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j Paper IF Citations

162 sellKcycleKsynchronizationKinKPanaxKginsengKrootsKforKcytogenomicsKresearchZKHorticulturel
EnvironmentlandlBiotechnologyWK2022WKfcWKacgYade 2

161 wenomeKstructureKandKdiversityKamongKsynanchumKwilfordiiKaccessionsZZKBMClPlantlBiologyWK2022WK
bbWKd 5.3 1

160 xighYthroughputKS×PKmarkersKforKauthenticationKofK‘oreanKwheatKcultivarsKbasedKonKsevenK
completeKplastomesKandKtheKnuclearKgenomeZZKFoodlSciencelandlBiotechnologyWK2022WKcaWKdbcYdca 3

159 weneticKandKchemicalKmarkersKforKauthenticationKofKthreeKqrtemisiaKspeciesjKqZKcapillarisWKqZK
gmeliniiWKandKqZKfukudoZZKPLoSlONEWK2022WKagWKe]bfdegf 3.7 1

158 sompleteKplastidKandKdeSKrt×qKsequencesKallowKauthenticationKofK’iriopeKplatyphyllaKandK
éphiopogonKjaponicusZKCurrentlPlantlBiologyWK2022WKc]WKa]]bdd 3.3 0

157 TheKcompleteKplastidKgenomeKsequenceKofK×akaiKSqpiaceaeTWKanKendemicKandKrareKspeciesKinK‘oreaZZK
MitochondriallDNAlPartlB:lResourcesWK2022WKgWKgffYgfh 0.5

156 somparativeKanalysisKandKphylogeneticKinvestigationKofKxongK‘ongKylexKchloroplastKgenomesZK
ScientificlReportsWK2021WKaaWKeaec 4.9 4

155 wenomicKSignatureKforKStemKSwollenKofK‘ohlrabiKMorphotypeKinKrrassicaKoleraceaZKPlantlBreedingl
andlBiotechnologyWK2021WKiWKdeYed 1.2

154 tiversityKandKauthenticationKofKaccessionsKrevealedKbyKcompleteKplastidKgenomeKandKrt×qK
sequencesZKMitochondriallDNAlPartlB:lResourcesWK2021WKfWKadedYadei 0.5 2

153 qssessingKtheKgeneticKandKchemicalKdiversityKofKTaraxacumKspeciesKinKtheK‘oreanKPeninsulaZK
PhytochemistryWK2021WKahaWKaabegf 4 4

152 MolecularKsytogeneticsKofKPanaxKwinsengZKCompendiumloflPlantlGenomesWK2021WKeeYfi 0.8 0

151 wenomicKResourcesKforKwinsengKwenomeKStudiesZKCompendiumloflPlantlGenomesWK2021WKadcYadh 0.8

150 shloroplastKwenomeKtiversityKinKPanaxKwenusZKCompendiumloflPlantlGenomesWK2021WKieYa]e 0.8

149 winsengKwenomeKStructureKandKuvolutionZKCompendiumloflPlantlGenomesWK2021WKheYic 0.8

148 PlastidKwenomesKofKtheKuarlyKVascularKPlantKwenusKxaveKUnusualKtirectKRepeatKStructuresKandK
trasticallyKReducedKweneK×umbersZKInternationallJournalloflMolecularlSciencesWK2021WKbbWK 6.3 5

147 ynheritanceKofKchloroplastKandKmitochondrialKgenomesKinKcucumberKrevealedKbyKfourKreciprocalKvK
hybridKcombinationsZKScientificlReportsWK2021WKaaWKbe]f 4.9 3

146 sompositionKandKérganizationKofKMajorKRepeatKsomponentsKinKtheKrrassicaKoleraceaKwenomeZK
CompendiumloflPlantlGenomesWK2021WKeaYff 0.8
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145 MiningKofKMiniatureKTransposableKulementsKinKrrassicaKSpeciesKatKrrassicaTutZKMethodslinl
MolecularlBiologyWK2021WKbbe]WKfiYgd 1.4

144 rreedingKofKSuperiorKwinsengKsultivarsZKCompendiumloflPlantlGenomesWK2021WKdeYed 0.8 1

143 tynamicKevolutionKofKPanaxKspeciesZKGeneslandlGenomicsWK2021WKdcWKb]iYbae 2.1 2

142 ×uclearKandKshloroplastKwenomeKtiversityKRevealedKbyK’owYsoverageKWholeYwenomeKShotgunK
SequenceKinKddKrrassicaKoleraceaKrreedingK’inesZKHorticulturallPlantlJournalWK2021WKgWKeciYeci 4.3 2

141 TheKcompleteKchloroplastKgenomeKofKMaximZKSrerberidaceaeTWKaKtraditionalKshineseKmedicineKherbZK
MitochondriallDNAlPartlB:lResourcesWK2020WKeWKb]dbYb]dd 0.5 6

140 WholeYgenomeWKtranscriptomeWKandKmethylomeKanalysesKprovideKinsightsKintoKtheKevolutionKofK
platycosideKbiosynthesisKinKWKaKmedicinalKplantZKHorticulturelResearchWK2020WKgWKaab 7.7 15

139 R×qKeditingKmayKstabilizeKmembraneYembeddedKproteinsKbyKincreasingKphydrophobicityjKqKstudyKofK
ZanthoxylumKpiperitumKandKZZKschinifoliumKchloroplastK×dhwZKGeneWK2020WKgdfWKaddfch 3.8 1

138 sharacterizationKofKrYwenomeKSpecificKxighKsopyKhqTKMyTuKvamiliesKinKwenomeZKFrontierslinlPlantl
ScienceWK2020WKaaWKaa]d 6.2 0

137 viveYcolorKfluorescenceKinKsituKhybridizationKsystemKforKkaryotypingKofKPanaxKginsengZKHorticulturel
EnvironmentlandlBiotechnologyWK2020WKfaWKhfiYhgg 2 3

136 weneticKdiversityKamongKcultivatedKandKwildKpopulationsKrevealedKbyKhighYresolutionKmicrosatelliteK
markersZKJournalloflGinsenglResearchWK2020WKddWKfcgYfdc 5.8 12

135
somprehensiveKcomparativeKanalysisKofKchloroplastKgenomesKfromKsevenKspeciesKandKdevelopmentK
ofKanKauthenticationKsystemKbasedKonKspeciesYuniqueKsingleKnucleotideKpolymorphismKmarkersZK
JournalloflGinsenglResearchWK2020WKddWKaceYadd

5.8 38

134 MitochondrialKplastidKt×qKcanKcauseKt×qKbarcodingKparadoxKinKplantsZKScientificlReportsWK2020WKa]WKfaab4.9 13

133 sharacterizationKofKtheK’ongKTerminalKRepeatKofKtheKundogenousKRetrovirusYderivedKmicroR×qsKinK
theKéliveKvlounderZKScientificlReportsWK2019WKiWKad]]g 4.9 7

132 tynamicKshloroplastKwenomeKRearrangementKandKt×qKrarcodingKforKThreeKqpiaceaeKSpeciesK
‘nownKasKtheKMedicinalKxerbKMrangYPoongMZKInternationallJournalloflMolecularlSciencesWK2019WKb]WK 6.3 22

131 uvolutionaryKsomparisonKofKtheKshloroplastKwenomeKinKtheKWoodyKqllianceKSqsteraceaeTKonKtheK
sanaryKyslandsZKGenesWK2019WKa]WK 4.2 10

130 PreYlabelledKoligoKprobeYvySxKkaryotypeKanalysesKofKfourKqraliaceaeKspeciesKusingKrt×qKandK
telomericKrepeatZKGeneslandlGenomicsWK2019WKdaWKhciYhdg 2.1 7

129 TranscriptomesKofKyndianKbarnyardKmilletKandKbarnyardgrassKrevealKputativeKgenesKinvolvedKinK
droughtKadaptationKandKmicronutrientKaccumulationZKActalPhysiologiaelPlantarumWK2019WKdaWKa 2.6 10

128 TheKcompleteKchloroplastKgenomeKsequenceKofKaKmedicinalKherbKSqsparagaceaeTZKMitochondriall
DNAlPartlB:lResourcesWK2019WKeWKheYhf 0.5 1

(2019-2021)
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127 somparativeKtranscriptomeKanalysisKofKheatKstressKresponsivenessKbetweenKtwoKcontrastingK
ginsengKcultivarsZKJournalloflGinsenglResearchWK2019WKdcWKegbYegi 5.8 9

126 QT’KmappingKinKVignaKradiataKˆ�KVignaKumbellataKpopulationKuncoversKmajorKgenomicKregionsK
associatedKwithKbruchidKresistanceZKMolecularlBreedingWK2019WKciWKa 3.4 7

125 tetectionKofKQT’sKassociatedKwithKmungbeanKyellowKmosaicKvirusKSMYMVTKresistanceKusingKtheK
interspecificKcrossKofKVignaKradiataKˆ�KVignaKumbellataZKJournalloflAppliedlGeneticsWK2019WKf]WKbeeYbfh 2.5 16

124 TheKcompleteKchloroplastKgenomeKofKsubspZKSxZ’ˆ'vZTKTZKSZKYingKQKrouffordKSrerberidaceaeTZK
MitochondriallDNAlPartlB:lResourcesWK2019WKdWKciccYcice 0.5 2

123
ydentificationKofKaKgeneKresponsibleKforKcytoplasmicKmaleYsterilityKinKonionsKSqlliumKcepaK’ZTKusingK
comparativeKanalysisKofKmitochondrialKgenomeKsequencesKofKtwoKrecentlyKdivergedKcytoplasmsZK
TheoreticallandlAppliedlGeneticsWK2019WKacbWKcacYcbb

6 16

122 wenomeKandKevolutionKofKtheKshadeYrequiringKmedicinalKherbKPanaxKginsengZKPlantlBiotechnologyl
JournalWK2018WKafWKai]dYaiag 11.6 77

121 winsengKwenomeKtatabasejKanKopenYaccessKplatformKforKgenomicsKofKPanaxKginsengZKBMClPlantl
BiologyWK2018WKahWKfb 5.3 47

120 wenomeYWideKydentificationKandKuxpressionKqnalysesKofKtheKvibrillinKvamilyKwenesKSuggestKTheirK
ynvolvementKinKPhotoprotectionKinKsucumberZKPlantsWK2018WKgWK 4.5 3

119 ReYexplorationKofKURsKTriangleKrrassicaKSpeciesKrasedKonKshloroplastKwenomesKandKdeSKnrt×qK
SequencesZKScientificlReportsWK2018WKhWKgcec 4.9 17

118 shemicalKandKgenomicKdiversityKofKsixK’oniceraKspeciesKoccurringKinK‘oreaZKPhytochemistryWK2018WK
aeeWKabfYace 4 4

117 ydentificationKofKcandidateKUtPYglycosyltransferasesKinvolvedKinKprotopanaxadiolYtypeKginsenosideK
biosynthesisKinKPanaxKginsengZKScientificlReportsWK2018WKhWKaagdd 4.9 19

116 WholeYgenomeKsequencingKofKrrassicaKoleraceaKvarZKcapitataKrevealsKnewKdiversityKofKtheK
mitogenomeZKPLoSlONEWK2018WKacWKe]aidcef 3.7 7

115
sharacterizationKofKshromosomeYSpecificKMicrosatelliteKRepeatsKandKTelomereKRepeatsKrasedKonK
’owKsoverageKWholeKwenomeKSequenceKReadsKinKPanaxKginsengZKPlantlBreedinglandlBiotechnologyWK
2018WKfWKgdYha

1.2 11

114 qrgininosecologaninWKaKsecoiridoidYderivedKguanidineKalkaloidKfromKtheKrootsKofK’oniceraKinsularisZK
NaturallProductlResearchWK2018WKcbWKghhYgid 2.3 4

113 TheKcompleteKchloroplastKgenomeKsequenceKofKS‘oidzZTK×akaiKSqsparagaceaeTZKMitochondriallDNAl
PartlB:lResourcesWK2018WKcWKa]ebYa]ec 0.5 1

112 TheKcompleteKchloroplastKgenomeKsequenceKofKMagicK’ilyKSTZKMitochondriallDNAlPartlB:lResourcesWK
2018WKcWKaba]Yabaa 0.5 8

111 TheKcompleteKchloroplastKgenomeKofKMaximZWKaKtraditionalKshineseKmedicinalKherbZKMitochondriall
DNAlPartlB:lResourcesWK2018WKcWKaabYaad 0.5

110 tiversityKandKuvolutionKofKrZKnapusKshloroplastKwenomeZKCompendiumloflPlantlGenomesWK2018WKaggYahh 0.8
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109 TheKcompleteKchloroplastKgenomeKsequenceKofK‘oreanKandKintraYspeciesKdiversityZKMitochondriall
DNAlPartlB:lResourcesWK2018WKcWKidaYidb 0.5 9

108 QuantityWKtistributionWKandKuvolutionKofKMajorKRepeatsKinKrrassicaKnapusZKCompendiumloflPlantl
GenomesWK2018WKaaaYabi 0.8 4

107 RapidKandKufficientKvySxKusingKPreY’abeledKéligomerKProbesZKScientificlReportsWK2018WKhWKhbbd 4.9 30

106 TheKcompleteKchloroplastKgenomeKsequenceKofKPanaxKvietnamensisKxaKetKwrushvKSqraliaceaeTZK
MitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2017WKbhWKheYhf 1.3 6

105 somparativeKanalysisKofKtheKtranscriptomesKandKprimaryKmetaboliteKprofilesKofKadventitiousKrootsK
ofKfiveKcultivarsZKJournalloflGinsenglResearchWK2017WKdaWKf]Yfh 5.8 17

104 YPrenyltransferaseKinteractsKwithKaK×ogoYrKreceptorKhomologKforKdolicholKbiosynthesisKinKMeyerZK
JournalloflGinsenglResearchWK2017WKdaWKd]cYda] 5.8 4

103 quthenticationKMarkersKforKviveKMajorKPanaxKSpeciesKtevelopedKviaKsomparativeKqnalysisKofK
sompleteKshloroplastKwenomeKSequencesZKJournalloflAgriculturallandlFoodlChemistryWK2017WKfeWKfbihYfc]f5.7 40

102 quthenticationKofKZanthoxylumKSpeciesKrasedKonKyntegratedKqnalysisKofKsompleteKshloroplastK
wenomeKSequencesKandKMetaboliteKProfilesZKJournalloflAgriculturallandlFoodlChemistryWK2017WKfeWKa]ce]Ya]cei5.7 11

101 ×ewKreferenceKgenomeKsequencesKofKhotKpepperKrevealKtheKmassiveKevolutionKofKplantK
diseaseYresistanceKgenesKbyKretroduplicationZKGenomelBiologyWK2017WKahWKba] 18.3 142

100 TheKcompleteKchloroplastKgenomeKsequenceKwithKaKnovelKbdYbpKdeletionKofKaK‘oreanKsolidK
greenYtypeKcucumberKvarietyKSKvarZKTZKMitochondriallDNAlPartlB:lResourcesWK2017WKbWKgeeYgef 0.5 3

99 RapidKamplificationKofKfourKretrotransposonKfamiliesKpromotedKspeciationKandKgenomeKsizeK
expansionKinKtheKgenusKPanaxZKScientificlReportsWK2017WKgWKi]de 4.9 15

98 uvolutionKofKtheKqraliaceaeKfamilyKinferredKfromKcompleteKchloroplastKgenomesKandKdeSKnrt×qsKofK
a]KPanaxYrelatedKspeciesZKScientificlReportsWK2017WKgWKdiag 4.9 35

97 qKrefinedKkaryotypeKbasedKonKanKultraYhighKcopyKafgYbpKtandemKrepeatKandKribosomalKt×qsZK
JournalloflGinsenglResearchWK2017WKdaWKdfiYdgf 5.8 13

96 ulucidatingKtheKmajorKhiddenKgenomicKcomponentsKofKtheKqWKsWKandKqsKgenomesKandKtheirKinfluenceK
onKrrassicaKevolutionZKScientificlReportsWK2017WKgWKagihf 4.9 19

95 yntegratedKTranscriptomicKandKMetabolomicKqnalysisKofKviveKsultivarsKRevealsKtheKtynamicsKofK
winsenosideKriosynthesisZKFrontierslinlPlantlScienceWK2017WKhWKa]dh 6.2 27

94 qKwlimpseKofKPanaxKginsengKwenomeKStructureKRevealedKfromKTenKrqsKsloneKSequencesKébtainedK
byKSMRTKSequencingKPlatformZKPlantlBreedinglandlBiotechnologyWK2017WKeWKbeYce 1.2 3

93
quthenticationKofKwoldenYrerryKPZKginsengKsultivarKâ��wumpoongâ��KfromKaK’andraceKâ��xwangsookâ��K
rasedKonKPoolingKMethodKUsingKshloroplastYterivedKMarkersZKPlantlBreedinglandlBiotechnologyWK
2017WKeWKafYbd

1.2 13

92 qKwlimpseKofKPanaxKginsengKwenomeKStructureKRevealedKfromKTenKrqsKsloneKSequencesKébtainedK
byKSMRTKSequencingKPlatformZKPlantlBreedinglandlBiotechnologyWK2017WKeWKbeYce 1.2 13

(2017-2018)
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91 tiscriminationKandKquthenticationKofKucliptaKprostrataKandKuZKalbaKrasedKonKtheKsompleteK
shloroplastKwenomesZKPlantlBreedinglandlBiotechnologyWK2017WKeWKccdYcdc 1.2 2

90 wenomeKanalysisKofKxibiscusKsyriacusKprovidesKinsightsKofKpolyploidizationKandKindeterminateK
floweringKinKwoodyKplantsZKDNAlResearchWK2017WKbdWKgaYh] 4.5 32

89 TheKcompleteKchloroplastKgenomeKsequenceKofKtheKmedicinalKplantKwlehniaKlittoralisKvZSchmidtKexK
MiqZKSqpiaceaeTZKMitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKcfgdYe 1.3 4

88
TheKcompleteKchloroplastKgenomeKsequenceKofKanKimportantKmedicinalKplantKsynanchumKwilfordiiK
SMaximZTKxemslZKSqpocynaceaeTZKMitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK
2016WKbgWKcgdgYh

1.3 8

87 TheKcompleteKchloroplastKgenomeKofKaKmedicinalKplantKupimediumKkoreanumK×akaiK
SrerberidaceaeTZKMitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKdcdbYdcdc 1.3 8

86 TheKcompleteKchloroplastKgenomesKofKthreeK‘oreanKuchinochloaKcrusYgalliKaccessionsZKMitochondriall
DNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKdcegYdceh 1.3 6

85 TheKcompleteKchloroplastKgenomeKsequenceKofK’iliumKhansoniiK’eichtlinKexKtZtZTZMooreZK
MitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKcfghYi 1.3 10

84 TheKcompleteKchloroplastKgenomeKofKuleutherococcusKgracilistylusKSWZWZSmZTKSZYZxuKSqraliaceaeTZK
MitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKcgdaYb 1.3 2

83 TheKcompleteKchloroplastKgenomeKsequenceKofKZanthoxylumKpiperitumZKMitochondriallDNAlPartlA:l
DNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKcebeYf 1.3 12

82 TheKcompleteKchloroplastKgenomeKsequenceKofK’edebouriellaKseseloidesKSxoffmZTKxZKWolffZK
MitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKcdihYi 1.3 4

81 TheKcompleteKchloroplastKgenomeKsequenceKofKPanaxKquinquefoliusKS’ZTZKMitochondriallDNAlPartlA:l
DNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKc]ccYd 1.3 8

80 TheKcompleteKchloroplastKgenomeKsequenceKofKtendropanaxKmorbiferaKS’ˆ'veillˆ'TZKMitochondriall
DNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKbibcYd 1.3 3

79
PhylogeneticKrelationshipKofKd]KspeciesKofKgenusKqloeK’ZKandKtheKoriginKofKanKallodiploidKspeciesK
revealedKbyKnucleotideKsequenceKvariationKinKchloroplastKintergenicKspaceKandKcytogeneticKinKsituK
hybridizationZKGeneticlResourceslandlCroplEvolutionWK2016WKfcWKbceYbdb

2 5

78 TheKcompleteKchloroplastKgenomeKofK‘oreanKpopularKhybridKxallabongKmandarinK[Sˆ�Tˆ�]KSRutaceaeTZK
MitochondriallDNAlPartlB:lResourcesWK2016WKaWKbiYc] 0.5 0

77 TheKcompleteKchloroplastKgenomeKsequenceKofKtheKvZxZWiggKSqsteraceaeTZKMitochondriallDNAlPartl
B:lResourcesWK2016WKaWKbbhYbbi 0.5 4

76 TheKcompleteKchloroplastKgenomeKsequencesKofKandKSqsteraceaeTZKMitochondriallDNAlPartlB:l
ResourcesWK2016WKaWKda]Ydaa 0.5 5

75 TheKcompleteKchloroplastKgenomeKsequenceKofKMillKSqnacardiaceaeTZKMitochondriallDNAlPartlB:l
ResourcesWK2016WKaWKfifYfig 0.5 6

74 sompleteKchloroplastKgenomeKsequenceKofKMakinoKSqsteraceaeTZKMitochondriallDNAlPartlB:l
ResourcesWK2016WKaWKcgfYcgg 0.5 7
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73 TheKcompleteKchloroplastKgenomesKofKwilgKS’iliaceaeTZKMitochondriallDNAlPartlB:lResourcesWK2016WKaWKccfYccg0.5 3

72 TheKcompleteKchloroplastKgenomeKsequenceKofKS’edebZTKTurczZKSqsteraceaeTZKMitochondriallDNAl
PartlB:lResourcesWK2016WKaWKdYe 0.5 2

71 TheKcompleteKchloroplastKgenomesKofKtwoKspeciesWKtahlstZKandKxandZYMazzZKSqsteraceaeTZK
MitochondriallDNAlPartlB:lResourcesWK2016WKaWKdabYdac 0.5 3

70 TheKcompleteKchloroplastKgenomeKofK’ZKSqsteraceaeTZKMitochondriallDNAlPartlB:lResourcesWK2016WKaWKdadYdae0.5 3

69 TheKcompleteKchloroplastKgenomeKsequenceKofKsynanchumKauriculatumKRoyleKexKWightK
SqpocynaceaeTZKMitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKdediYdee] 1.3 9

68 TheKcompleteKchloroplastKgenomeKsequenceKofKaK‘oreanKindigenousKornamentalKplantKforZK×akaiK
SxydrangeaceaeTZKMitochondriallDNAlPartlB:lResourcesWK2016WKaWKbgYbh 0.5 1

67 TheKcompleteKchloroplastKgenomeKofK’iliumKdistichumK×akaiKS’iliaceaeTZKMitochondriallDNAlPartlA:l
DNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKdfccYdfcd 1.3 10

66 TheKcompleteKchloroplastKgenomeKsequenceKofKyndianKbarnyardKmilletWKSPoaceaeTZKMitochondriall
DNAlPartlB:lResourcesWK2016WKaWKgiYh] 0.5 8

65 TheKcompleteKchloroplastKgenomesKofKtwoKWisteriaKspeciesWKWZKfloribundaKandKWZKsinensisK
SvabaceaeTZKMitochondriallDNAlPartlA:lDNAlMapping,lSequencing,landlAnalysisWK2016WKbgWKdcecYdced 1.3 2

64 wenotypingYbyYsequencingKmapKpermitsKidentificationKofKclubrootKresistanceKQT’sKandKrevisionKofK
theKreferenceKgenomeKassemblyKinKcabbageKSrrassicaKoleraceaK’ZTZKDNAlResearchWK2016WKbcWKbiYda 4.5 65

63 RepeatKuvolutionKinKrrassicaKrapaKSqqTWKrZKoleraceaKSssTWKandKrZKnapusKSqqssTKwenomesZKPlantl
BreedinglandlBiotechnologyWK2016WKdWKa]gYabb 1.2 16

62 ×extYwenerationKSequencingKrasedKTransposonKtisplayKtoKtetectKxighYThroughputKynsertionK
PolymorphismKMarkersKinKrrassicaZKPlantlBreedinglandlBiotechnologyWK2016WKdWKbheYbif 1.2 2

61 TheKsompleteKshloroplastKwenomeKSequencesKofKviveKupimediumKSpeciesjK’ightsKintoKPhylogeneticK
andKTaxonomicKqnalysesZKFrontierslinlPlantlScienceWK2016WKgWKc]f 6.2 116

60
sompletionKofKtheKmitochondrialKgenomeKsequenceKofKonionKSqlliumKcepaK’ZTKcontainingKtheKsMSYSK
maleYsterileKcytoplasmKandKidentificationKofKanKindependentKeventKofKtheKccmvKgeneKsplitZKCurrentl
GeneticsWK2016WKfbWKhgcYhhe

2.9 44

59 TheKcompleteKchloroplastKgenomeKsequenceKofKzacqZKSSolanaceaeTZKMitochondriallDNAlPartlB:l
ResourcesWK2016WKaWKafdYafe 0.5 9

58 UncoveringKtheKnovelKcharacteristicsKofKqsianKhoneyKbeeWKqpisKceranaWKbyKwholeKgenomeK
sequencingZKBMClGenomicsWK2015WKafWKa 4.5 738

57 wenomeYwideKS×PKidentificationKandKQT’KmappingKforKblackKrotKresistanceKinKcabbageZKBMClPlantl
BiologyWK2015WKaeWKcb 5.3 45

56 MiniatureKTransposableKulementsKSmTusTjKympactsKandKUsesKinKtheKrrassicaKwenomeZKCompendiumlofl
PlantlGenomesWK2015WKfeYha 0.8 3

(2015-2016)

7



55 somprehensiveKanalysisKofKPanaxKginsengKrootKtranscriptomesZKBMClPlantlBiologyWK2015WKaeWKach 5.3 44

54
uxpeditiousKdiscriminationKofKfourKspeciesKofKtheKPanaxKgenusKusingKdirectKinfusionYMS[MSK
combinedKwithKmultivariateKstatisticalKanalysisZKJournalloflChromatographylB:lAnalyticall
TechnologieslinlthelBiomedicallandlLifelSciencesWK2015WKa]]bWKcbiYcf

3.2 19

53
sharacterizationKofKthreeKactiveKtransposableKelementsKrecentlyKinsertedKinKthreeKindependentK
tvRYqKallelesKandKoneKhighYcopyKt×qKtransposonKisolatedKfromKtheKPinkKalleleKofKtheKq×SKgeneKinK
onionKSqlliumKcepaK’ZTZKMolecularlGeneticslandlGenomicsWK2015WKbi]WKa]bgYcg

3.1 22

52 sompleteKchloroplastKandKribosomalKsequencesKforKc]KaccessionsKelucidateKevolutionKofKéryzaKqqK
genomeKspeciesZKScientificlReportsWK2015WKeWKaefee 4.9 124

51 wenomeYwideKcharacterizationKofKlongKintergenicKnonYcodingKR×qsKSlincR×qsTKprovidesKnewKinsightK
intoKviralKdiseasesKinKhoneyKbeesKqpisKceranaKandKqpisKmelliferaZKBMClGenomicsWK2015WKafWKfh] 4.5 54

50 tiversityKandKynheritanceKofKyntergenicKSpacerKSequencesKofKdeSKRibosomalKt×qKamongKqccessionsK
ofKrrassicaKoleraceaK’ZKvarZKcapitataZKInternationallJournalloflMolecularlSciencesWK2015WKafWKbhghcYii 6.3 9

49 ydentificationKandKexpressionKanalysisKofKglucosinolateKbiosyntheticKgenesKandKestimationKofK
glucosinolateKcontentsKinKedibleKorgansKofKrrassicaKoleraceaKsubspeciesZKMoleculesWK2015WKb]WKac]hiYaaa 4.8 46

48 somprehensiveKSurveyKofKweneticKtiversityKinKshloroplastKwenomesKandKdeSKnrt×qsKwithinKPanaxK
ginsengKSpeciesZKPLoSlONEWK2015WKa]WKe]aagaei 3.7 115

47 sompleteKshloroplastKwenomeKSequenceKofKTartaryKruckwheatKSvagopyrumKtataricumTKandK
somparativeKqnalysisKwithKsommonKruckwheatKSvZKesculentumTZKPLoSlONEWK2015WKa]WKe]abeccb 3.7 82

46 UncoveringKtheKdifferentialKmolecularKbasisKofKadaptiveKdiversityKinKthreeKuchinochloaKleafK
transcriptomesZKPLoSlONEWK2015WKa]WKe]acddai 3.7 17

45 wenomicKSurveyKofKtheKxiddenKsomponentsKofKtheKrZKrapaKwenomeZKCompendiumloflPlantlGenomesWK
2015WKhcYif 0.8 6

44 TranscriptomeKsequencingKofKtwoKparentalKlinesKofKcabbageKSrrassicaKoleraceaK’ZKvarZKcapitataK’ZTK
andKconstructionKofKanKuSTYbasedKgeneticKmapZKBMClGenomicsWK2014WKaeWKadi 4.5 39

43 MajorKrepeatKcomponentsKcoveringKoneYthirdKofKtheKginsengKSPanaxKginsengKsZqZKMeyerTKgenomeK
andKevidenceKforKallotetraploidyZKPlantlJournalWK2014WKggWKi]fYaf 6.9 45

42 qnalysisKofKexpressedKsequenceKtagsKfromKaKnormalizedKct×qKlibraryKofKperillaKSPerillaKfrutescensTK
2014WKegWKcabYcb] 4

41 TranscriptomeKanalysisKofKnewlyKclassifiedKbZyPKtranscriptionKfactorsKofKrrassicaKrapaKinKcoldKstressK
responseZKGenomicsWK2014WKa]dWKaidYb]b 4.3 25

40 sharacterizationKofKdihydroflavonolKdYreductaseKStvRTKgenesKandKtheirKassociationKwithKcoldKandK
freezingKstressKinKrrassicaKrapaZKGeneWK2014WKee]WKdfYee 3.8 59

39 rrassicaTutKYKaKpublicKdatabaseKforKutilizationKofKminiatureKtransposableKelementsKinKrrassicaK
speciesZKBMClResearchlNotesWK2014WKgWKcgi 2.3 17

38 PracticalKapplicationKofKt×qKmarkersKforKhighYthroughputKauthenticationKofKPanaxKginsengKandK
PanaxKquinquefoliusKfromKcommercialKginsengKproductsZKJournalloflGinsenglResearchWK2014WKchWKabcYi 5.8 35
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37 uvidenceKofKgenomeKduplicationKrevealedKbyKsequenceKanalysisKofKmultiYlociKexpressedKsequenceK
tagYsimpleKsequenceKrepeatKbandsKinKPanaxKginsengKMeyerZKJournalloflGinsenglResearchWK2014WKchWKac]Ye 5.8 21

36 TheKrrassicaKoleraceaKgenomeKrevealsKtheKasymmetricalKevolutionKofKpolyploidKgenomesZKNaturel
CommunicationsWK2014WKeWKcic] 17.4 676

35 TranscriptomeKprofilingKandKcomparativeKanalysisKofKPanaxKginsengKadventitiousKrootsZKJournallofl
GinsenglResearchWK2014WKchWKbghYhh 5.8 48

34 wenomeYwideKcomparativeKanalysisKofKb]KminiatureKinvertedYrepeatKtransposableKelementKfamiliesK
inKrrassicaKrapaKandKrZKoleraceaZKPLoSlONEWK2014WKiWKeiddii 3.7 30

33 somparativeKanalysisKofKsassandraKTRyMsKinKthreeKrrassicaceaeKgenomesZKPlantlGeneticlResources:l
CharacterisationlandlUtilisationWK2014WKabWKSadfYSae] 1 7

32 qssociationKofKmolecularKmarkersKderivedKfromKtheKrrsRTySéaKgeneKwithKprolycopeneYenrichedK
orangeYcoloredKleavesKinKrrassicaKrapaK[corrected]ZKTheoreticallandlAppliedlGeneticsWK2014WKabgWKagiYia 6 19

31 MiniatureKynvertedYrepeatKTransposableKulementsKSMyTusTKasKValuableKwenomicKResourcesKforKtheK
uvolutionKandKrreedingKofKrrassicaKsropsZKPlantlBreedinglandlBiotechnologyWK2014WKbWKcbbYccc 1.2 7

30
tiscriminationKbetweenKgeneticallyKidenticalKpeonyKrootsKfromKdifferentKregionsKofKoriginKbasedKonK
axYnuclearKmagneticKresonanceKspectroscopyYbasedKmetabolomicsjKdeterminationKofKtheK
geographicalKoriginsKandKestimationKofKtheKmixingKproportionsKofKblendedKsamplesZKAnalyticallandl
BioanalyticallChemistryWK2013WKd]eWKgebcYcd

4.4 4

29 sharacterizationKofKaKnewKhighKcopyKStowawayKfamilyKMyTuWKrRqMyYaKinKrrassicaKgenomeZKBMCl
PlantlBiologyWK2013WKacWKef 5.3 26

28
sompleteKmitochondrialKgenomeKsequenceKandKidentificationKofKaKcandidateKgeneKresponsibleKforK
cytoplasmicKmaleKsterilityKinKradishKSRaphanusKsativusK’ZTKcontainingKtswMSKcytoplasmZKTheoreticall
andlAppliedlGeneticsWK2013WKabfWKagfcYgd

6 48

27 uvolutionaryKrelationshipKofKPanaxKginsengKandKPZKquinquefoliusKinferredKfromKsequencingKandK
comparativeKanalysisKofKexpressedKsequenceKtagsZKGeneticlResourceslandlCroplEvolutionWK2013WKf]WKacggYachg2 26

26 éptimalKprotocolKforKmassKpropagationKofKqloeKveraZKJournalloflCroplSciencelandlBiotechnologyWK
2013WKafWKbheYbi] 1.2 1

25 tiversityKandKevolutionKofKmajorKPanaxKspeciesKrevealedKbyKscanningKtheKentireKchloroplastK
intergenicKspacerKsequencesZKGeneticlResourceslandlCroplEvolutionWK2013WKf]WKdacYdbe 2 26

24 MicrosatelliteYbasedKanalysisKofKgeneticKdiversityKinKiaKcommercialKrrassicaKoleraceaK’ZKcultivarsK
belongingKtoKsixKvarietalKgroupsZKGeneticlResourceslandlCroplEvolutionWK2013WKf]WKaifgYaihf 2 28

23 unhancementKofKantiYinflammatoryKactivityKofKqloeKveraKadventitiousKrootKextractsKthroughKtheK
alterationKofKprimaryKandKsecondaryKmetabolitesKviaKsalicylicKacidKelicitationZKPLoSlONEWK2013WKhWKehbdgi 3.7 29

22 uvolutionKofKtheKlargeKgenomeKinKsapsicumKannuumKoccurredKthroughKaccumulationKofKsingleYtypeK
longKterminalKrepeatKretrotransposonsKandKtheirKderivativesZKPlantlJournalWK2012WKfiWKa]ahYbi 6.9 46

21 uSTYSSRKMarkerKSetsKforKPracticalKquthenticationKofKqllK×ineKRegisteredKwinsengKsultivarsKinK‘oreaZK
JournalloflGinsenglResearchWK2012WKcfWKbihYc]g 5.8 33

20 sharacterizationKofKymcropWKaKMutatorYlikeKMyTuKfamilyKinKtheKriceKgenomeZKGeneslandlGenomicsWK
2012WKcdWKahiYaih 2.1 4
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19 ‘aryotypeKanalysisKofKPanaxKginsengKsZqZMeyerWKahdcKSqraliaceaeTKbasedKonKrt×qKlociKandKtqPyK
bandKdistributionZKComparativelCytogeneticsWK2012WKfWKdbeYda 1 28

18 somparativeKanalysisKofKpepperKandKtomatoKrevealsKeuchromatinKexpansionKofKpepperKgenomeK
causedKbyKdifferentialKaccumulationKofKTyc[wypsyYlikeKelementsZKBMClGenomicsWK2011WKabWKhe 4.5 30

17 tevelopmentKofKReproducibleKuSTYderivedKSSRKMarkersKandKqssessmentKofKweneticKtiversityKinK
PanaxKginsengKsultivarsKandKRelatedKSpeciesZKJournalloflGinsenglResearchWK2011WKceWKciiYdab 5.8 39

16 SequenceKandKstructureKofKrrassicaKrapaKchromosomeKqcZKGenomelBiologyWK2010WKaaWKRid 18.3 53

15 tevelopmentKandKcharacterizationKofKnewKmicrosatelliteKmarkersKinKPanaxKginsengKSsZqZKMeyerTK
fromKrqsKendKsequencesZKConservationlGeneticsWK2010WKaaWKabbcYabbe 2.6 23

14 RetrotransposonsKYKaKmajorKdrivingKforceKinKplantKgenomeKevolutionKandKaKusefulKtoolKforKgenomeK
analysisZKJournalloflCroplSciencelandlBiotechnologyWK2009WKabWKaYh 1.2 10

13
ynKsilicoYselectionKofKrrassicaKrapaKorganelleKgenomeYderivedKrqssKusingKtheirKendKsequencesKandK
sequenceKlevelKcomparativeKanalysisKofKtheKabdKkbKmitochondrialKgenomeKsequencesKinKtheKfamilyK
rrassicaceaeZKJournalloflCroplSciencelandlBiotechnologyWK2009WKabWKb]gYbae

1.2

12 wenomeYwideKcomparativeKanalysisKofKtheKrrassicaKrapaKgeneKspaceKrevealsKgenomeKshrinkageKandK
differentialKlossKofKduplicatedKgenesKafterKwholeKgenomeKtriplicationZKGenomelBiologyWK2009WKa]WKRaaa 18.3 155

11 ProgressKinKunderstandingKandKsequencingKtheKgenomeKofKrrassicaKrapaZKInternationallJournallofl
PlantlGenomicsWK2008WKb]]hWKehbhcg 27

10 sharacterizationKofKtheKcentromereKandKperiYcentromereKretrotransposonsKinKrrassicaKrapaKandK
theirKdistributionKinKrelatedKrrassicaKspeciesZKPlantlJournalWK2007WKdiWKagcYhc 6.9 95

9 sharacterizationKofKterminalYrepeatKretrotransposonKinKminiatureKSTRyMTKinKrrassicaKrelativesZK
TheoreticallandlAppliedlGeneticsWK2007WKaadWKfbgYcf 6 28

8 TerminalKrepeatKretrotransposonKinKminiatureKSTRyMTKasKt×qKmarkersKinKrrassicaKrelativesZK
MolecularlGeneticslandlGenomicsWK2007WKbghWKcfaYg] 3.1 24

7 SequenceYlevelKanalysisKofKtheKdiploidizationKprocessKinKtheKtriplicatedKv’éWuRy×wK’ésUSKsKregionK
ofKrrassicaKrapaZKPlantlCellWK2006WKahWKacciYdg 11.6 192

6 teterminationKofKcytoplasmicKmaleKsterileKfactorsKinKonionKplantsKSqlliumKcepaK’ZTKusingKPsRYRv’PK
andKS×PKmarkersZKMoleculeslandlCellsWK2006WKbaWKdaaYg 3.5 13

5 TheK‘oreaKbrassicaKgenomeKprojectjKaKglimpseKofKtheKbrassicaKgenomeKbasedKonKcomparativeK
genomeKanalysisKwithKqrabidopsisZKComparativelandlFunctionallGenomicsWK2005WKfWKachYdf 61

4 ynYdepthKsequenceKanalysisKofKtheKtomatoKchromosomeKabKcentromericKregionjKidentificationKofKaK
largeKsqqKblockKandKcharacterizationKofKpericentromereKretrotranposonsZKChromosomaWK2005WKaadWKa]cYag2.8 48

3 sharacterizationKofKrt×qsKandKtandemKrepeatsKinKtheKheterochromatinKofKrrassicaKrapaZKMoleculesl
andlCellsWK2005WKaiWKdcfYdd 3.5 57

2 sonstructionKandKutilityKofKa]YkbKlibrariesKforKefficientKcloneYgapKclosureKforKriceKgenomeK
sequencingZKTheoreticallandlAppliedlGeneticsWK2003WKa]gWKfebYf] 6 16
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1 tevelopmentKofKexpressedKsequenceKtagKsimpleKsequenceKrepeatKSuSTYSSRTKmarkersKandKgeneticK
resourceKanalysisKofKteaKoilKplantsKSsamelliaKsppZTZKConservationlGeneticslResourcesWa 0.8 0
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