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l Paper IF Citations

127 ~enomeawideLassociationLstudyLidentifiesLkhLlociLassociatedLwithLeducationalLattainmentbLNatureYL
2016YLiggYLigmahf 50.4 850

126 MetaaanalysisLandLimputationLrefinesLtheLassociationLofLeiqfiLwithLsmokingLquantitybLNaturef
GeneticsYL2010YLhfYLhgjahd 36.3 521

125 ~enomeawideLassociationLanalysesLidentifyLelLnewLlociLassociatedLwithLserumLurateLconcentrationsbL
NaturefGeneticsYL2013YLhiYLehiaih 36.3 505

124 ~enomeawideLmetaaanalysisLidentifiesLeeLnewLlociLforLanthropometricLtraitsLandLprovidesLinsightsL
intoLgeneticLarchitecturebLNaturefGeneticsYL2013YLhiYLideaef 36.3 437

123 ~enomeawideLassociationLstudyLidentifiesLfiveLlociLassociatedLwithLlungLfunctionbLNaturefGeneticsYL
2010YLhfYLgjahh 36.3 430

122 ~eneticLanalysisLofLoverLeLmillionLpeopleLidentifiesLigiLnewLlociLassociatedLwithLbloodLpressureL
traitsbLNaturefGeneticsYL2018YLidYLehefaehfi 36.3 386

121 uLgeneralLapproachLforLhaplotypeLphasingLacrossLtheLfullLspectrumLofLrelatednessbLPLoSfGeneticsYL
2014YLedYLeeddhfgh 6 377

120 ~enomeawideLassociationLandLlargeascaleLfollowLupLidentifiesLejLnewLlociLinfluencingLlungLfunctionbL
NaturefGeneticsYL2011YLhgYLedlfamd 36.3 313

119 yxomeawideLassociationLstudyLofLplasmaLlipidsLinLrgddYdddLindividualsbLNaturefGeneticsYL2017YLhmYLekilaekjj36.3 310

118 zTOLgenotypeLisLassociatedLwithLphenotypicLvariabilityLofLbodyLmassLindexbLNatureYL2012YLhmdYLfjkakf 50.4 304

117 MultiaethnicLgenomeawideLassociationLstudyLforLatrialLfibrillationbLNaturefGeneticsYL2018YLidYLeffiaefgg 36.3 277

116 ~eneticsLofLbloodLlipidsLamongL~gddYdddLmultiaethnicLparticipantsLofLtheLMillionLVeteranLProgrambL
NaturefGeneticsYL2018YLidYLeiehaeifg 36.3 260

115 ~eneticLcontributionsLtoLvariationLinLgeneralLcognitiveLfunctionnLaLmetaaanalysisLofLgenomeawideL
associationLstudiesLinLtheLw uR~yLconsortiumLUNqigmhmVbLMolecularfPsychiatryYL2015YLfdYLelgamf 15.1 250

114 ussociationLofLvitaminLxLstatusLwithLarterialLbloodLpressureLandLhypertensionLrisknLaLmendelianL
randomisationLstudybLLancetfDiabetesfandfEndocrinologyttheYL2014YLfYLkemafm 18.1 250

113 αociLassociatedLwithLNaglycosylationLofLhumanLimmunoglobulinL~LshowLpleiotropyLwithL
autoimmuneLdiseasesLandLhaematologicalLcancersbLPLoSfGeneticsYL2013YLmYLeeddgffi 6 242

112 ussociationLofLlowafrequencyLandLrareLcodingasequenceLvariantsLwithLbloodLlipidsLandLcoronaryL
heartLdiseaseLinLijYdddLwhitesLandLblacksbLAmericanfJournalfoffHumanfGeneticsYL2014YLmhYLffgagf 11 233

111 αargeascaleLgenomicLanalysesLlinkLreproductiveLagingLtoLhypothalamicLsignalingYLbreastLcancerL
susceptibilityLandLvRwueamediatedLxNuLrepairbLNaturefGeneticsYL2015YLhkYLefmhaegdg 36.3 226
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110 MetaaanalysisLofL~enomeawideLussociationLStudiesLforLNeuroticismYLandLtheLPolygenicLussociationL
WithLMajorLxepressiveLxisorderbLJAMAfPsychiatryYL2015YLkfYLjhfaid 14.5 222

109 TheLInfluenceLofLugeLandLSexLonL~eneticLussociationsLwithLudultLvodyLSizeLandLShapenLuL
αargeaScaleL~enomeaWideLInteractionLStudybLPLoSfGeneticsYL2015YLeeYLeeddigkl 6 220

108 ProteinaalteringLvariantsLassociatedLwithLbodyLmassLindexLimplicateLpathwaysLthatLcontrolLenergyL
intakeLandLexpenditureLinLobesitybLNaturefGeneticsYL2018YLidYLfjahe 36.3 186

107 TransaancestryLmetaaanalysesLidentifyLrareLandLcommonLvariantsLassociatedLwithLbloodLpressureL
andLhypertensionbLNaturefGeneticsYL2016YLhlYLeeieaeeje 36.3 181

106 ~enomicsLmeetsLglycomicsatheLfirstL~WuSLstudyLofLhumanLNa~lycomeLidentifiesL Nze˛–LasLaLmasterL
regulatorLofLplasmaLproteinLfucosylationbLPLoSfGeneticsYL2010YLjYLeeddefij 6 177

105 αargeascaleLanalysesLofLcommonLandLrareLvariantsLidentifyLefLnewLlociLassociatedLwithLatrialL
fibrillationbLNaturefGeneticsYL2017YLhmYLmhjamif 36.3 176

104 WholeaexomeLsequencingLidentifiesLrareLandLlowafrequencyLcodingLvariantsLassociatedLwithLαxαL
cholesterolbLAmericanfJournalfoffHumanfGeneticsYL2014YLmhYLfggahi 11 170

103 MetaaanalysisLofLgenomeawideLassociationLstudiesLfromLtheLw uR~yLconsortiumLidentifiesLcommonL
variantsLassociatedLwithLcarotidLintimaLmediaLthicknessLandLplaquebLNaturefGeneticsYL2011YLhgYLmhdak 36.3 168

102 αowafrequencyLandLrareLexomeLchipLvariantsLassociateLwithLfastingLglucoseLandLtypeLfLdiabetesL
susceptibilitybLNaturefCommunicationsYL2015YLjYLilmk 17.4 147

101 ~enomeawideLassociationLstudyLidentifiesLnovelLlociLassociatedLwithLcirculatingLphosphoaLandL
sphingolipidLconcentrationsbLPLoSfGeneticsYL2012YLlYLeeddfhmd 6 145

100 xiscoveryLofLgelLnewLriskLlociLforLtypeLfLdiabetesLandLrelatedLvascularLoutcomesLamongLebhLmillionL
participantsLinLaLmultiaancestryLmetaaanalysisbLNaturefGeneticsYL2020YLifYLjldajme 36.3 140

99 ~enomeawideLassociationLmetaaanalysisLhighlightsLlightainducedLsignalingLasLaLdriverLforLrefractiveL
errorbLNaturefGeneticsYL2018YLidYLlghalhl 36.3 135

98 NewLlociLassociatedLwithLcentralLcorneaLthicknessLincludeLwOαiueYLu₁uPegLandLuV~RlbLHumanf
MolecularfGeneticsYL2010YLemYLhgdhaee 5.6 125

97 MetaaanalysisLofL~enomeaWideLussociationLStudiesLforLyxtraversionnLzindingsLfromLtheL~eneticsLofL
PersonalityLwonsortiumbLBehaviorfGeneticsYL2016YLhjYLekdalf 3.2 122

96
womparativeLperformanceLofLfourLmethodsLforLhighathroughputLglycosylationLanalysisLofL
immunoglobulinL~LinLgeneticLandLepidemiologicalLresearchbLMolecularfandfCellularfProteomicsYL2014
YLegYLeimlajed

7.6 120

95 xirectionalLdominanceLonLstatureLandLcognitionLin´ diverseLhumanLpopulationsbLNatureYL2015YLifgYLhimahjf50.4 119

94
MultiethnicLmetaaanalysisLofLgenomeawideLassociationLstudiesLinLreddLdddLsubjectsLidentifiesLfgL
fibrinogenaassociatedLαociLbutLnoLstrongLevidenceLofLaLcausalLassociationLbetweenLcirculatingL
fibrinogenLandLcardiovascularLdiseasebLCirculationYL2013YLeflYLegedafh

16.7 107

93 ~enomeawideLmetaaanalysisLofLfheYfilLadultsLaccountingLforLsmokingLbehaviourLidentifiesLnovelL
lociLforLobesityLtraitsbLNaturefCommunicationsYL2017YLlYLehmkk 17.4 105
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92 ~enomeawideLassociationLanalysisLidentifiesLsixLnewLlociLassociatedLwithLforcedLvitalLcapacitybL
NaturefGeneticsYL2014YLhjYLjjmakk 36.3 104

91 ~enomeawideLphysicalLactivityLinteractionsLinLadiposityLaLuLmetaaanalysisLofLfddYhifLadultsbLPLoSf
GeneticsYL2017YLegYLeeddjifl 6 103

90 TheLPolygenicLandLMonogenicLvasisLofLvloodLTraitsLandLxiseasesbLCellYL2020YLelfYLefehaefgebeee 56.2 96

89 ~eneticLvariantsLlinkedLtoLeducationLpredictLlongevitybLProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaYL2016YLeegYLeggjjaeggke 11.5 90

88 TransaethnicLandLuncestryaSpecificLvloodawellL~eneticsLinLkhjYjjkLIndividualsLfromLiL~lobalL
PopulationsbLCellYL2020YLelfYLeemlaefegbeeh 56.2 88

87 yxplorationLofLhaplotypeLresearchLconsortiumLimputationLforLgenomeawideLassociationLstudiesLinL
fdYdgfL~enerationLScotlandLparticipantsbLGenomefMedicineYL2017YLmYLfg 14.4 85

86 NovelLvloodLPressureLαocusLandL~eneLxiscoveryLUsingL~enomeaWideLussociationLStudyLandL
yxpressionLxataLSetsLzromLvloodLandLtheL₁idneybLHypertensionYL2017YL 8.5 85

85 ussociationLbetweenLchromosomeLmpfeLvariantsLandLtheLankleabrachialLindexLidentifiedLbyLaL
metaaanalysisLofLfeLgenomeawideLassociationLstudiesbLCirculation:fCardiovascularfGeneticsYL2012YLiYLeddaef 84

84
 armonizationLofLNeuroticismLandLyxtraversionLphenotypesLacrossLinventoriesLandLcohortsLinLtheL
~eneticsLofLPersonalityLwonsortiumnLanLapplicationLofLItemLResponseLTheorybLBehaviorfGeneticsYL
2014YLhhYLfmiageg

3.2 80

83 SixteenLnewLlungLfunctionLsignalsLidentifiedLthroughLedddL~enomesLProjectLreferenceLpanelL
imputationbLNaturefCommunicationsYL2015YLjYLljil 17.4 79

82 MutationsLinL NzeuLresultLinLmarkedLalterationsLofLplasmaLglycanLprofilebLDiabetesYL2013YLjfYLegfmagk 0.9 74

81 ~enomeawideLassociationLstudyLofLperipheralLarteryLdiseaseLinLtheLMillionLVeteranLProgrambLNaturef
MedicineYL2019YLfiYLefkhaefkm 50.5 73

80 ~enomeLwideLassociationLidentifiesLcommonLvariantsLatLtheLSyRPINujcSyRPINueLlocusLinfluencingL
plasmaLcortisolLandLcorticosteroidLbindingLglobulinbLPLoSfGeneticsYL2014YLedYLeeddhhkh 6 71

79 unalysisLcommonsYLaLteamLapproachLtoLdiscoveryLinLaLbigadataLenvironmentLforLgeneticL
epidemiologybLNaturefGeneticsYL2017YLhmYLeijdaeijg 36.3 68

78 ~enomicLandLtranscriptomicLassociationLstudiesLidentifyLejLnovelLsusceptibilityLlociLforLvenousL
thromboembolismbLBloodYL2019YLeghYLejhiaejik 2.2 63

77 ~eneticLinfluencesLonLplasmaLwz LandLwz ReLconcentrationsLandLtheirLroleLinLsusceptibilityLtoL
agearelatedLmacularLdegenerationbLHumanfMolecularfGeneticsYL2013YLffYLhlikajm 5.6 62

76 PolymorphismsLinLvg~uTeYLSαwmumLandLM~uTiLareLassociatedLwithLvariationLwithinLtheLhumanL
plasmaLNaglycomeLofLgiggLyuropeanLadultsbLHumanfMolecularfGeneticsYL2011YLfdYLidddaee 5.6 61

75 MultiaancestryLgenomeawideLgeneasmokingLinteractionLstudyLofLglkYfkfLindividualsLidentifiesLnewL
lociLassociatedLwithLserumLlipidsbLNaturefGeneticsYL2019YLieYLjgjajhl 36.3 59
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74 ~enomeawideLassociationLanalysisLofLvenousLthromboembolismLidentifiesLnewLriskLlociLandLgeneticL
overlapLwithLarterialLvascularLdiseasebLNaturefGeneticsYL2019YLieYLeikhaeikm 36.3 56

73 uLmetaaanalysisLofLefdLfhjLindividualsLidentifiesLelLnewLlociLforLfibrinogenLconcentrationbLHumanf
MolecularfGeneticsYL2016YLfiYLgilakd 5.6 54

72 ~enomeaWideLussociationLTransethnicLMetaaunalysesLIdentifiesLNovelLussociationsLRegulatingL
woagulationLzactorLVIIILandLvonLWillebrandLzactorLPlasmaLαevelsbLCirculationYL2019YLegmYLjfdajgi 16.7 51

71 PedigreeaLandLSNPaussociatedL~eneticsLandLRecentLynvironmentLareLtheLMajorLwontributorsLtoL
unthropometricLandLwardiometabolicLTraitLVariationbLPLoSfGeneticsYL2016YLefYLeeddildh 6 50

70 ~eneticLpredictorsLofLfibrinLxadimerLlevelsLinLhealthyLadultsbLCirculationYL2011YLefgYLeljhakf 16.7 47

69 uLprincipalLcomponentLmetaaanalysisLonLmultipleLanthropometricLtraitsLidentifiesLnovelLlociLforL
bodyLshapebLNaturefCommunicationsYL2016YLkYLeggik 17.4 46

68 RareLandLlowafrequencyLvariantsLandLtheirLassociationLwithLplasmaLlevelsLofLfibrinogenYLzVIIYLzVIIIYL
andLvWzbLBloodYL2015YLefjYLeemafm 2.2 45

67 NovelLapproachLidentifiesLSNPsLinLSαwfuedLandL₁wN₁mLwithLevidenceLforLparentaofaoriginLeffectLonL
bodyLmassLindexbLPLoSfGeneticsYL2014YLedYLeeddhidl 6 45

66 yfficientLVariantLSetLMixedLModelLussociationLTestsLforLwontinuousLandLvinaryLTraitsLinLαargeaScaleL
Wholea~enomeLSequencingLStudiesbLAmericanfJournalfoffHumanfGeneticsYL2019YLedhYLfjdafkh 11 43

65 uLcomprehensiveLevaluationLofLpotentialLlungLfunctionLassociatedLgenesLinLtheLSpiroMetaLgeneralL
populationLsamplebLPLoSfONEYL2011YLjYLeemglf 3.7 41

64 MultiancestryL~enomeaWideLussociationLStudyLofLαipidLαevelsLIncorporatingL~eneaulcoholL
InteractionsbLAmericanfJournalfoffEpidemiologyYL2019YLellYLedggaedih 3.8 39

63 wausalLandLsyntheticLassociationsLofLvariantsLinLtheLSyRPINuLgeneLclusterLwithLalphaeaantitrypsinL
serumLlevelsbLPLoSfGeneticsYL2013YLmYLeeddgili 6 37

62 ~enomeawideLassociationLstudiesLidentifyLgeneticLlociLforLlowLvonLWillebrandLfactorLlevelsbL
EuropeanfJournalfoffHumanfGeneticsYL2016YLfhYLedgiahd 5.3 34

61 TheLassociationLbetweenLgalactosylationLofLimmunoglobulinL~LandLbodyLmassLindexbLProgressfinf
NeurouPsychopharmacologyfandfBiologicalfPsychiatryYL2014YLhlYLfdai 5.5 33

60
~enomeawideLassociationLstudyLforLcirculatingLtissueLplasminogenLactivatorLlevelsLandLfunctionalL
followaupLimplicatesLendothelialLSTXvPiLandLSTXfbLArteriosclerosistfThrombosistfandfVascularf
BiologyYL2014YLghYLedmgaede

9.4 33

59 UseLofLtheLmodifiedLutkinsLdietLforLadolescentsLwithLchronicLdailyLheadachebLCephalalgiaYL2010YLgdYLedehaj6.1 33

58 ~enomeawideLassociationLstudyLidentifiesLhlLcommonLgeneticLvariantsLassociatedLwithLhandednessbL
NaturefHumanfBehaviourYL2021YLiYLimakd 12.8 33

57 ~enomeLofLTheLNetherlandsLpopulationaspecificLimputationsLidentifyLanLuvwujLvariantLassociatedL
withLcholesterolLlevelsbLNaturefCommunicationsYL2015YLjYLjdji 17.4 32

(2015-2019)
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56 ypigeneticLsilencingLofL NzeuLassociatesLwithLchangesLinLtheLcompositionLofLtheLhumanLplasmaL
NaglycomebLEpigeneticsYL2012YLkYLejhakf 5.7 31

55 ModulationLofLgeneticLassociationsLwithLserumLurateLlevelsLbyLbodyamassaindexLinLhumansbLPLoSf
ONEYL2015YLedYLedeemkif 3.7 31

54 andLαociLIdentifiedLthroughLαargeaScaleLyxomeLwhipLunalysisLRegulateL₁idneyLxevelopmentLandL
zunctionbLJournalfoffthefAmericanfSocietyfoffNephrology:fJASNYL2017YLflYLmleammh 12.7 30

53 ussociationLofLmedicationLwithLtheLhumanLplasmaLNaglycomebLJournalfoffProteomefResearchYL2012YL
eeYLelfeage 5.6 29

52 TheLTwzkαfLdiabetesLriskLvariantLisLassociatedLwithL buâ��UwVLlevelsnLaLgenomeawideLassociationL
metaaanalysisbLAnnalsfoffHumanfGeneticsYL2010YLkhYLhkeal 2.2 29

51 RareLcodingLvariantsLpinpointLgenesLthatLcontrolLhumanLhematologicalLtraitsbLPLoSfGeneticsYL2017YL
egYLeeddjmfi 6 28

50 ~enomeawideLassociationLstudyLofLanthropometricLtraitsLinL₁orculaLIslandYLwroatiabLCroatianfMedicalf
JournalYL2009YLidYLkaej 1.6 27

49 MetaaanalysisLofLhmLihmLindividualsLimputedLwithLtheLedddL~enomesLProjectLrevealsLanLexonicL
damagingLvariantLinLuN~PTαhLdeterminingLfastingLT~LlevelsbLJournalfoffMedicalfGeneticsYL2016YLigYLhheam5.8 27

48 ~enomeawideLanalysisLofLepistasisLinLbodyLmassLindexLusingLmultipleLhumanLpopulationsbLEuropeanf
JournalfoffHumanfGeneticsYL2012YLfdYLlikajf 5.3 26

47 xiscoveryLofLrareLvariantsLassociatedLwithLbloodLpressureLregulationLthroughLmetaaanalysisLofLebgL
millionLindividualsbLNaturefGeneticsYL2020YLifYLegehaeggf 36.3 26

46 yvidenceLforLlargeascaleLgeneabyasmokingLinteractionLeffectsLonLpulmonaryLfunctionbLInternationalf
JournalfoffEpidemiologyYL2017YLhjYLlmhamdh 7.8 25

45  ighathroughputLmultimodalLautomatedLphenotypingLUMuPVLwithLapplicationLtoLPheWuSbLJournalf
offthefAmericanfMedicalfInformaticsfAssociation:fJAMIAYL2019YLfjYLefiiaefjf 8.6 23

44 RareLcodingLvariantsLandLXalinkedLlociLassociatedLwithLageLatLmenarchebLNaturefCommunicationsYL
2015YLjYLkkij 17.4 23

43 yxaminingLtheLcurrentLstandardsLforLgeneticLdiscoveryLandLreplicationLinLtheLeraLofLmegaabiobanksbL
NaturefCommunicationsYL2018YLmYLidih 17.4 22

42 IntegrativeLpathwayLgenomicsLofLlungLfunctionLandLairflowLobstructionbLHumanfMolecularfGeneticsYL
2015YLfhYLjlgjahl 5.6 20

41 ~enomicLpredictionLofLcomplexLhumanLtraitsnLrelatednessYLtraitLarchitectureLandLpredictiveL
metaamodelsbLHumanfMolecularfGeneticsYL2015YLfhYLhejkalf 5.6 19

40 uctionableLdruggableLgenomeawideLMendelianLrandomizationLidentifiesLrepurposingLopportunitiesL
forLwOVIxaembLNaturefMedicineYL2021YLfkYLjjlajkj 50.5 19

39 ussociationLofLRiskLullelesLWithLwardiovascularLxiseaseLinLvlacksLinLtheLMillionLVeteranLProgrambL
CirculationYL2019YLehdYLedgeaedhd 16.7 18
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38 ~eneticLvariantsLinLRvzOXgLareLassociatedLwithLsleepLlatencybLEuropeanfJournalfoffHumanfGeneticsYL
2016YLfhYLehllami 5.3 18

37 TheLtotalLburdenLofLrareYLnonasynonymousLexomeLgeneticLvariantsLisLnotLassociatedLwithLchildhoodL
orLlatealifeLcognitiveLabilitybLProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesYL2014YLfleYLfdehdeek 4.4 17

36 uLgenomeawideLassociationLstudyLidentifiesLnewLlociLforLfactorLVIILandLimplicatesLfactorLVIILinL
ischemicLstrokeLetiologybLBloodYL2019YLeggYLmjkamkk 2.2 17

35 ~lycomicsLmeetsLlipidomicsaaassociationsLofLNaglycansLwithLclassicalLlipidsYLglycerophospholipidsYL
andLsphingolipidsLinLthreeLyuropeanLpopulationsbLMolecularfBioSystemsYL2011YLkYLelifajf 16

34 MetaaanalysisLofLexomeLarrayLdataLidentifiesLsixLnovelLgeneticLlociLforLlungLfunctionbLWellcomefOpenf
ResearchYL2018YLgYLh 4.8 16

33 wharacterisationLofLgenomeawideLassociationLepistasisLsignalsLforLserumLuricLacidLinLhumanL
populationLisolatesbLPLoSfONEYL2011YLjYLefglgj 3.7 15

32
unLympiricalLwomparisonLofL×ointLandLStratifiedLzrameworksLforLStudyingL~Lˆ�LyLInteractionsnL
SystolicLvloodLPressureLandLSmokingLinLtheLw uR~yL~eneaαifestyleLInteractionsLWorkingL~roupbL
GeneticfEpidemiologyYL2016YLhdYLhdhaei

2.6 15

31 αowafrequencyLvariationLinLTPigLhasLlargeLeffectsLonLheadLcircumferenceLandLintracranialLvolumebL
NaturefCommunicationsYL2019YLedYLgik 17.4 12

30 ImmunoglobulinLisotypesLofLlactatingL olsteinLcowsLclassifiedLasLhighYLaverageYLandLlowLtypeaeLorLafL
immuneLrespondersbLVeterinaryfImmunologyfandfImmunopathologyYL2011YLehhYLfimajm 2 12

29 MendelianLrandomizationLevaluationLofLcausalLeffectsLofLfibrinogenLonLincidentLcoronaryLheartL
diseasebLPLoSfONEYL2019YLehYLedfejfff 3.7 11

28 TheLcholineLtransporterLSlchhafLcontrolsLplateletLactivationLandLthrombosisLbyLregulatingL
mitochondrialLfunctionbLNaturefCommunicationsYL2020YLeeYLghkm 17.4 11

27 yxomeachipLmetaaanalysisLidentifiesLassociationLbetweenLvariationLinLuN₁RxfjLandLplateletL
aggregationbLPlateletsYL2019YLgdYLejhaekg 3.6 9

26 αocalLexomeLsequencesLfacilitateLimputationLofLlessLcommonLvariantsLandLincreaseLpowerLofL
genomeLwideLassociationLstudiesbLPLoSfONEYL2013YLlYLejljdh 3.7 8

25 MultiaancestryLfineLmappingLimplicatesLOuSeLsplicingLinLriskLofLsevereLwOVIxaembbLNaturefGeneticsYL
2022YL 36.3 7

24
~enomeawideLassociationLstudyLidentifiesLzUTlLandLySRfLasLcoaregulatorsLofLaLbiaantennaryL
NalinkedLglycanLufLU~lcNuc~f~Man~g~~lcNuc~f~VLinLhumanLplasmaLproteinsbLNaturefPrecedingsYL
2009YL

6

23 zineLmappingLtheLregionLrevealsLaLcommonLintronicLinsertionLassociatedLtoL xαawbLNpjfAgingfandf
MechanismsfoffDiseaseYL2015YLeYLeidee 5.5 5

22 NoLevidenceLforLgenomeawideLinteractionsLonLplasmaLfibrinogenLbyLsmokingYLalcoholLconsumptionL
andLbodyLmassLindexnLresultsLfromLmetaaanalysesLofLldYjdkLsubjectsbLPLoSfONEYL2014YLmYLeeeeeij 3.7 5

21 αeprosyLepidemicsLduringLhistoryLincreasedLprotectiveLalleleLfrequencyLofLPuR₁fcPuwR~LgenesLinL
theLpopulationLofLtheLMljetLIslandYLwroatiabLEuropeanfJournalfoffMedicalfGeneticsYL2011YLihYLeihlaif 2.6 5
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20 ulternativeLsplicingLofLaltersLtheLriskLforLsevereLwOVIxaemL2021YL 5

19 uLtransaancestryLgenomeawideLassociationLstudyLofLunexplainedLchronicLuαTLelevationLasLaLproxyL
forLnonalcoholicLfattyLliverLdiseaseLwithLhistologicalLandLradiologicalLvalidation 5

18 ~eneticLanalysisLofLoverLoneLmillionLpeopleLidentifiesLigiLnovelLlociLforLbloodLpressure 4

17 MendelianLRandomizationLunalysisLofL emostaticLzactorsLandLTheirLwontributionLtoLPeripheralL
urteryLxiseaseavriefLReportbLArteriosclerosistfThrombosistfandfVascularfBiologyYL2021YLheYLgldaglj 9.4 4

16 PhenomeawideLassociationLofLeldmLphenotypesLandLwOVIxaemLdiseaseLprogressionLinLtheLVeteransL
 ealthLudministrationLMillionLVeteranLProgrambLPLoSfONEYL2021YLejYLedfiejie 3.7 4

15 TheLPolygenicLandLMonogenicLvasisLofLvloodLTraitsLandLxiseases 3

14 ~enomeawideLassociationLstudyLtoLidentifyLcommonLvariantsLassociatedLwithLbrachialL
circumferencenLaLmetaaanalysisLofLehLcohortsbLPLoSfONEYL2012YLkYLegegjm 3.7 2

13 PwS₁mLlossLofLfunctionLisLprotectiveLagainstLextraacoronaryLatheroscleroticLcardiovascularLdiseaseLinL
aLlargeLmultiaethnicLcohortbLPLoSfONEYL2020YLeiYLedfgmkif 3.7 2

12 yfficientLvariantLsetLmixedLmodelLassociationLtestsLforLcontinuousLandLbinaryLtraitsLinLlargeascaleL
wholeLgenomeLsequencingLstudies 2

11 yffectsLofLThyroidLzunctionLonL emostasisYLwoagulationYLandLzibrinolysisnLuLMendelianL
RandomizationLStudybLThyroidYL2021YLgeYLegdiaegei 6.2 2

10 Metaa~WuSLRevealsLNovelL~eneticLVariantsLussociatedLwithLUrinaryLyxcretionLofLUromodulinbbL
JournalfoffthefAmericanfSocietyfoffNephrology:fJASNYL2022YLggYLieeaifm 12.7 2

9 uLmultiancestryLgenomeawideLassociationLstudyLofLunexplainedLchronicLuαTLelevationLasLaLproxyLforL
nonalcoholicLfattyLliverLdiseaseLwithLhistologicalLandLradiologicalLvalidationbLNaturefGeneticsY 36.3 2

8 PlateletLReactivityLinLIndividualsLOverLjiLYearsLOldLIsLNotLModulatedLbyLugebLCirculationfResearchYL
2020YLefkYLgmhagmj 15.7 1

7 ~eneticLαociLussociatedLWithLwOVIxaemLPositivityLandL ospitalizationLinLWhiteYLvlackYLandL ispanicL
VeteransLofLtheLVuLMillionLVeteranLProgrambbLFrontiersfinfGeneticsYL2021YLefYLkkkdkj 4.5 1

6 uLMUwivLgeneLpolymorphismYLrsgikdimidaTYLconfersLprotectiveLeffectsLinLwOVIxaemLinfection 1

5 uLPhenomeaWideLussociationLStudyLofLgenesLassociatedLwithLwOVIxaemLseverityLrevealsLsharedL
geneticsLwithLcomplexLdiseasesLinLtheLMillionLVeteranLProgrambbLPLoSfGeneticsYL2022YLelYLeededeeg 6 0
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