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38 FineOgeneticOmappingOofORXopJiaOaObacterialOspotOdiseaseOresistanceOlocusOfromOSolanumOpennelliiO
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35 LightbInducedOIndeterminacyOvltersOShadebvvoidingOTomatoOLeafOMorphologycOPlantfPhysiologyaO
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PhenylpropanoidOMetabolismOinOtheOMedicinalOPlantcOG3:fGenesufGenomesufGeneticsaO2019aOnaOmelbmfk 3.2 13

18 RetrogradeOInductionOofOphywOOrchestratesOzthylenebvuxinOHierarchyOtoORegulateOGrowthcOPlantf
PhysiologyaO2020aOfmhaOfgkmbfgme 6.6 13

(2020-2015)

5
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