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88 FlowerOorientationOinfluencesOfloralOtemperatureaOpollinatorOvisitsOandOplantOfitnesscONewf
PhytologistaO2021aOghgaOmkmbmln 9.8 4

87 RetrogradeOInductionOofOphywOOrchestratesOzthylenebvuxinOHierarchyOtoORegulateOGrowthcOPlantf
PhysiologyaO2020aOfmhaOfgkmbfgme 6.6 13

86 TheOfoxtailOmilletOWSetariaOitalicaXOterpeneOsynthaseOgeneOfamilycOPlantfJournalaO2020aOfehaOlmfbmee 6.9 11

85 LeafOshapeOisOaOpredictorOofOfruitOqualityOandOcultivarOperformanceOinOtomatocONewfPhytologistaO2020aO
ggkaOmjfbmkj 9.8 13

84 MultipleOLociOxontrolOVariationOinOPlasticityOtoOFoliarOShadeOThroughoutOyevelopmentOincOG3:fGenesuf
GenomesufGeneticsaO2020aOfeaOifehbiffi 3.2 0

83 MYxsOandOPIFsOvctOIndependentlyOinOvrabidopsisOGrowthORegulationcOG3:fGenesufGenomesufGeneticsaO
2020aOfeaOflnlbfmel 3.2 2

82
IntegratingOtranscriptomicOnetworkOreconstructionOandOeQTLOanalysesOrevealsOmechanisticO
connectionsObetweenOgenomicOarchitectureOandOwrassicaOrapaOdevelopmentcOPLoSfGeneticsaO2019aO
fjaOefeemhkl

6 11

81 TissuebSpecificOTranscriptomeOvnalysisORevealsOxandidateOGenesOforOTerpenoidOandO
PhenylpropanoidOMetabolismOinOtheOMedicinalOPlantcOG3:fGenesufGenomesufGeneticsaO2019aOnaOmelbmfk 3.2 13

80 MultiblevelOModulationOofOLightOSignalingObyOGIGvNTzvORegulatesOwothOtheOOutputOandOPaceOofOtheO
xircadianOxlockcODevelopmentalfCellaO2019aOinaOmiebmjfcem 10.2 34

79 TheOroleOofOaOclassOIIIOgibberellinOgboxidaseOinOtomatoOinternodeOelongationcOPlantfJournalaO2019aOnlaOkehbkfj6.9 16

78
IntegratedOQTLOandOeQTLOMappingOProvidesOInsightsOandOxandidateOGenesOforOFattyOvcidO
xompositionaOFloweringOTimeaOandOGrowthOTraitsOinOaOFOPopulationOofOaONovelOSyntheticO
vllopolyploidcOFrontiersfinfPlantfScienceaO2018aOnaOfkhg

6.2 13

77 NetworkOvnalysisORevealsOaORoleOforOSalicylicOvcidOPathwayOxomponentsOinOShadeOvvoidancecOPlantf
PhysiologyaO2018aOflmaOflgebflhg 6.6 17

76 QuantifyingOtimebseriesOofOleafOmorphologyOusingOgyOandOhyOphotogrammetryOmethodsOforO
highbthroughputOplantOphenotypingcOComputersfandfElectronicsfinfAgricultureaO2017aOfhjaOgggbghg 6.5 25

75 TheOGenerationOofOyoubledOHaploidOLinesOforOQTLOMappingcOMethodsfinfMolecularfBiologyaO2017aO
fkfeaOhnbjl 1.4 3

74 UsingORNvbSeqOforOGenomicOScaffoldOPlacementaOxorrectingOvssembliesaOandOGeneticOMapOxreationO
inOaOxommonOMappingOPopulationcOG3:fGenesufGenomesufGeneticsaO2017aOlaOggjnbggle 3.2 10

73 xircadianOrhythmsOvaryOoverOtheOgrowingOseasonOandOcorrelateOwithOfitnessOcomponentscOMolecularf
EcologyaO2017aOgkaOjjgmbjjie 5.7 25

72 TheOyivergenceOofOFloweringOTimeOModulatedObyOIsOIndependentOtoOTheirOInteractionOandOwindingO
vctivitiescOFrontiersfinfPlantfScienceaO2017aOmaOknl 6.2 17
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71 MorphologicalOPlantOModelingoOUnleashingOGeometricOandOTopologicalOPotentialOwithinOtheOPlantO
SciencescOFrontiersfinfPlantfScienceaO2017aOmaOnee 6.2 41

70 GeneticOarchitectureaObiochemicalOunderpinningsOandOecologicalOimpactOofOfloralOUVOpatterningcO
MolecularfEcologyaO2016aOgjaOffggbie 5.7 14

69 yomesticationOselectedOforOdecelerationOofOtheOcircadianOclockOinOcultivatedOtomatocONaturefGenetics
aO2016aOimaOmnbnh 36.3 112

68 MolecularOcontrolOofOcropOshadeOavoidancecOCurrentfOpinionfinfPlantfBiologyaO2016aOheaOfjfbm 9.9 55

67 auxinObiosyntheticOgenesOareOrequiredOforOvrabidopsisOshadeOavoidancecOPeerJaO2016aOiaOegjli 3.1 41

66 TheOQuantitativeOwasisOofOtheOvrabidopsisOInnateOImmuneOSystemOtoOzndemicOPathogensOyependsO
onOPathogenOGeneticscOPLoSfGeneticsaO2016aOfgaOefeejlmn 6 44

65 TomatoOphyzOIsORequiredOforOShadeOvvoidanceOinOtheOvbsenceOofOphywfOandOphywgcOFrontiersfinf
PlantfScienceaO2016aOlaOfglj 6.2 14

64 PlantOhighbthroughputOphenotypingOusingOphotogrammetryOandOimagingOtechniquesOtoOmeasureO
leafOlengthOandOrosetteOareacOComputersfandfElectronicsfinfAgricultureaO2016aOfglaOhlkbhni 6.5 48

63 NeighborOyetectionOInducesOOrganbSpecificOTranscriptomesaORevealingOPatternsOUnderlyingO
HypocotylbSpecificOGrowthcOPlantfCellaO2016aOgmaOgmmnbgnei 11.6 76

62 vONewOvdvancedOwackcrossOTomatoOPopulationOznablesOHighOResolutionOLeafOQTLOMappingOandO
GeneOIdentificationcOG3:fGenesufGenomesufGeneticsaO2016aOkaOhfknbhfmi 3.2 19

61 PlantOphenotypingOusingOmultibviewOstereoOvisionOwithOstructuredOlightsO2016aO 4

60 eQTLORegulatingOTranscriptOLevelsOvssociatedOwithOyiverseOwiologicalOProcessesOinOTomatocOPlantf
PhysiologyaO2016aOflgaOhgmbie 6.6 38

59 ReassessOtheOtOTestoOInteractOwithOvllOYourOyataOviaOvNOVvcOPlantfCellaO2015aOglaOgemmbni 11.6 40

58 ShadeOavoidanceOcomponentsOandOpathwaysOinOadultOplantsOrevealedObyOphenotypicOprofilingcOPLoSf
GeneticsaO2015aOffaOefeeinjh 6 57

57 ModelingOdevelopmentOandOquantitativeOtraitOmappingOrevealOindependentOgeneticOmodulesOforO
leafOsizeOandOshapecONewfPhytologistaO2015aOgemaOgjlbkm 9.8 21

56 StructuredOLightbwasedOhyOReconstructionOSystemOforOPlantscOSensorsaO2015aOfjaOfmjmlbkfg 3.8 88

55 GLObRootsoOanOimagingOplatformOenablingOmultidimensionalOcharacterizationOofOsoilbgrownOrootO
systemscOELifeaO2015aOiaO 8.9 143

54 LightbInducedOIndeterminacyOvltersOShadebvvoidingOTomatoOLeafOMorphologycOPlantfPhysiologyaO
2015aOfknaOgehebil 6.6 33
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53 vuthorOresponseoOGLObRootsoOanOimagingOplatformOenablingOmultidimensionalOcharacterizationOofO
soilbgrownOrootOsystemsO2015aO 3

52
zvolutionaryOdevelopmentalOtranscriptomicsOrevealsOaOgeneOnetworkOmoduleOregulatingO
interspecificOdiversityOinOplantOleafOshapecOProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaaO2014aOfffaOzgkfkbgf

11.5 107

51 TheOgenomeOofOtheOstressbtolerantOwildOtomatoOspeciesOSolanumOpennelliicONaturefGeneticsaO2014aO
ikaOfehibm 36.3 269

50 ResolvingOdistinctOgeneticOregulatorsOofOtomatoOleafOshapeOwithinOaOheteroblasticOandOontogeneticO
contextcOPlantfCellaO2014aOgkaOhkfkbgn 11.6 45

49 vOmodernOampelographyoOaOgeneticObasisOforOleafOshapeOandOvenationOpatterningOinOgrapecOPlantf
PhysiologyaO2014aOfkiaOgjnblg 6.6 110

48 NewOvrabidopsisOadvancedOintercrossOrecombinantOinbredOlinesOrevealOfemaleOcontrolOofO
nonrandomOmatingcOPlantfPhysiologyaO2014aOfkjaOfljbmj 6.6 13

47 PolymorphismOidentificationOandOimprovedOgenomeOannotationOofOwrassicaOrapaOthroughOyeepORNvO
sequencingcOG3:fGenesufGenomesufGeneticsaO2014aOiaOgekjblm 3.2 25

46 xomparativeOtranscriptomicsOrevealsOpatternsOofOselectionOinOdomesticatedOandOwildOtomatocO
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaO2013aOffeaOzgkjjbkg 11.5 260

45 FineOgeneticOmappingOofORXopJiaOaObacterialOspotOdiseaseOresistanceOlocusOfromOSolanumOpennelliiO
LvlfkcOTheoreticalfandfAppliedfGeneticsaO2013aOfgkaOkefbn 6 37

44 LeafJoOanOImageJOpluginOforOsemibautomatedOleafOshapeOmeasurementcOJournalfoffVisualizedf
ExperimentsaO2013aO 1.6 38

43 yynamicOtranscriptomicOprofilesObetweenOtomatoOandOaOwildOrelativeOreflectOdistinctOdevelopmentalO
architecturescOPlantfPhysiologyaO2013aOfkgaOjhlbjg 6.6 25

42 vOquantitativeOgeneticObasisOforOleafOmorphologyOinOaOsetOofOpreciselyOdefinedOtomatoOintrogressionO
linescOPlantfCellaO2013aOgjaOgikjbmf 11.6 115

41 IdentificationOofOnovelOlociOregulatingOinterspecificOvariationOinOrootOmorphologyOandOcellularO
developmentOinOtomatocOPlantfPhysiologyaO2013aOfkgaOljjbkm 6.6 50

40 RapidOcreationOofOvrabidopsisOdoubledOhaploidOlinesOforOquantitativeOtraitOlocusOmappingcO
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaO2012aOfenaOigglbhg 11.5 55

39 NativeOenvironmentOmodulatesOleafOsizeOandOresponseOtoOsimulatedOfoliarOshadeOacrossOwildOtomatoO
speciescOPLoSfONEaO2012aOlaOegnjle 3.7 44

38 TheOdevelopmentalOtrajectoryOofOleafletOmorphologyOinOwildOtomatoOspeciescOPlantfPhysiologyaO2012aO
fjmaOfghebie 6.6 53

37 vOgenomebwideOassociationOstudyOidentifiesOvariantsOunderlyingOtheOvrabidopsisOthalianaOshadeO
avoidanceOresponsecOPLoSfGeneticsaO2012aOmaOefeegjmn 6 74

36 vOHighbThroughputOMethodOforOIlluminaORNvbSeqOLibraryOPreparationcOFrontiersfinfPlantfScienceaO
2012aOhaOgeg 6.2 102
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35 wwXhgaOanOvrabidopsisOwbwoxOproteinaOfunctionsOinOlightOsignalingObyOsuppressingOHYjbregulatedO
geneOexpressionOandOinteractingOwithOSTHgdwwXgfcOPlantfPhysiologyaO2011aOfjkaOgfenbgh 6.6 84

34 PIFOgenesOmediateOtheOeffectOofOsucroseOonOseedlingOgrowthOdynamicscOPLoSfONEaO2011aOkaOefnmni 3.7 74

33 xOPfbmediatedOdegradationOofOwwXggdLZFfOoptimizesOseedlingOdevelopmentOinOvrabidopsiscOPlantf
PhysiologyaO2011aOfjkaOggmbhn 6.6 84

32
GenomicOanalysisOofOcircadianOclockbaOlightbaOandOgrowthbcorrelatedOgenesOrevealsO
PHYTOxHROMzbINTzRvxTINGOFvxTORjOasOaOmodulatorOofOauxinOsignalingOinOvrabidopsiscOPlantf
PhysiologyaO2011aOfjkaOhjlblg

6.6 112

31 NetworkOquantitativeOtraitOlociOmappingOofOcircadianOclockOoutputsOidentifiesOmetabolicO
pathwaybtobclockOlinkagesOinOvrabidopsiscOPlantfCellaO2011aOghaOilfbmj 11.6 112

30 xircadianOoscillationOofOgibberellinOsignalingOinOvrabidopsiscOProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaaO2011aOfemaOngngbl 11.5 107

29
PhytochromesOinhibitOhypocotylOnegativeOgravitropismObyOregulatingOtheOdevelopmentOofO
endodermalOamyloplastsOthroughOphytochromebinteractingOfactorscOProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaO2011aOfemaOflgnbhi

11.5 65

28 GenomicOanalysisOofOQTLsOandOgenesOalteringOnaturalOvariationOinOstochasticOnoisecOPLoSfGeneticsaO
2011aOlaOefeeggnj 6 77

27
GenesOunderlyingOquantitativeOvariationOinOecologicallyOimportantOtraitsoOPIFiOWphytochromeO
interactingOfactorOiXOisOassociatedOwithOvariationOinOinternodeOlengthaOfloweringOtimeaOandOfruitOsetOinO
vrabidopsisOthalianacOMolecularfEcologyaO2010aOfnaOffmlbnn

5.7 39

26 NetworkOanalysisOidentifiesOzLFhOasOaOQTLOforOtheOshadeOavoidanceOresponseOinOvrabidopsiscOPLoSf
GeneticsaO2010aOkaOefeeffee 6 88

25 FloralOgeneticOarchitectureoOanOexaminationOofOQTLOarchitectureOunderlyingOfloralOWcoXvariationO
acrossOenvironmentscOGeneticsaO2010aOfmkaOfijfbkj 4 22

24 RecentOadvancesOinOregulationOofOfloweringcOFzyyyfBiologyfReportsaO2010aOgaO 1

23 xisbregulatoryOchangesOatOFLOWzRINGOLOxUSOTOmediateOnaturalOvariationOinOfloweringOresponsesOofO
vrabidopsisOthalianacOGeneticsaO2009aOfmhaOlghbhgaOfSIblSI 4 95

22 SequenceOdiversityOinOthreeOtomatoOspeciesoOSNPsaOmarkersaOandOmolecularOevolutioncOBMCfPlantf
BiologyaO2009aOnaOmj 5.3 36

21 QTLOmappingOinOnewOvrabidopsisOthalianaOadvancedOintercrossbrecombinantOinbredOlinescOPLoSfONEaO
2009aOiaOeihfm 3.7 77

20 GlobalOtranscriptomeOanalysisOrevealsOcircadianOregulationOofOkeyOpathwaysOinOplantOgrowthOandO
developmentcOGenomefBiologyaO2008aOnaORfhe 18.3 517

19 vminoOacidOpolymorphismsOinOvrabidopsisOphytochromeOwOcauseOdifferentialOresponsesOtoOlightcO
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaO2008aOfejaOhfjlbkg 11.5 85

18 RhythmicOgrowthOexplainedObyOcoincidenceObetweenOinternalOandOexternalOcuescONatureaO2007aOiimaOhjmbkf50.4 515

(2007-2011)
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17 vntagonisticOmultilevelOselectionOonOsizeOandOarchitectureOinOvariableOdensityOsettingscOEvolution;f
InternationalfJournalfoffOrganicfEvolutionaO2007aOkfaOjmbkl 3.8 38

16 yiurnalOregulationOofOplantOgrowthcOPlantufCellfandfEnvironmentaO2006aOgnaOhnkbiem 8.4 86

15 TheOPHYTOxHROMzOxOphotoreceptorOgeneOmediatesOnaturalOvariationOinOfloweringOandOgrowthO
responsesOofOvrabidopsisOthalianacONaturefGeneticsaO2006aOhmaOlffbj 36.3 171

14 vnOinternalOmotorOkinesinOisOassociatedOwithOtheOGolgiOapparatusOandOplaysOaOroleOinOtrichomeO
morphogenesisOinOvrabidopsiscOMolecularfBiologyfoffthefCellaO2005aOfkaOmffbgh 3.5 131

13 LightbresponseOquantitativeOtraitOlociOidentifiedOwithOcompositeOintervalOandOeXtremeOarrayOmappingO
inOvrabidopsisOthalianacOGeneticsaO2004aOfklaOnelbfl 4 74

12 PlantOdevelopmentoOslowingOrootOgrowthOnaturallycOCurrentfBiologyaO2004aOfiaORhnjbk 6.3 5

11 QTLOforOplantOgrowthOandOmorphologycOCurrentfOpinionfinfPlantfBiologyaO2003aOkaOmjbne 9.9 51

10 GenomicOapproachesOtoOanalyzingOnaturalOvariationOinOvrabidopsisOthalianacOCurrentfOpinionfinf
GeneticsfandfDevelopmentaO2003aOfhaOjlkbmg 4.9 32

9 wuildingOintegratedOmodelsOofOplantOgrowthOandOdevelopmentcOPlantfPhysiologyaO2003aOfhgaOihkbn 6.6 21

8 TheOextentOofOlinkageOdisequilibriumOinOvrabidopsisOthalianacONaturefGeneticsaO2002aOheaOfnebh 36.3 393

7 QuantitativeOtraitOlociOcontrollingOlightOandOhormoneOresponseOinOtwoOaccessionsOofOvrabidopsisO
thalianacOGeneticsaO2002aOfkeaOkmhbnk 4 101

6 ThreeOredundantObrassinosteroidOearlyOresponseOgenesOencodeOputativeObHLHOtranscriptionOfactorsO
requiredOforOnormalOgrowthcOGeneticsaO2002aOfkgaOfiijbjk 4 202

5 NaturalOvariationOinOlightOsensitivityOofOvrabidopsiscONaturefGeneticsaO2001aOgnaOiifbk 36.3 229

4 NaturalOvariationOinOphytochromeOsignalingcOSeminarsfinfCellfandfDevelopmentalfBiologyaO2000aOffaOjghbhe7.5 27

3 vuxinOsignalingOisOaOcommonOfactorOunderlyingOnaturalOvariationOinOtomatoOshadeOavoidance 2

2 eQTLOregulatingOTranscriptOLevelsOvssociatedOwithOyiverseOwiologicalOProcessesOinOTomato 2

1 vOnewOadvancedObackcrossOtomatoOpopulationOenablesOhighOresolutionOleafOQTLOmappingOandOgeneOidentification1
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