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m Paper IF Citations

103 ulternativeKisoformKregulationKinKhumanKtissueKtranscriptomesbKNatureXK2008XKhijXKhkdaj 50.4 3526

102 zullalengthKRNuaseqKfromKsingleKcellsKusingKSmartaseqfbKNaturelProtocolsXK2014XKmXKekeale 18.8 1981

101 SmartaseqfKforKsensitiveKfullalengthKtranscriptomeKprofilingKinKsingleKcellsbKNaturelMethodsXK2013XK
edXKedmjal 21.6 1335

100 zullalengthKmRNuaSeqKfromKsingleacellKlevelsKofKRNuKandKindividualKcirculatingKtumorKcellsbKNaturel
BiotechnologyXK2012XKgdXKkkkalf 44.5 1045

99 ProliferatingKcellsKexpressKmRNusKwithKshortenedKgSKuntranslatedKregionsKandKfewerKmicroRNuK
targetKsitesbKScienceXK2008XKgfdXKejhgak 33.3 984

98 SingleacellKRNuaseqKrevealsKdynamicXKrandomKmonoallelicKgeneKexpressionKinKmammalianKcellsbK
ScienceXK2014XKghgXKemgaj 33.3 816

97 SingleawellKTranscriptomeKProfilingKofKHumanKPancreaticKïsletsKinKHealthKandKTypeKfKxiabetesbKCelll
MetabolismXK2016XKfhXKimgajdk 24.6 730

96 wTwzapromotedKRNuKpolymeraseKïïKpausingKlinksKxNuKmethylationKtoKsplicingbKNatureXK2011XKhkmXKkham 50.4 700

95 NotchKsignalingnKsimplicityKinKdesignXKversatilityKinKfunctionbKDevelopmentluCambridgevXK2011XKeglXKgimgajef6.6 661

94 unKabundanceKofKubiquitouslyKexpressedKgenesKrevealedKbyKtissueKtranscriptomeKsequenceKdatabK
PLoSlComputationallBiologyXK2009XKiXKeedddiml 5 615

93 SingleawellKRNuaSeqKRevealsKLineageKandKXKwhromosomeKxynamicsKinKHumanKPreimplantationK
ymbryosbKCellXK2016XKejiXKedefafj 56.2 475

92 TniKtransposaseKandKtagmentationKproceduresKforKmassivelyKscaledKsequencingKprojectsbKGenomel
ResearchXK2014XKfhXKfdggahd 9.7 431

91 RegionalKandKstrainaspecificKgeneKexpressionKmappingKinKtheKadultKmouseKbrainbKProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXK2000XKmkXKeedglahg 11.5 420

90  eneKexpressionKperturbationKinKvitroaaaKgrowingKcaseKforKthreeadimensionalKTgxUKcultureKsystemsbK
SeminarslinlCancerlBiologyXK2005XKeiXKhdiaef 12.7 416

89 TheKheterogeneityKofKhumanKwxefkTWUKinnateKlymphoidKcellsKrevealedKbyKsingleacellKRNuK
sequencingbKNaturelImmunologyXK2016XKekXKhieajd 19.1 319

88 ylectrophysiologicalXKtranscriptomicKandKmorphologicKprofilingKofKsingleKneuronsKusingKPatchaseqbK
NaturelBiotechnologyXK2016XKghXKemmafdg 44.5 299

87 xeterminantsKofKtargetingKbyKendogenousKandKexogenousKmicroRNusKandKsiRNusbKRnaXK2007XKegXKelmhamed5.8 288
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86 SingleacellKtranscriptomicsKuncoversKdistinctKmolecularKsignaturesKofKstemKcellsKinKchronicKmyeloidK
leukemiabKNaturelMedicineXK2017XKfgXKjmfakdf 50.5 226

85 MyelodysplasticKsyndromesKareKpropagatedKbyKrareKandKdistinctKhumanKcancerKstemKcellsKinKvivobK
CancerlCellXK2014XKfiXKkmhaldl 24.3 216

84 SequentiallyKactingKSoxKtranscriptionKfactorsKinKneuralKlineageKdevelopmentbKGeneslandl
DevelopmentXK2011XKfiXKfhigajh 12.6 216

83  enomicKencodingKofKtranscriptionalKburstKkineticsbKNatureXK2019XKijiXKfieafih 50.4 201

82 LymphomyeloidKcontributionKofKanKimmunearestrictedKprogenitorKemergingKpriorKtoKdefinitiveK
hematopoieticKstemKcellsbKCelllStemlCellXK2013XKegXKigiahl 18 170

81 ynteringKtheKeraKofKsingleacellKtranscriptomicsKinKbiologyKandKmedicinebKNaturelMethodsXK2014XKeeXKffah 21.6 169

80 LaserKcaptureKmicroscopyKcoupledKwithKSmartaseqfKforKpreciseKspatialKtranscriptomicKprofilingbK
NaturelCommunicationsXK2016XKkXKefegm 17.4 164

79 TheKhumanKcapabindingKcomplexKisKfunctionallyKconnectedKtoKtheKnuclearKRNuKexosomebKNaturel
StructurallandlMolecularlBiologyXK2013XKfdXKegjkakj 17.6 157

78 SingleacellKRNuKcountingKatKalleleKandKisoformKresolutionKusingKSmartaseqgbKNaturelBiotechnologyXK
2020XKglXKkdlakeh 44.5 151

77 wapturingKwholeagenomeKcharacteristicsKinKshortKsequencesKusingKaKnaˆflveKvayesianKclassifierbK
GenomelResearchXK2001XKeeXKehdham 9.7 150

76 venchmarkingKsingleacellKRNuasequencingKprotocolsKforKcellKatlasKprojectsbKNaturelBiotechnologyXK
2020XKglXKkhkakii 44.5 142

75 ïmprovedKprecisionKandKaccuracyKforKmicroarraysKusingKupdatedKprobeKsetKdefinitionsbKBMCl
BioinformaticsXK2007XKlXKhl 3.6 130

74 ussessmentKofKtumorKcharacteristicKgeneKexpressionKinKcellKlinesKusingKaKtissueKsimilarityKindexKTTSïUbK
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXK2005XKedfXKfdifak 11.5 127

73 SingleacellKsequencingKofKtheKsmallaRNuKtranscriptomebKNaturelBiotechnologyXK2016XKghXKefjhaefjj 44.5 120

72 ïdentificationKofKspatialKexpressionKtrendsKinKsingleacellKgeneKexpressionKdatabKNaturelMethodsXK2018
XKeiXKggmaghf 21.6 119

71 vMPKsignalingKandKitsKpSMuxeciKtargetKgenesKdifferentiallyKregulateKhairKfollicleKstemKcellKlineagesbK
CelllStemlCellXK2014XKeiXKjemagg 18 103

70 RandomKmonoallelicKexpressionKofKautosomalKgenesnKstochasticKtranscriptionKandKallelealevelK
regulationbKNaturelReviewslGeneticsXK2015XKejXKjigajh 30.1 101

69
TranscriptionKfactorKNurreKmaintainsKfiberKintegrityKandKnuclearaencodedKmitochondrialKgeneK
expressionKinKdopamineKneuronsbKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaXK2013XKeedXKfgjdai

11.5 101
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68 unalysisKofKallelicKexpressionKpatternsKinKclonalKsomaticKcellsKbyKsingleacellKRNuaseqbKNaturelGeneticsXK
2016XKhlXKehgdaehgi 36.3 92

67 ïnKVivoKyffectsKofKMesenchymalKStromalKwellsKinKTwoKPatientsKWithKSevereKucuteKRespiratoryK
xistressKSyndromebKStemlCellslTranslationallMedicineXK2015XKhXKeemmafeg 6.9 90

66 SingleawellKunalysisKRevealsKaKwloseKRelationshipKbetweenKxifferentiatingKxopamineKandK
SubthalamicKNucleusKNeuronalKLineagesbKCelllStemlCellXK2017XKfdXKfmahd 18 90

65  enomeawideKmappingKofKpromoteraanchoredKinteractionsKwithKcloseKtoKsingleaenhancerK
resolutionbKGenomelBiologyXK2015XKejXKeij 18.3 89

64 ReadingKandKeditingKtheKPleurodelesKwaltlKgenomeKrevealsKnovelKfeaturesKofKtetrapodK
regenerationbKNaturelCommunicationsXK2017XKlXKfflj 17.4 83

63 TheKLogicKofKLifebKGenomelResearchXK2003XKegXKfgkiafgkj 9.7 78

62 PositionaKandKHippoKsignalingadependentKplasticityKduringKlineageKsegregationKinKtheKearlyKmouseK
embryobKELifeXK2017XKjXK 8.9 76

61 TheKMolecularKunatomyKofKMouseKSkinKduringKHairK rowthKandKRestbKCelllStemlCellXK2020XKfjXKhheahikbek18 69

60 MultimodalKprofilingKofKsingleacellKmorphologyXKelectrophysiologyXKandKgeneKexpressionKusingK
PatchaseqbKNaturelProtocolsXK2017XKefXKfigeafiig 18.8 68

59 SingleacellKanalysesKofKXKwhromosomeKinactivationKdynamicsKandKpluripotencyKduringK
differentiationbKGenomelResearchXK2016XKfjXKeghfaegih 9.7 64

58 TranscriptionKfactorainducedKlineageKselectionKofKstemacelladerivedKneuralKprogenitorKcellsbKCelll
StemlCellXK2011XKlXKjjgaki 18 57

57 TheKmolecularKportraitKofKinKvitroKgrowthKbyKmetaaanalysisKofKgeneaexpressionKprofilesbKGenomel
BiologyXK2005XKjXKRji 18.3 56

56 MouseKModelKofKulagilleKSyndromeKandKMechanismsKofKJaggedeKMissenseKMutationsbK
GastroenterologyXK2018XKeihXKedldaedmi 13.3 55

55 LackKofKcorrectKdataKformatKandKcomparabilityKlimitsKfutureKintegrativeKmicroarrayKresearchbKNaturel
BiotechnologyXK2006XKfhXKegffag 44.5 50

54 SoxveadrivenKtranscriptionalKnetworkKunderliesKneuralaspecificKinterpretationKofKmorphogenK
signalsbKProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaXK2013XKeedXKkggdai11.5 49

53 PhenotypicKvariationKofKtranscriptomicKcellKtypesKinKmouseKmotorKcortexbKNatureXK2021XKimlXKehhaeid 50.4 49

52 QuantifyingKtheKspeciesaspecificityKinKgenomicKsignaturesXKsynonymousKcodonKchoiceXKaminoKacidK
usageKandK WwKcontentbKGeneXK2003XKgeeXKgiahf 3.8 47

51 womparativeKmicroarrayKanalysisbKOMICSlAlJournalloflIntegrativelBiologyXK2006XKedXKgleamk 3.8 46
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50 uKmultimodalKcellKcensusKandKatlasKofKtheKmammalianKprimaryKmotorKcortexbKNatureXK2021XKimlXKljaedf 50.4 44

49 NuSwaseqKmonitorsKRNuKsynthesisKinKsingleKcellsbKNaturelCommunicationsXK2019XKedXKgegl 17.4 42

48 womputationalKcorrectionKofKindexKswitchingKinKmultiplexedKsequencingKlibrariesbKNaturelMethodsXK
2018XKeiXKgdiagdk 21.6 40

47 uKreferenceKtranscriptomeKandKinferredKproteomeKforKtheKsalamanderKNotophthalmusKviridescensbK
ExperimentallCelllResearchXK2013XKgemXKeelkamk 4.2 40

46 RNuKhelicaseKuKisKaKdownstreamKmediatorKofKβïzev˛†KtumorasuppressorKfunctionKinKneuroblastomabK
CancerlDiscoveryXK2014XKhXKhghaie 24.4 38

45 LayerKhKofKmouseKneocortexKdiffersKinKcellKtypesKandKcircuitKorganizationKbetweenKsensoryKareasbK
NaturelCommunicationsXK2019XKedXKhekh 17.4 36

44 uKTRPVeatoasecretagoginKregulatoryKaxisKcontrolsKpancreaticK˛†acellKsurvivalKbyKmodulatingKproteinK
turnoverbKEMBOlJournalXK2017XKgjXKfedkafefi 13 31

43 HeterogeneityKinKmammalianKRNuKgSKendKformationbKExperimentallCelllResearchXK2010XKgejXKegikajh 4.2 30

42 SystemsKbiologyKisKtakingKoffbKGenomelResearchXK2003XKegXKfgkkald 9.7 30

41 ïnitialKseedingKofKtheKembryonicKthymusKbyKimmunearestrictedKlymphoamyeloidKprogenitorsbKNaturel
ImmunologyXK2016XKekXKehfhaehgi 19.1 29

40 ParentalKhaplotypeaspecificKsingleacellKtranscriptomicsKrevealKincompleteKepigeneticK
reprogrammingKinKhumanKfemaleKgermKcellsbKNaturelCommunicationsXK2018XKmXKelkg 17.4 29

39 ubundanceKofKfemaleabiasedKandKpaucityKofKmaleabiasedKsomaticallyKexpressedKgenesKonKtheKmouseK
XachromosomebKBMClGenomicsXK2012XKegXKjdk 4.5 26

38 SmallaseqKforKsingleacellKsmallaRNuKsequencingbKNaturelProtocolsXK2018XKegXKfhdkafhfh 18.8 26

37 yfficientKandKcomprehensiveKrepresentationKofKuniquenessKforKnextagenerationKsequencingKbyK
minimumKuniqueKlengthKanalysesbKPLoSlONEXK2013XKlXKeiglff 3.7 25

36 HowKtoKanalyzeKgeneKexpressionKusingKRNuasequencingKdatabKMethodslinlMolecularlBiologyXK2012XK
ldfXKfimakh 1.4 22

35 XachromosomeKupregulationKisKdrivenKbyKincreasedKburstKfrequencybKNaturelStructurallandl
MolecularlBiologyXK2019XKfjXKmjgamjm 17.6 17

34 yxploringKparasiteKheterogeneityKusingKsingleacellKRNuaseqKrevealsKaKgeneKsignatureKamongKsexualK
stageKPlasmodiumKfalciparumKparasitesbKExperimentallCelllResearchXK2018XKgkeXKegdaegl 4.2 16

33 ïntussusceptiveKVascularKRemodelingKPrecedesKPathologicalKNeovascularizationbKArteriosclerosisyl
ThrombosisylandlVascularlBiologyXK2019XKgmXKehdfaehel 9.4 15

(2019-2021)
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32 wellKtypeKcompositionKandKcircuitKorganizationKofKclonallyKrelatedKexcitatoryKneuronsKinKtheKjuvenileK
mouseKneocortexbKELifeXK2020XKmXK 8.9 15

31 PhenotypicKvariationKwithinKandKacrossKtranscriptomicKcellKtypesKinKmouseKmotorKcortex 15

30 venchmarkingKSingleawellKRNuKSequencingKProtocolsKforKwellKutlasKProjects 13

29 SingleacellKRNuKsequencingKrevealsKtheKmesangialKidentityKandKspeciesKdiversityKofKglomerularKcellK
transcriptomesbKNaturelCommunicationsXK2021XKefXKfehe 17.4 13

28 uKmultimodalKcellKcensusKandKatlasKofKtheKmammalianKprimaryKmotorKcortex 12

27 scphasernKhaplotypeKinferenceKusingKsingleacellKRNuaseqKdatabKBioinformaticsXK2016XKgfXKgdglahd 7.2 11

26 uKxNuananoassemblyabasedKapproachKtoKmapKmembraneKproteinKnanoenvironmentsbKNaturel
NanotechnologyXK2021XKejXKliami 28.7 11

25 ReplyKtoKSHighKprevalenceKofKclonalKmonoallelicKexpressionSbKNaturelGeneticsXK2018XKidXKeemmaefdd 36.3 8

24
xisruptionKofKtheKyxtracellularKMatrixKProgressivelyKïmpairsKwentralKNervousKSystemKVascularK
MaturationKxownstreamKofK˛†awateninKSignalingbKArteriosclerosisylThrombosisylandlVascularlBiologyXK
2019XKgmXKehgfaehhk

9.4 7

23 xecodingKbreastKcancerKtissueastromaKinteractionsKusingKspeciesaspecificKsequencingbKBreastlCancerl
ResearchXK2015XKekXKedm 8.3 7

22 SingleacellKRNuKcountingKatKalleleaKandKisoformaresolutionKusingKSmartaseqg 7

21 QRunKusingKPatchaseqKtoKprofileKsingleKcellsbKBMClBiologyXK2017XKeiXKil 7.3 6

20 wellKshapeKdeterminesKgeneKexpressionnKcardiomyocyteKmorphotypicKtranscriptomesbKBasiclResearchl
inlCardiologyXK2019XKeeiXKk 11.8 6

19 LwMaseqKrevealsKuniqueKtranscriptionalKadaptationKmechanismsKofKresistantKneuronsKandKidentifiesK
protectiveKpathwaysKinKspinalKmuscularKatrophybKGenomelResearchXK2020XKgdXKedlgaedmj 9.7 6

18 PuttingKcellsKinKtheirKplacebKNaturelBiotechnologyXK2015XKggXKhmdae 44.5 4

17 womputationalKcorrectionKofKcrossacontaminationKdueKtoKexclusionKamplificationKbarcodeKspreading 4

16 ScalableKfullatranscriptKcoverageKsingleKcellKRNuKsequencingKwithKSmartaseqgxpress 4

15 TranscriptionalKkineticsKandKmolecularKfunctionsKofKlongKnoncodingKRNusbbKNaturelGeneticsXK2022XK 36.3 4
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14 TranscriptionalKkineticsKandKmolecularKfunctionsKofKlongKnonacodingKRNus 3

13 NeocorticalKlayerKhKinKadultKmouseKdiffersKinKmajorKcellKtypesKandKcircuitKorganizationKbetweenK
primaryKsensoryKareas 3

12 TranscriptionalKburstsKexplainKautosomalKrandomKmonoallelicKexpressionKandKaffectKallelicK
imbalancebKPLoSlComputationallBiologyXK2021XKekXKeeddlkkf 5 3

11 xivergentKclonalKdifferentiationKtrajectoriesKestablishKwxlKmemoryKT´ cellKheterogeneityKduringK
acuteKviralKinfectionsKinKhumansbKCelllReportsXK2021XKgiXKedmekh 10.6 3

10 wellKtypeKcompositionKandKcircuitKorganizationKofKneocorticalKradialKclones 2

9 UnderstandingKinteractionsKbetweenKriskKfactorsXKandKassessingKtheKutilityKofKtheKadditiveKandK
multiplicativeKmodelsKthroughKsimulationsbKPLoSlONEXK2021XKejXKedfidflf 3.7 2

8 TranscriptionalKburstsKexplainKautosomalKrandomKmonoallelicKexpressionKandKaffectKallelicKimbalance 1

7 wlonallyKdistinctKdifferentiationKtrajectoriesKshapeKwxlWKmemoryKTKcellKheterogeneityKafterKacuteK
viralKinfectionsKinKhumans 1

6 vuMboozleKremovesKgeneticKvariationKfromKhumanKsequenceKdataKforKopenKdataKsharingbKNaturel
CommunicationsXK2021XKefXKjfej 17.4 1

5 TranscriptionalKkineticsKofKXachromosomeKupregulation 1

4 UnderstandingKinteractionsKbetweenKriskKfactorsXKandKassessingKtheKutilityKofKtheKadditiveKandK
multiplicativeKmodelsKthroughKsimulations 1

3 TheKmolecularKanatomyKofKmouseKskinKduringKhairKgrowthKandKrest 1

2 MolecularKspikesnKaKgoldKstandardKforKsingleacellKRNuKcounting 1

1 SampleKMomentsKandKWeakKwonvergenceKtoKMultivariateKStochasticKPowerKïntegralsbKJournallofl
TimelSerieslAnalysisXK2017XKglXKedddaeddm 0.8
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