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j Paper IF Citations

274
αarkinsonOsHdiseaseHandHmultipleHsystemHatrophyHpatientHiαSqUderivedHoligodendrocytesHexhibitH
alphaUsynucleinUinducedHchangesHinHmaturationHandHimmuneHreactiveHpropertiesVVHProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH2022THYYgTHeZYYYbXcYYg

11.5 1

273 qirculatingHαlasmaHmicroR–osHwnHSystemicHSclerosisUossociatedHαulmonaryHorterialHvypertensionVH
RheumatologyTH2021TH 3.9 2

272 T–tU˛–HandH˛–UsynucleinHfibrilsHdifferentlyHregulateHhumanHastrocyteHimmuneHreactivityHandHimpairH
mitochondrialHrespirationVHCellaReportsTH2021THabTHYXffgc 10.6 14

271 ’easuringHandHinterpretingHpervasiveHheterogeneityTHpoikilosisVHFASEBaBioAdvancesTH2021THaTHdYYUdZc 2.8 1

270 αrognosticHimplicationsHofHtroponinHTHvariationsHinHinheritedHcardiomyopathiesHusingHsystemsH
biologyVHNpjaGenomicaMedicineTH2021THdTHbe 6.2 0

269 α—–USolZhHαredictionHofHsffectsHofHVariantsHonHαroteinHSolubilityVHInternationalaJournalaofaMoleculara
SciencesTH2021THZZTH 6.3 1

268 tunctionalHeffectsHofHproteinHvariantsVHBiochimieTH2021THYfXTHYXbUYZX 4.6 4

267 SystematicsHforHtypesHandHeffectsHofHR–oHvariationsVHRNAaBiologyTH2021THYfTHbfYUbgf 4.8 2

266 pTyHgatekeeperHresidueHvariationHcombinedHwithHcysteineHbfYHsubstitutionHcausesHsuperUresistanceH
toHirreversibleHinhibitorsHacalabrutinibTHibrutinibHandHzanubrutinibVHLeukemiaTH2021THacTHYaYeUYaZg 10.7 9

265 StructureUtunctionHRelationshipsHofHqovalentHandH–onUqovalentHpTyHwnhibitorsVHFrontiersaina
ImmunologyTH2021THYZTHdgbfca 8.4 9

264 vematologicallyHimportantHmutationshHTheHautosomalHformsHofHchronicHgranulomatousHdiseaseH
PthirdHupdateQVHBloodaCellsmaMoleculesmaandaDiseasesTH2021THgZTHYXZcgd 2.1 3

263 αroblemsHinHvariationHinterpretationHguidelinesHandHinHtheirHimplementationHinHcomputationalHtoolsVH
MolecularaGeneticsagamp;aGenomicaMedicineTH2020THfTHeYZXd 2.3 4

262 uuidelinesHforHsystematicHreportingHofHsequenceHalignmentsVHBiologyaMethodsaandaProtocolsTH2020TH
cTHbpaaXXY 2.4 4

261 StrategyHforHriseaseHriagnosisTHαrogressionHαredictionTHRiskHuroupHStratificationHandH
TreatmentUqaseHofHq—VwrUYgVHFrontiersainaMedicineTH2020THeTHZgb 4.9 6

260 VariationHbenchmarkHdatasetshHupdateTHcriteriaTHqualityHandHapplicationsVHDatabase:atheaJournalaofa
BiologicalaDatabasesaandaCurationTH2020THZXZXTH 5 13

259 αoikilosisHUHpervasiveHbiologicalHvariationVHFsrrrResearchTH2020THgTHdXZ 3.6 3

258 SolubilityHofHproteinsVVHADMETaandaDMPKTH2020THfTHagYUagg 1.3 6
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257 vowHgoodHareHpathogenicityHpredictorsHinHdetectingHbenignHvariantsmVHPLoSaComputationalaBiologyTH
2019THYcTHeYXXdbfY 5 32

256 penchmarkingHsubcellularHlocalizationHandHvariantHtoleranceHpredictorsHonHmembraneHproteinsVHBMCa
GenomicsTH2019THZXTHcbe 4.5 10

255 ossessingHcomputationalHpredictionsHofHtheHphenotypicHeffectHofHcystathionineUbetaUsynthaseH
variantsVHHumanaMutationTH2019THbXTHYcaXUYcbc 4.7 3

254 qhecklistHforHgeneWdiseaseUspecificHvariationHdatabaseHcuratorsHtoHenableHethicalHdataHmanagementVH
HumanaMutationTH2019THbXTHYdabUYdbX 4.7

253 tutHfamilyHmembersHdifferentiallyHregulateHmaturationHandHproliferationHofHstemHcellUderivedH
astrocytesVHScientificaReportsTH2019THgTHgdYX 4.9 17

252 qombinationHofHuatekeeperH’utationsHandHqysteineHbfYHReplacementHqausesHSuperHResistanceHtoH
theHwrreversibleHpTyHwnhibitorsHwbrutinibTHocalabrutinibHandHZanubrutinibVHBloodTH2019THYabTHcecgUcecg 2.2 1

251 αroTstabHUHpredictorHforHcellularHproteinHstabilityVHBMCaGenomicsTH2019THZXTHfXb 4.5 7

250 ’uHtranspososomeHactivityUprofilingHyieldsHhyperactiveH’uoHvariantsHforHhighlyHefficientHgeneticH
andHgenomeHengineeringVHNucleicaAcidsaResearchTH2018THbdTHbdbgUbddY 20.1 3

249 α—–UtstabhHαroteinHVariantHStabilityHαredictorVHwmportanceHofHTrainingHrataHQualityVHInternationala
JournalaofaMolecularaSciencesTH2018THYgTH 6.3 31

248 SimulationHofHtheHrynamicsHofHαrimaryHwmmunodeficienciesHinHpHqellsVHFrontiersainaImmunologyTH2018
THgTHYefc 8.4 0

247 αanUcancerHanalysisHofHneoepitopesVHScientificaReportsTH2018THfTHYZeac 4.9 12

246 –rrVrhHanHintegratedHandHmanuallyHcuratedH–eurodegenerativeHriseasesHVariationHratabaseVH
Database:atheaJournalaofaBiologicalaDatabasesaandaCurationTH2018THZXYfTH 5 3

245 SystematicsHforHtypesHandHeffectsHofHr–oHvariationsVHBMCaGenomicsTH2018THYgTHgeb 4.5 5

244 RepresentativenessHofHvariationHbenchmarkHdatasetsVHBMCaBioinformaticsTH2018THYgTHbdY 3.6 13

243 αredictingHSeverityHofHriseaseUqausingHVariantsVHHumanaMutationTH2017THafTHaceUadb 4.7 23

242 α—–UαHandHα—–UαZHpredictorHperformanceHinHqouwHchallengeshHzessonsHlearnedVHHumanaMutationTH
2017THafTHYXfcUYXgY 4.7 4

241 —neHueneTHSeveralHriseaseshHTheHqharacteristicsHofHαleiotropicHαroteinsVHHumanaMutationTH2017THafTHZbY 4.7

240 αerformanceHofHinHsilicoHtoolsHforHtheHevaluationHofHpYdw–ybaHPqry–ZoQHvariantsHinHqouwVHHumana
MutationTH2017THafTHYXbZUYXcX 4.7 9

(2017-2019)
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239 zargeHdifferencesHinHproportionsHofHharmfulHandHbenignHaminoHacidHsubstitutionsHbetweenHproteinsH
andHdiseasesVHHumanaMutationTH2017THafTHfagUfbf 4.7 14

238 WorkingHtowardHprecisionHmedicinehHαredictingHphenotypesHfromHexomesHinHtheHqriticalHossessmentH
ofHuenomeHwnterpretationHPqouwQHchallengesVHHumanaMutationTH2017THafTHYYfZUYYgZ 4.7 28

237 sxpandedHnationalHdatabaseHcollectionHandHdataHcoverageHinHtheHtw–rbaseHworldwideHdatabaseHforH
clinicallyHrelevantHgenomicHvariationHalleleHfrequenciesVHNucleicaAcidsaResearchTH2017THbcTHrfbdUrfca 20.1 14

236 α—–USqHUHprogramHforHidentifyingHstericHclashesHcausedHbyHaminoHacidHsubstitutionsVHBMCa
BioinformaticsTH2017THYfTHcaY 3.6 4

235 vowHtoHrefineHαathogenicityTHvealthTHandHriseasemVHHumanaMutationTH2017THafTHYZgUYad 4.7 16

234 SimulationHofHtheHdynamicsHofHprimaryHimmunodeficienciesHinHqrbSHTUcellsVHPLoSaONETH2017THYZTHeXYedcXX3.7 2

233 sstablishmentHofHanHinternationalHdatabaseHforHgeneticHvariantsHinHesophagealHcancerVHAnnalsaofathea
NewaYorkaAcademyaofaSciencesTH2016THYafYTHbcUbg 6.5 2

232 Vari—tatorTHaHSoftwareHToolHforHVariationHonnotationHwithHtheHVariationH—ntologyVHHumanaMutationTH
2016THaeTHabbUg 4.7 3

231 α—–UmtUtR–ohHaHmultifactorialHprobabilityUbasedHmethodHforHclassificationHofHmitochondrialHtR–oH
variationsVHNucleicaAcidsaResearchTH2016THbbTHZXZXUe 20.1 28

230 α—–USolhHpredictionHofHeffectsHofHaminoHacidHsubstitutionsHonHproteinHsolubilityVHBioinformaticsTH
2016THaZTHZXaZUb 7.2 28

229 VariationHwnterpretationHαredictorshHαrinciplesTHTypesTHαerformanceTHandHqhoiceVHHumanaMutationTH
2016THaeTHcegUge 4.7 75

228 vumanHVariomeHαrojectHQualityHossessmentHqriteriaHforHVariationHratabasesVHHumanaMutationTH
2016THaeTHcbgUcf 4.7 13

227 tindingHourHwayHthroughHphenotypesVHPLoSaBiologyTH2015THYaTHeYXXZXaa 9.7 144

226 ’uddledHgeneticHtermsHmissHandHmessHtheHmessageVHTrendsainaGeneticsTH2015THaYTHbZaUc 8.5 10

225 SpecificHautoantibodyHprofilesHandHdiseaseHsubgroupsHcorrelateHwithHcirculatingHmicroUR–oHinH
systemicHsclerosisVHRheumatologyTH2015THcbTHZYXXUe 3.9 24

224 TheHwmportanceHofHαroperHTestingHofHαredictorHαerformanceVHHumanaMutationTH2015THadTHiiiUiv 4.7 1

223 TypesHandHeffectsHofHproteinHvariationsVHHumanaGeneticsTH2015THYabTHbXcUZY 6.3 22

222 varmfulHsomaticHaminoHacidHsubstitutionsHaffectHkeyHpathwaysHinHcancersVHBMCaMedicalaGenomicsTH
2015THfTHca 3.7 12
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221 VariS–αTHaHbenchmarkHdatabaseHforHvariationsHfromHdbS–αVHHumanaMutationTH2015THadTHYdYUd 4.7 35

220 StandardHdevelopmentHatHtheHvumanHVariomeHαrojectVHDatabase:atheaJournalaofaBiologicala
DatabasesaandaCurationTH2015THZXYcTH 5 8

219 qharacterizationHofHallHpossibleHsingleUnucleotideHchangeHcausedHaminoHacidHsubstitutionsHinHtheH
kinaseHdomainHofHprutonHtyrosineHkinaseVHHumanaMutationTH2015THadTHdafUbe 4.7 30

218 qlassificationHofHominoHocidHSubstitutionsHinH’ismatchHRepairHαroteinsHUsingHα—–U’’RZVHHumana
MutationTH2015THadTHYYZfUab 4.7 14

217 α—–UαZhHpredictionHmethodHforHfastHandHreliableHidentificationHofHharmfulHvariantsVHPLoSaONETH2015TH
YXTHeXYYeafX 3.7 130

216 ueneticHVariationHinHprutonHTyrosineHyinaseVHRareaDiseasesaofatheaImmuneaSystemTH2015THecUfc 0.2 3

215 –oHmoreHhiddenHsolutionsHinHbioinformaticsVHNatureTH2015THcZYTHZdY 50.4 17

214 wdentificationHofHcoreHTHcellHnetworkHbasedHonHimmunomeHinteractomeVHBMCaSystemsaBiologyTH2014TH
fTHYe 3.5 4

213 VariationHontologyhHannotatorHguideVHJournalaofaBiomedicalaSemanticsTH2014THcTHg 2.2 5

212 αerformanceHofHproteinHdisorderHpredictionHprogramsHonHaminoHacidHsubstitutionsVHHumanaMutation
TH2014THacTHegbUfXb 4.7 19

211 oHsystematicHanalysisHofHrecombinationHactivityHandHgenotypeUphenotypeHcorrelationHinHhumanH
recombinationUactivatingHgeneHYHdeficiencyVHJournalaofaAllergyaandaClinicalaImmunologyTH2014THYaaTHYXggUYXf11.5 100

210 αroperHreportingHofHpredictorHperformanceVHNatureaMethodsTH2014THYYTHefY 21.6 7

209 –ovelHassociationHofHneurofibromatosisHtypeHYUcausingHmutationsHinHfamiliesHwithH
neurofibromatosisU–oonanHsyndromeVHAmericanaJournalaofaMedicalaGeneticsmaPartaATH2014THYdboTHcegUfe 2.5 21

208 qlusteringHofHgeneHontologyHtermsHinHgenomesVHGeneTH2014THccXTHYccUdb 3.8 12

207 VariationH—ntologyHforHannotationHofHvariationHeffectsHandHmechanismsVHGenomeaResearchTH2014THZbTHacdUdb9.7 41

206 ’ajorityHvoteHandHotherHproblemsHwhenHusingHcomputationalHtoolsVHHumanaMutationTH2014THacTHgYZUb 4.7 14

205 qontributionHofHpseudogenesHtoHsequenceHdiversityVHMethodsainaMolecularaBiologyTH2014THYYdeTHYcUZb 1.4 3

204 StructureUbasedHpredictionHofHtheHeffectsHofHaHmissenseHvariantHonHproteinHstabilityVHAminoaAcidsTH
2013THbbTHfbeUcc 3.5 29

(2013-2015)
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203 VaripenchhHaHbenchmarkHdatabaseHforHvariationsVHHumanaMutationTH2013THabTHbZUg 4.7 87

202 uuidelinesHforHreportingHandHusingHpredictionHtoolsHforHgeneticHvariationHanalysisVHHumanaMutationTH
2013THabTHZecUfZ 4.7 64

201 obnormalHcerebellarHdevelopmentHandHataxiaHinHqoRαHVwwwHmorphantHzebrafishVHHumanaMoleculara
GeneticsTH2013THZZTHbYeUaZ 5.6 32

200 ueneHexpressionHprofilesHinHhumanHandHmouseHprimaryHcellsHprovideHnewHinsightsHintoHtheH
differentialHactionsHofHvitaminHraHmetabolitesVHPLoSaONETH2013THfTHeecaaf 3.7 12

199 copyHnumberHvariationHanalysisHinHfamilialHpRqoYWZUnegativeHtinnishHbreastHandHovarianHcancerVH
PLoSaONETH2013THfTHeeYfXZ 3.7 25

198 αroteomicHchangesHduringHpHcellHmaturationhHZrUrwusHapproachVHPLoSaONETH2013THfTHeeefgb 3.7 7

197 –ucleolarHproteinsHwithHalteredHexpressionHinHleukemicHcellHlinesVHLeukemiaaResearchTH2012THadTHZaZUd 2.7 11

196 vowHtoHevaluateHperformanceHofHpredictionHmethodsmH’easuresHandHtheirHinterpretationHinH
variationHeffectHanalysisVHBMCaGenomicsTH2012THYaHSupplHbTHSZ 4.5 152

195 quratingHgeneHvariantHdatabasesHPzSrpsQhHtowardHaHuniversalHstandardVHHumanaMutationTH2012THaaTHZgYUe4.7 39

194 uuidelinesHforHestablishingHlocusHspecificHdatabasesVHHumanaMutationTH2012THaaTHZgfUaXc 4.7 42

193 qlassificationHofHmismatchHrepairHgeneHmissenseHvariantsHwithHα—–U’’RVHHumanaMutationTH2012TH
aaTHdbZUcX 4.7 24

192 Vario’zHframeworkHforHcomprehensiveHvariationHdataHrepresentationHandHexchangeVHBMCa
BioinformaticsTH2012THYaTHZcb 3.6 14

191 α—–UαhHintegratedHpredictorHforHpathogenicityHofHmissenseHvariantsVHHumanaMutationTH2012THaaTHYYddUeb 4.7 79

190 qonservedHandHquicklyHevolvingHimmunomeHgenesHhaveHdifferentHevolutionaryHpathsVHHumana
MutationTH2012THaaTHYbcdUda 4.7 2

189 vumanHVariomeHαrojectHcountryHnodeshHdocumentingHgeneticHinformationHwithinHaHcountryVHHumana
MutationTH2012THaaTHYcYaUg 4.7 10

188 tlexibilityHinH’uoHtransposaseHfamilyHproteinHstructureshHfunctionalHmappingHwithHscanningH
mutagenesisHandHsequenceHalignmentHofHproteinHhomologuesVHPLoSaONETH2012THeTHeaegZZ 3.7 4

187 qlarityHandHclaimsHinHvariationWmutationHdatabasingVHNatureaBiotechnologyTH2011THZgTHegXUZiHauthorH
replyHegZUb 44.5

186
ScreeningHforHpRqoYTHpRqoZTHqvsyZTHαozpZTHpRwαYTHRorcXTHandHqrvYHmutationsHinHhighUriskH
tinnishHpRqoYWZUfounderHmutationUnegativeHbreastHandWorHovarianHcancerHindividualsVHBreastaCancera
ResearchTH2011THYaTHRZX

8.3 85
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185 sTSYHmediatesH’syYWZUdependentHoverexpressionHofHcancerousHinhibitorHofHproteinHphosphataseH
ZoHPqwαZoQHinHhumanHcancerHcellsVHPLoSaONETH2011THdTHeYegeg 3.7 49

184 ’utationHPvariationQHdatabasesHandHregistrieshHaHrationaleHforHcoordinationHofHeffortsVHNaturea
ReviewsaGeneticsTH2011THYZTHffYiHdiscussionHffY 30.1 11

183 –’rHandHmicroR–oHexpressionHprofilingHofHtheHvαqXYHlocusHrevealH’ousqYHasHaHcandidateH
prostateHcancerHpredispositionHgeneVHBMCaCancerTH2011THYYTHaZe 4.8 7

182 αR—localizerhHintegratedHwebHserviceHforHproteinHsubcellularHlocalizationHpredictionVHAminoaAcidsTH
2011THbXTHgecUfX 3.5 27

181 αerformanceHofHmutationHpathogenicityHpredictionHmethodsHonHmissenseHvariantsVHHumanaMutationTH
2011THaZTHacfUdf 4.7 399

180 ueneticHtestsHneedHtheHvumanHVariomeHαrojectVHGeneticaTestingaandaMolecularaBiomarkersTH2011THYcTHa 1.6 3

179 rifferentHmolecularHbehaviorHofHqrbXHmutantsHcausingHhyperUwg’HsyndromeVHBloodTH2010THYYdTHcfdeUeb 2.2 24

178 occuracyHofHproteinHhydropathyHpredictionsVHInternationalaJournalaofaDataaMiningaandaBioinformaticsTH
2010THbTHeacUcb 0.5 3

177 αerformanceHofHproteinHstabilityHpredictorsVHHumanaMutationTH2010THaYTHdecUfb 4.7 228

176 SystematicHclassificationHofHprimaryHimmunodeficienciesHbasedHonHclinicalTHpathologicalTHandH
laboratoryHparametersVHJournalaofaImmunologyTH2009THYfaTHecdgUec 5.3 21

175 wdentificationHofHcandidateHdiseaseHgenesHbyHintegratingHueneH—ntologiesHandHproteinUinteractionH
networkshHcaseHstudyHofHprimaryHimmunodeficienciesVHNucleicaAcidsaResearchTH2009THaeTHdZZUf 20.1 76

174 svaluationHofHaccuracyHandHapplicabilityHofHproteinHmodelshHretrospectiveHanalysisHofHbiologicalHandH
biomedicalHpredictionsVHInaSilicoaBiologyTH2009THgTHaXeUaY 2 1

173 qapturingHallHdiseaseUcausingHmutationsHforHclinicalHandHresearchHusehHtowardHanHeffortlessHsystemH
forHtheHvumanHVariomeHαrojectVHGeneticsainaMedicineTH2009THYYTHfbaUg 8.1 37

172 αredictionHofHdiseaseUrelatedHmutationsHaffectingHproteinHlocalizationVHBMCaGenomicsTH2009THYXTHYZZ 4.5 40

171 wmmunomeHknowledgeHbaseHPwypQhHanHintegratedHserviceHforHimmunomeHresearchVHBMCaImmunologyTH
2009THYXTHa 3.7 28

170
SomaticHmutationHdatabasesHasHtoolsHforHmolecularHepidemiologyHandHmolecularHpathologyHofH
cancerhHproposedHguidelinesHforHimprovingHdataHcollectionTHdistributionTHandHintegrationVHHumana
MutationTH2009THaXTHZecUfZ

4.7 12

169 αathogenicHorHnotmHondHifHsoTHthenHhowmHStudyingHtheHeffectsHofHmissenseHmutationsHusingH
bioinformaticsHmethodsVHHumanaMutationTH2009THaXTHeXaUYb 4.7 184

168 oHnovelHmutationHinHqrbXHandHitsHfunctionalHcharacterizationVHHumanaMutationTH2009THaXTHgfcUgb 4.7 5

(2009-2011)
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167 SharingHdataHbetweenHzSrpsHandHcentralHrepositoriesVHHumanaMutationTH2009THaXTHbgaUc 4.7 17

166 qrystalHstructureHofHaHYVdUhexanediolHboundHtetramericHformHofHsscherichiaHcoliHlacUrepressorH
refinedHtoHZVYHoHresolutionVHProteins:aStructuremaFunctionaandaBioinformaticsTH2009THecTHebfUcg 4.2 12

165 αroblemsHwithHantiUplagiarismHdatabaseVHNatureTH2009THbceTHZd 50.4 1

164 qopyHnumberHanalysisHindicatesHmonoclonalHoriginHofHlethalHmetastaticHprostateHcancerVHNaturea
MedicineTH2009THYcTHccgUdc 50.5 513

163 prutonOsHtyrosineHkinaseHPptkQhHfunctionTHregulationTHandHtransformationHwithHspecialHemphasisHonH
theHαvHdomainVHImmunologicalaReviewsTH2009THZZfTHcfUea 11.3 344

162 pioinformaticsHservicesHrelatedHtoHdiagnosisHofHprimaryHimmunodeficienciesVHCurrentaOpinionaina
AllergyaandaClinicalaImmunologyTH2009THgTHcaYUd 3.3 8

161 wmmunodeficienciesHandHwmmunomehHriseasesHandHwnformationHServicesH2009THeYUfc

160 vumanHαroteinpediaHenablesHsharingHofHhumanHproteinHdataVHNatureaBiotechnologyTH2008THZdTHYdbUe 44.5 138

159 αseudoueneQuestHUHserviceHforHidentificationHofHdifferentHpseudogeneHtypesHinHtheHhumanHgenomeVH
BMCaBioinformaticsTH2008THgTHZgg 3.6 13

158 wdentificationHofHdifferentiallyHexpressedHgenesHafterHαα’YrHsilencingHinHbreastHcancerVHCancera
LettersTH2008THZcgTHdYUeX 9.9 21

157 rynamicHcovariationHbetweenHgeneHexpressionHandHgenomeHcharacteristicsVHGeneTH2008THbYXTHcaUdd 3.8

156 ’odelUbasedHpredictionHofHsequenceHalignmentHqualityVHBioinformaticsTH2008THZbTHZYdcUeY 7.2 15

155 ’edicalHsxpertHSystemsVHCurrentaBioinformaticsTH2008THaTHcdUdc 4.7 12

154 αhylogenyHofHTecHfamilyHkinasesHidentificationHofHaHpremetazoanHoriginHofHptkTHpmxTHwtkTHTecTHTxkTH
andHtheHptkHregulatorHSvapαcVHAdvancesainaGeneticsTH2008THdbTHcYUfX 3.3 23

153 –ationalHresearchHcontributionshHoHcaseHstudyHonHtinnishHbiomedicalHresearchVHScientometricsTH2008TH
eeTHZXeUZZZ 3 19

152
sxpressionHofHsterolHregulatoryHelementUbindingHtranscriptionHfactorHPSRsptQHZHandHSRsptH
cleavageUactivatingHproteinHPSqoαQHinHhumanHatheromaHandHtheHassociationHofHtheirHallelicHvariantsH
withHsuddenHcardiacHdeathVHThrombosisaJournalTH2008THdTHYe

5.6 9

151 sfficiencyHofHtheHimmunomeHproteinHinteractionHnetworkHincreasesHduringHevolutionVHImmunomea
ResearchTH2008THbTHb 12

150 uenomeHwideHanalysisHofHpathogenicHSvZHdomainHmutationsVHProteins:aStructuremaFunctionaanda
BioinformaticsTH2008THeZTHeegUgZ 4.2 43
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149 RecommendationsHforHlocusUspecificHdatabasesHandHtheirHcurationVHHumanaMutationTH2008THZgTHZUc 4.7 52

148 TheHsUR—classHtrialhHdefiningHsubgroupsHinHcommonHvariableHimmunodeficiencyVHBloodTH2008THYYYTHeeUfc 2.2 556

147 αhysicochemicalHfeatureUbasedHclassificationHofHaminoHacidHmutationsVHProteinaEngineeringmaDesigna
andaSelectionTH2008THZYTHaeUbb 1.9 31

146 αhenqodehHconnectingHs–q—rsHdataHwithHmutationsHandHphenotypeVHHumanaMutationTH2007THZfTHccbUdZ 4.7 72

145
oHstructuredHsimpleHformHforHorderingHgeneticHtestsHisHneededHtoHensureHcouplingHofHclinicalHdetailH
PphenotypeQHwithHr–oHvariantsHPgenotypeQHtoHensureHutilityHinHpublicationHandHdatabasesVHHumana
MutationTH2007THZfTHgaYUZ

4.7 8

144 SpectrumHofHdiseaseUcausingHmutationsHinHproteinHsecondaryHstructuresVHBMCaStructuralaBiologyTH
2007THeTHcd 2.7 62

143 wmmTreehHdatabaseHofHevolutionaryHrelationshipsHofHgenesHandHproteinsHinHtheHhumanHimmuneH
systemVHImmunomeaResearchTH2007THaTHb 16

142 wrRHknowledgeHbaseHforHprimaryHimmunodeficienciesVHImmunomeaResearchTH2007THaTHd 21

141 ’olecularHcharacterizationHofHtheHimmuneHsystemhHemergenceHofHproteinsTHprocessesTHandHdomainsVH
ImmunogeneticsTH2007THcgTHaaaUbf 3.2 27

140 TheHstructuralHbasisHofHhyperHwg’HdeficiencyHUHqrbXzHmutationsVHProteinaEngineeringmaDesignaanda
SelectionTH2007THZXTHYaaUbY 1.9 35

139 wmmunityHgenesHandHtheirHorthologshHaHmultiUspeciesHdatabaseVHInternationalaImmunologyTH2007THYgTHYadYUeX4.9 12

138
vighUprecisionHmappingHofHproteinHproteinHinterfaceshHanHintegratedHgeneticHstrategyHcombiningHenH
masseHmutagenesisHandHr–oUlevelHparallelHanalysisHonHaHyeastHtwoUhybridHplatformVHNucleicaAcidsa
ResearchTH2007THacTHeYXa

20.1 14

137 wmmunologicalHsystemsHbiologyhHgeneHexpressionHanalysisHofHpUcellHdevelopmentHinHRamosHpUcellsVH
MolecularaImmunologyTH2007THbbTHacaeUcY 4.3 3

136 retectionHofHαathogenicH’utationHαroneHzocationsHfromHαroteinHSequencesHusingHSolventH
occessibilityH’easurementsH2007TH 1

135 wmmunomeTHwmmtreeHandHwmmunityhHratabasesHforHSystemsHpiologyHofHwmmuneHSystemH2007TH 1

134 wmmunomehHaHreferenceHsetHofHgenesHandHproteinsHforHsystemsHbiologyHofHtheHhumanHimmuneH
systemVHCellularaImmunologyTH2006THZbbTHfeUg 4.4 44

133 wmmunodeficiencyHmutationHdatabasesHPwrbasesQVHHumanaMutationTH2006THZeTHYZXXUf 4.7 101

132 pioinformaticHanalysisHofHproteinHstructureUfunctionHrelationshipshHcaseHstudyHofHleukocyteHelastaseH
PszoZQHmissenseHmutationsVHHumanaMutationTH2006THZeTHYZaXUba 4.7 42

(2006-2008)
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131 pTybasehHtheHmutationHdatabaseHforHXUlinkedHagammaglobulinemiaVHHumanaMutationTH2006THZeTHYZXgUYe 4.7 147

130
αrofilingHgeneticHvariationHalongHtheHandrogenHbiosynthesisHandHmetabolismHpathwaysHimplicatesH
severalHsingleHnucleotideHpolymorphismsHandHtheirHcombinationsHasHprostateHcancerHriskHfactorsVH
CanceraResearchTH2006THddTHebaUe

10.1 51

129 oHstatisticalHscoreHforHassessingHtheHqualityHofHmultipleHsequenceHalignmentsVHBMCaBioinformaticsTH
2006THeTHbfb 3.6 35

128 αrimaryHwmmunodeficiencieshHuenotypeâ��αhenotypeHqorrelationsH2006THbbaUbdX 2

127 αroteomeHanalysisHofHpUcellHmaturationVHProteomicsTH2006THdTHcYcZUdf 4.8 13

126 pHcellsVHInternationalaJournalaofaBiochemistryaandaCellaBiologyTH2005THaeTHcYfUZa 5.6 35

125 uenomeUwideHselectionHofHuniqueHandHvalidHoligonucleotidesVHNucleicaAcidsaResearchTH2005THaaTHeYYc 20.1 5

124 qharacterizationHofHqoHXVTHaHnewHuαwUanchoredHformHofHcarbonicHanhydraseVHBiochemicalaJournalTH
2005THagZTHfaUgZ 3.8 140

123 —nHexactHstringHmatchingHofHuniqueHoligonucleotidesVHComputersainaBiologyaandaMedicineTH2005THacTHYeaUfY7 11

122 prutonOsHtyrosineHkinasehHcellHbiologyTHsequenceHconservationTHmutationHspectrumTHsiR–oH
modificationsTHandHexpressionHprofilingVHImmunologicalaReviewsTH2005THZXaTHZXXUYc 11.3 159

121 rynamicHcovariationHbetweenHgeneHexpressionHandHproteomeHcharacteristicsVHBMCaBioinformaticsTH
2005THdTHZYc 3.6 9

120 ristributionHofHimmunodeficiencyHfactHfilesHwithHX’zUUfromHWebHtoHWoαVHBMCaMedicalaInformaticsa
andaDecisionaMakingTH2005THcTHZY 3.6 4

119 yin’utpasehHaHregistryHofHdiseaseUcausingHmutationsHinHproteinHkinaseHdomainsVHHumanaMutationTH
2005THZcTHbacUbZ 4.7 53

118 StatisticalHmethodsHforHidentifyingHconservedHresiduesHinHmultipleHsequenceHalignmentVHStatisticala
ApplicationsainaGeneticsaandaMolecularaBiologyTH2004THaTHorticleZf 1.2 6

117 qharacterizationHofHqoHXwwwTHaHnovelHmemberHofHtheHcarbonicHanhydraseHisozymeHfamilyVHJournalaofa
BiologicalaChemistryTH2004THZegTHZeYgUZe 5.4 187

116
StructureUfunctionHanalysisHofHαrsoHrevealsHrolesHforHtheHparvulinUlikeHandHflankingH–UHandHqUterminalH
domainsHinHproteinHfoldingHandHsecretionHinHpacillusHsubtilisVHJournalaofaBiologicalaChemistryTH2004TH
ZegTHYgaXZUYb

5.4 83

115
qonservationHandHcovarianceHinHαvHdomainHsequenceshHphysicochemicalHprofileHandHinformationH
theoreticalHanalysisHofHXzoUcausingHmutationsHinHtheHptkHαvHdomainVHProteinaEngineeringmaDesignaanda
SelectionTH2004THYeTHZdeUed

1.9 36

114 rifferentHgeneHexpressionHinHimmunoglobulinUmutatedHandHimmunoglobulinUunmutatedHformsHofH
chronicHlymphocyticHleukemiaVHCanceraGeneticsaandaCytogeneticsTH2004THYcaTHdgUeZ 30

Mauno Vihinen

10



113 —nlineHregistryHofHgeneticHandHclinicalHimmunodeficiencyHdiagnosticHlaboratoriesTHwrdiagnosticsVH
JournalaofaClinicalaImmunologyTH2004THZbTHcaUdY 5.7 15

112
αrobingHtheHalphaUcomplementingHdomainHofHsVHcoliHbetaUgalactosidaseHwithHuseHofHanHinsertionalH
pentapeptideHmutagenesisHstrategyHbasedHonH’uHinHvitroHr–oHtranspositionVHProteins:aStructurema
FunctionaandaBioinformaticsTH2004THcbTHdfYUgZ

4.2 42

111 VirtualHbioinformaticsHdistanceHlearningHsuiteRVHBiochemistryaandaMolecularaBiologyaEducationTH2004TH
aZTHYcdUdX 1.3 12

110 oαsqsrUcausingHmutationsHinHowRsHrevealHtheHfunctionalHdomainsHofHtheHproteinVHHumanaMutationTH
2004THZaTHZbcUce 4.7 90

109 tastHwterativeHueneHqlusteringHpasedHonHwnformationHTheoreticHqriteriaHforHSelectingHtheHqlusterH
StructureVHJournalaofaComputationalaBiologyTH2004THYYTHddXUdfZ 1.7 3

108 cr–oHmicroarrayHanalysisHofHgeneHexpressionHinHcoeliacHdiseaseHjejunalHbiopsyHsamplesVHJournalaofa
AutoimmunityTH2004THZZTHZbgUdc 15.5 30

107 tastHiterativeHgeneHclusteringHbasedHonHinformationHtheoreticHcriteriaHforHselectingHtheHclusterH
structureVHJournalaofaComputationalaBiologyTH2004THYYTHddXUfZ 1.7 6

106 RankViaqontacthHrankingHandHvisualizationHofHaminoHacidHcontactsVHBioinformaticsTH2003THYgTHZYdYUZ 7.2 23

105 outoinhibitionHofHxakZHtyrosineHkinaseHisHdependentHonHspecificHregionsHinHitsHpseudokinaseHdomainVH
MolecularaBiologyaofatheaCellTH2003THYbTHYbbfUcg 3.5 170

104 SignalHtransductionUrelatedHbioinformaticsHservicesVHBriefingsainaBioinformaticsTH2003THbTHaZcUaY 13.4

103 TheHdiverseHgeneticHbasisHofHimmunodeficienciesH2003THbcUed

102 —nHαostprocessingHofH–euralH–etworkHαredictionHofHαolyprolineHTypeHwwHSecondaryHStructureshH
–etworkHSpectrumTHResponseHonalysisTHandHScatteringVHNeuralaComputingaandaApplicationsTH2003THYYTHZafUZba4.8 4

101 qhangesHinHapoptosisUrelatedHpathwaysHinHacuteHmyelocyticHleukemiaVHCanceraGeneticsaanda
CytogeneticsTH2003THYbdTHfgUYXY 41

100 StimulationUinducedHgeneHexpressionHinHRamosHpUcellsVHGenesaandaImmunityTH2003THbTHabaUcX 4.4 12

99 sfficientHestimationHofHemissionHprobabilitiesHinHprofileHhiddenH’arkovHmodelsVHBioinformaticsTH2003
THYgTHZacgUdf 7.2 6

98 pioinformaticsHinHαroteomicsH2003THbYgUbZf

97 wnteractionHbetweenHptkHTvHandHSvaHdomainVHBiopolymersTH2002THdaTHaZcUab 2.2 14

96 –ovelHinsertionsHofHprutonHtyrosineHkinaseHinHpatientsHwithHXUlinkedHagammaglobulinemiaVHHumana
MutationTH2002THZXTHbfXUY 4.7 6

(2002-2004)
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95 αatternHofHsomaticHandrogenHreceptorHgeneHmutationsHinHpatientsHwithHhormoneUrefractoryH
prostateHcancerVHLaboratoryaInvestigationTH2002THfZTHYcgYUf 5.9 55

94 wrRhHtheHwmmunoreficiencyHResourceVHNucleicaAcidsaResearchTH2002THaXTHZaZUb 20.1 13

93 StructuralHbasisHofHwqtUcausingHmutationsHinHtheHmethyltransferaseHdomainHofHr–’TapVHProteina
EngineeringmaDesignaandaSelectionTH2002THYcTHYXXcUYb 1.9 11

92 ’icroarrayHanalysisHofHpUcellHstimulationVHVitaminsaandaHormonesTH2002THdbTHeeUgg 2.5 12

91 ’obileHaccessHtoHbiologicalHdatabasesHonHtheHwnternetVHIEEEaTransactionsaonaBiomedicalaEngineeringTH
2002THbgTHYbeeUg 5 9

90 VPrQxHrecombinationHdefectsHinHlymphocytesHdueHtoHRouHmutationshHsevereHimmunodeficiencyHwithH
aHspectrumHofHclinicalHpresentationsVHBloodTH2001THgeTHfYUf 2.2 278

89 qoevolutionHofHtheHdomainsHofHcytoplasmicHtyrosineHkinasesVHMolecularaBiologyaandaEvolutionTH2001TH
YfTHaYZUZY 8.3 14

88
onalysisHofHptkHmutationsHinHpatientsHwithHXUlinkedHagammaglobulinaemiaHPXzoQHandHdeterminationH
ofHcarrierHstatusHinHnormalHfemaleHrelativeshHaHnationwideHstudyHofHptkHdeficiencyHinHureeceVH
ScandinavianaJournalaofaImmunologyTH2001THcbTHaZYUe

3.4 13

87 pioinformaticsHinHproteomicsVHNewaBiotechnologyTH2001THYfTHZbYUf 34

86 ’utationsHinHsevereHcombinedHimmuneHdeficiencyHPSqwrQHdueHtoHxoyaHdeficiencyVHHumanaMutationTH
2001THYfTHZccUda 4.7 83

85 TheHTecHfamilyHofHcytoplasmicHtyrosineHkinaseshHmammalianHptkTHpmxTHwtkTHTecTHTxkHandHhomologsHinH
otherHspeciesVHBioEssaysTH2001THZaTHbadUbd 4.1 227

84 —nHpreprocessingHofHproteinHsequencesHforHneuralHnetworkHpredictionHofHpolyprolineHtypeHwwH
secondaryHstructuresVHComputersainaBiologyaandaMedicineTH2001THaYTHafcUgf 7 8

83 ’olecularHdynamicsHsimulationHofHtheHeffectsHofHcytosineHmethylationHonHstructureHofH
oligonucleotidesVHComputationalaandaTheoreticalaChemistryTH2001THcbdTHcYUdZ 21

82 wntermolecularHinteractionsHbetweenHtheHSvaHdomainHandHtheHprolineUrichHTvHregionHofHprutonOsH
tyrosineHkinaseVHFEBSaLettersTH2001THbfgTHdeUeX 3.8 31

81 αrimaryHimmunodeficiencyHmutationHdatabasesVHAdvancesainaGeneticsTH2001THbaTHYXaUff 3.3 58

80 StructureUfunctionHeffectsHinHprimaryHimmunodeficienciesVHScandinavianaJournalaofaImmunologyTH
2000THcZTHZZdUaZ 3.4 9

79 –ovelHimmunodeficiencyHdataHserversVHImmunologicalaReviewsTH2000THYefTHYeeUfc 11.3 26

78
—fHgenesHandHphenotypeshHtheHimmunologicalHandHmolecularHspectrumHofHcombinedHimmuneH
deficiencyVHrefectsHofHtheHgammaPcQUxoyaHsignalingHpathwayHasHaHmodelVHImmunologicalaReviewsTH
2000THYefTHagUbf

11.3 84
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77 StructuralHbasisHofHWiskottUoldrichHsyndromeHcausingHmutationsHinHtheHWvYHdomainVHJournalaofa
MolecularaMedicineTH2000THefTHcaXUe 5.5 29

76 prutonHtyrosineHkinaseHpTyHinHXUlinkedHagammaglobulinemiaHXzoVHFrontiersainaBioscienceanaLandmarkTH
2000THcTHdgYeUgZf 2.8 2

75 StructuralHpasisHofHploomHSyndromeHPpSQHqausingH’utationsHinHtheHpz’HvelicaseHromainVHMoleculara
MedicineTH2000THdTHYccUYdb 6.2 33

74 TheHautoimmuneHregulatorHproteinHhasHtranscriptionalHtransactivatingHpropertiesHandHinteractsHwithH
theHcommonHcoactivatorHqRspUbindingHproteinVHJournalaofaBiologicalaChemistryTH2000THZecTHYdfXZUg 5.4 168

73
SixHXUlinkedHagammaglobulinemiaUcausingHmissenseHmutationsHinHtheHSrcHhomologyHZHdomainHofH
prutonOsHtyrosineHkinasehHphosphotyrosineUbindingHandHcircularHdichroismHanalysisVHJournalaofa
ImmunologyTH2000THYdbTHbYeXUe

5.3 28

72 StructuralHbasisHforHSvZrYoHmutationsHinHXUlinkedHlymphoproliferativeHdiseaseVHBiochemicalaanda
BiophysicalaResearchaCommunicationsTH2000THZdgTHYZbUaX 3.4 26

71 wdentificationHofHnovelHtranscriptionHfactorUlikeHgeneHfromHhumanHintestinalHcellsVHBiochemicalaanda
BiophysicalaResearchaCommunicationsTH2000THZedTHddXUd 3.4 35

70 ’olecularHmodelingHofHtheHxakaHkinaseHdomainsHandHstructuralHbasisHforHsevereHcombinedH
immunodeficiencyVHClinicalaImmunologyTH2000THgdTHYXfUYf 9 21

69 wsolationHandHinitialHcharacterizationHofHaHnovelHzincHfingerHgeneTHr–’TazTHonHZYqZZVaTHrelatedHtoH
theHcytosineUcUmethyltransferaseHaHgeneHfamilyVHGenomicsTH2000THdcTHZgaUf 4.3 221

68 RationalHdesignHandHpurificationHofHhumanHprutonOsHtyrosineHkinaseHSvaUSvZHproteinHforH
structureUfunctionHstudiesVHProteinaExpressionaandaPurificationTH2000THZXTHadcUeY 2 4

67 prutonHtyrosineHkinaseHPpTyQHinHXUlinkedHagammaglobulinemiaHPXzoQVHFrontiersainaBioscienceana
LandmarkTH2000THcTHrgYeUZf 2.8 28

66 yin’utpaseTHaHdatabaseHofHhumanHdiseaseUcausingHproteinHkinaseHmutationsVHNucleicaAcidsaResearchTH
1999THZeTHadZUb 20.1 16

65 oHnovelHfamilyHofHr–oUpolymeraseUassociatedHpHsubunitsVHTrendsainaBiochemicalaSciencesTH1999THZbTHYbUd 10.3 56

64 ’utationsHofHtheHhumanHpTyHgeneHcodingHforHbrutonHtyrosineHkinaseHinHXUlinkedH
agammaglobulinemiaVHHumanaMutationTH1999THYaTHZfXUc 4.7 76

63 αleckstrinHhomologyHdomainsHofHtecHfamilyHproteinHkinasesVHBiochemicalaandaBiophysicalaResearcha
CommunicationsTH1999THZdcTHYcYUe 3.4 31

62 ’appingHandHcloningHofHtorZHgeneHtoHdevelopHalleleUspecificHαqRHforHoleicHacidHinHspringHturnipHrapeH
PprassicaHrapaHsspVHoleiferaQVHMolecularaBreedingTH1998THbTHcbaUccX 3.4 54

61 SvaUromainHbindingHfunctionHofHvwVUYH–efHisHrequiredHforHassociationHwithHaHαoyUrelatedHkinaseVH
VirologyTH1998THZcXTHZeaUfZ 3.6 93

60 ondrogenUsensitiveHhumanHprostateHcancerHcellsTHz–qaαTHproduceHbothH–UterminallyHmatureHandH
truncatedHprostateUspecificHantigenHisoformsVHFEBSaJournalTH1998THZccTHaZgUac 14

(1998-2000)
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59 ThermalHunfoldingHofHsmallHproteinsHwithHSvaHdomainHfoldingHpatternVHProteins:aStructuremaFunctiona
andaBioinformaticsTH1998THaYTHaXgUYg 4.2 49

58
reterminationHandHanalysisHofHantigenicHepitopesHofHprostateHspecificHantigenHPαSoQHandHhumanH
glandularHkallikreinHZHPhyZQHusingHsyntheticHpeptidesHandHcomputerHmodelingVHProteinaScienceTH1998TH
eTHZcgUdg

6.3 51

57 XUlinkedHagammaglobulinemiahHlackHofHmatureHpHlineageHcellsHcausedHbyHmutationsHinHtheHptkHkinaseVH
SeminarsainaImmunopathologyTH1998THYgTHadgUfY 18

56 ’utationHscreeningHofHtheHpTyHgeneHinHcdHfamiliesHwithHXUlinkedHagammaglobulinemiaHPXzoQhHbeH
uniqueHmutationsHwithoutHcorrelationHtoHclinicalHcourseVHPediatricsTH1998THYXYTHZedUfb 7.4 98

55 SolutionHstructureHofHtheHSvaHdomainHfromHprutonOsHtyrosineHkinaseVHBiochemistryTH1998THaeTHZgYZUZb 3.2 68

54 wnteractionsHbetweenHSvZHandHSvaHdomainsVHBiochemicalaandaBiophysicalaResearchaCommunicationsTH
1998THZbZTHacYUd 3.4 5

53 StimulationHofHpHandHTHcellsHactivatesHexpressionHofHtranscriptionHandHdifferentiationHfactorsVH
BiochemicalaandaBiophysicalaResearchaCommunicationsTH1998THZbgTHbecUfX 3.4 17

52 pTybaseTHmutationHdatabaseHforHXUlinkedHagammaglobulinemiaHPXzoQVHNucleicaAcidsaResearchTH1998TH
ZdTHZbZUe 20.1 60

51 reltaaTcUdeltaZTbUdienoylUqooHisomeraseHfromHratHliverVH’olecularHcharacterizationVHJournalaofa
BiologicalaChemistryTH1998THZeaTHabgUcc 5.4 46

50 pTybaseTHmutationHdatabaseHforHXUlinkedHagammaglobulinemiaHPXzoQVHNucleicaAcidsaResearchTH1997TH
ZcTHYddUeY 20.1 39

49 wdentificationHofHcskHtyrosineHphosphorylationHsitesHandHaHtyrosineHresidueHimportantHforHkinaseH
domainHstructureVHBiochemicalaJournalTH1997THaZZHPHαtHaQTHgZeUac 3.8 12

48 ’issenseHmutationsHaffectingHaHconservedHcysteineHpairHinHtheHTvHdomainHofHptkVHFEBSaLettersTH1997TH
bYaTHZXcUYX 3.8 28

47 StructuralHanalysisHofHanHantiUestradiolHantibodyVHMolecularaImmunologyTH1997THabTHYZYcUZd 4.3 20

46 ’olecularHandHStructuralHqharacterizationHofHtiveH–ovelH’utationsHinHtheHprutonâ��sHTyrosineHyinaseH
ueneHfromHαatientsHwithHXUzinkedHogammaglobulinemiaVHMolecularaMedicineTH1997THaTHbeeUbfc 6.2 18

45 RegistriesHofHimmunodeficiencyHpatientsHandHmutationsVHHumanaMutationTH1997THYXTHZdYUe 4.7 8

44 pTybaseTHmutationHdatabaseHforHXUlinkedHagammaglobulinemiaHPXzoQVHNucleicaAcidsaResearchTH1996TH
ZbTHYdXUc 20.1 51

43 SequenceHspecificityHinHqpuHmutationHhotspotsVHFEBSaLettersTH1996THagdTHYYgUZZ 3.8 56

42 StructuralHaspectsHofHsignalHtransductionHinHpUcellsVHCriticalaReviewsainaImmunologyTH1996THYdTHZcYUec 1.8 20
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41 StructuralHconsequencesHofHneopullulanaseHmutationsVHBBAanaProteinsaandaProteomicsTH1996THYZgcTHYgcUZXX 2

40 oromaticHinteractionsHdefineHtheHbindingHofHtheHalphavirusHspikeHtoHitsHnucleocapsidVHStructureTH1996
THbTHcYgUZg 5.2 95

39 XUlinkedHagammaglobulinemiaHPXzoQhHaHgeneticHtyrosineHkinaseHPptkQHdiseaseVHBioEssaysTH1996THYfTHfZcUab4.1 56

38 wmmunodeficiencyHmutationHdatabasesHâ��HaHnewHresearchHtoolVHTrendsainaImmunologyTH1996THYeTHbgcUbgd

37 pTybasehHXzoUmutationHregistryVHTrendsainaImmunologyTH1996THYeTHcXZUcXd 37

36 qrbXzbasehHaHdatabaseHofHqrbXzHgeneHmutationsHcausingHXUlinkedHhyperUwg’HsyndromeVHTrendsaina
ImmunologyTH1996THYeTHcYYUcYd 84

35 pTybasehHXzoUmutationHregistryVHTrendsainaImmunologyTH1996THYeTHcXZUd 20

34 qrbXlbasehHaHdatabaseHofHqrbXzHgeneHmutationsHcausingHXUlinkedHhyperUwg’HsyndromeVHTrendsaina
ImmunologyTH1996THYeTHcYYUd 56

33 wmmunodeficiencyHmutationHdatabasesUUaHnewHresearchHtoolVHTrendsainaImmunologyTH1996THYeTHbgcUd 16

32 pTybasehHaHdatabaseHofHXzoUcausingHmutationsVHwnternationalHStudyHuroupVHTrendsainaImmunologyTH
1995THYdTHbdXUc 76

31 RepresentativeHselectionHofHproteinsHbasedHonHnuclearHfamiliesVHProteinaEngineeringmaDesignaanda
SelectionTH1995THfTHcXYUa 1.9 10

30 occurateHpredictionHofHproteinHsecondaryHstructuralHclassHwithHfuzzyHstructuralHvectorsVHProteina
EngineeringmaDesignaandaSelectionTH1995THfTHcXcUYZ 1.9 10

29 StructuralHbasisHforHpleckstrinHhomologyHdomainHmutationsHinHXUlinkedHagammaglobulinemiaVH
BiochemistryTH1995THabTHYbecUfY 3.2 57

28 wdentificationHofHptkHmutationsHinHZXHunrelatedHpatientsHwithHXUlinkedHagammaglobulinaemiaHPXzoQVH
HumanaMolecularaGeneticsTH1995THbTHdgaUeXX 5.6 54

27 reletionHwithinHtheHSrcHhomologyHdomainHaHofHprutonOsHtyrosineHkinaseHresultingHinHXUlinkedH
agammaglobulinemiaHPXzoQVHJournalaofaExperimentalaMedicineTH1994THYfXTHbdYUeX 16.6 78

26 occuracyHofHproteinHflexibilityHpredictionsVHProteins:aStructuremaFunctionaandaBioinformaticsTH1994THYgTHYbYUg4.2 241

25 ’odelingHofHprostateHspecificHantigenHandHhumanHglandularHkallikreinHstructuresVHBiochemicalaanda
BiophysicalaResearchaCommunicationsTH1994THZXbTHYZcYUd 3.4 27

24 TecHhomologyHPTvQHadjacentHtoHtheHαvHdomainVHFEBSaLettersTH1994THacXTHZdaUc 3.8 85

(1994-1996)
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23 qUterminalHtruncationsHofHaHthermostableHpacillusHstearothermophilusHalphaUamylaseVHProteina
EngineeringmaDesignaandaSelectionTH1994THeTHYZccUg 1.9 28

22 StructuralHbasisHforHchromosomeHXUlinkedHagammaglobulinemiahHaHtyrosineHkinaseHdiseaseVH
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaTH1994THgYTHYZfXaUe 11.5 68

21 StructuralHsimilarityHofHtheHbindingHsitesHofHcyclophilinHoUcyclosporinHoHandHtypαUtycXdHsystemsVH
BiochemicalaandaBiophysicalaResearchaCommunicationsTH1993THYgZTHgYZUe 3.4 13

20 vYrR—hHaHprogramHforHproteinHhydropathyHpredictionsVHComputeraMethodsaandaProgramsaina
BiomedicineTH1993THbYTHYZYUg 6.9 2

19 ’odellingHofHtheHarHstructureHofHpacillusHcirculantHvarVHalkalophilusHcyclomaltodextrinH
glucanotransferaseHandHcomparisonHwithH˛–UamylaseH1993THbaaUbab

18 ’UzTwq—’αhHaHprogramHpackageHforHmultipleHsequenceHcomparisonVHBioinformaticsTH1992THfTHacUf 7.2 4

17 qomputerHmodelingHofHtwoHinorganicHpyrophosphatasesVHBiochemicalaandaBiophysicalaResearcha
CommunicationsTH1992THYfdTHYZZUf 3.4 5

16 SelectionHofHaHrepresentativeHsetHofHstructuresHfromHprookhavenHαroteinHrataHpankVHProteins:a
StructuremaFunctionaandaBioinformaticsTH1992THYbTHZdcUed 4.2 47

15 SiteUdirectedHmutagenesisHofHputativeHactiveUsiteHresiduesHofHpacillusHstearothermophilusH
˛–UamylaseVHMolecularaEngineeringTH1991THYTHZdeUZea 8

14 SimultaneousHcomparisonHofHseveralHsequencesVHMethodsainaEnzymologyTH1990THYfaTHbbeUcd 1.7 10

13 qonservationHofHfunctionalHresiduesHbetweenHyeastHandHsVHcoliHinorganicHpyrophosphatasesVHBBAana
ProteinsaandaProteomicsTH1990THYXafTHaafUbc 37

12 SiteUdirectedHmutagenesisHofHaHthermostableHalphaUamylaseHfromHpacillusHstearothermophilushH
putativeHroleHofHthreeHconservedHresiduesVHJournalaofaBiochemistryTH1990THYXeTHZdeUeZ 3.1 69

11 qonservedHresiduesHofHliquefyingHalphaUamylasesHareHconcentratedHinHtheHvicinityHofHactiveHsiteVH
BiochemicalaandaBiophysicalaResearchaCommunicationsTH1990THYddTHdYUc 3.4 11

10 ’icrobialHamylolyticHenzymesVHCriticalaReviewsainaBiochemistryaandaMolecularaBiologyTH1989THZbTHaZgUbYf 8.7 306

9 onHalgorithmHforHsimultaneousHcomparisonHofHseveralHsequencesVHBioinformaticsTH1988THbTHfgUgZ 7.2 2

8 RelationshipHofHproteinHflexibilityHtoHthermostabilityVHProteinaEngineeringmaDesignaandaSelectionTH1987
THYTHbeeUfX 1.9 234

7 αoikilosisHâ��HpervasiveHbiologicalHvariationVHFsrrrResearchTgTHdXZ 3.6 0

6 StrategyHforHriseaseHriagnosisTHαrogressionHαredictionTHRiskHuroupHStratificationHandHTreatmentH
NndashiHqaseHofHq—VwrUYg 2
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5 vowHgoodHareHpathogenicityHpredictorsHinHdetectingHbenignHvariantsm 1

4 VariationHpenchmarkHratasetshHUpdateTHqriteriaTHQualityHandHopplications 2

3 ’ixedHTUHandHpUzymphocyteHreficiencyHrisordersYUe

2 wmmunodeficiencyTHαrimaryhHoffectingHtheHodaptiveHwmmuneHSystemYUd 1

1 uenericHmodelHforHbiologicalHregulationVHFsrrrResearchTYYTHbYg 3.6 0
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