLverritinLxeavyYshainLTvthaULandLTransferrinLPredictLretterLNeurocognitiveLPerformanceL
inLPeopleLwithLxyVZLMoleculareNeurobiologyXL2021XLehXLdhdbYdhee 6.2

8
βethylomeYwideLqnalysisLRevealsLupigeneticLβarksLqssociatedLWithLResistanceLtoLTuberculosisLinL
xumanLymmunodeficiencyLVirusYynfectedLyndividualsLvromLuastLqfricaZLJournaleofeInfectiouseDiseasesXL
2021XLbbdXLfieYg]d
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7 PackagingLriocomputingLSoftwareLtoLβaximizeLtistributionLandLReuseZLPacificeSymposiumeone
BiocomputingePacificeSymposiumeoneBiocomputingXL2020XLbeXLgciYgdb 1.3

6 PackagingLriocomputingLSoftwareLtoLβaximizeLtistributionLandLReuseZLPacificeSymposiumeone
BiocomputingePacificeSymposiumeoneBiocomputingXL2022XLbgXLdabYdaf 1.3

5 βultipleLvirusesLdetectedLinLhumanLtNqLareLassociatedLwithLqlzheimerLdiseaseLriskZZLAlzheimermse
andeDementiaXL2021XLagLSupplLcXLe]edehe 1.2

4 SexLdifferencesLinLtheLgeneticLarchitectureLunderlyingLresilienceLinLqtZZLAlzheimermseandeDementiaXL
2021XLagLSupplLcXLe]ee]a] 1.2

3 SexYspecificLgeneticLpredictorsLofLmemoryLperformanceZZLAlzheimermseandeDementiaXL2021XLagLSupplL
cXLe]ef]hc 1.2

2 uxpressionLquantitativeLtraitLlociLTeQT–ULanalysisLinLaLdiverseLqlzheimerLdiseaseLcohortLrevealsL
ancestryYspecificLregulatoryLarchitecturesZZLAlzheimermseandeDementiaXL2021XLagLSupplLcXLe]efbaa 1.2

1 qdmixtureLmappingLidentifiesLnovelLregionsLinfluencingLqlzheimerLdiseaseLinLqfricanLqmericansZZL
AlzheimermseandeDementiaXL2021XLagLSupplLcXLe]efddc 1.2
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