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j Paper IF Citations

184
tombiningIcurrentIknowledgeIonIuNrImethylationWbasedIageIestimationItowardsItheI
developmentIofIaIsuperiorIforensicIuNrIintelligenceItoolYIForensiclSciencelInternational:lGeneticsVI
2021VIfhVIbacgdh

4.3 2

183 rIcollaborativeIexerciseIonIuNrImethylationWbasedIageIpredictionIandIbodyIfluidItypingYYIForensicl
SciencelInternational:lGeneticsVI2021VIfhVIbacgfg 4.3 1

182 vvaluationIofIaIcustomIQzrseqItargetedIuNrIpanelIwithIbgeIancestryIinformativeImarkersI
sequencedIwithItheIzlluminaIMiSeqYIScientificlReportsVI2021VIbbVIcbaea 4.9 1

181 uevelopmentIofItheIVzSrxvIenhancedItoolIandIstatisticalImodelsIforIepigeneticIageIestimationIinI
bloodVIbuccalIcellsIandIbonesYIAgingVI2021VIbdVIgefjWgeie 5.6 11

180 TheIanalysisIofIancestryIwithIsmallWscaleIforensicIpanelsIofIgeneticImarkersYIEmerginglTopicslinlLifel
SciencesVI2021VIfVIeedWefd 3.5 3

179 znvestigativeIgeneticIgenealogykIturrentImethodsVIknowledgeIandIpracticeYIForensiclSciencel
International:lGeneticsVI2021VIfcVIbacehe 4.3 16

178 uevelopmentIandIvvaluationIofItheIrncestryIznformativeIMarkerIPanelIofItheIVzSrxvIsasicIToolYI
GenesVI2021VIbcVI 4.2 2

177 vpigeneticIageIpredictionIinIsemenIWImarkerIselectionIandImodelIdevelopmentYIAgingVI2021VIbdVIbjbefWbjbge5.6 1

176 zmpactIofIexcessiveIalcoholIabuseIonIageIpredictionIusingItheIVzSrxvIenhancedItoolIforIepigeneticI
ageIestimationIinIbloodYIInternationallJournalloflLegallMedicineVI2021VIbdfVIccajWccbj 3.1 1

175 sroadeningItheIrpplicabilityIofIaItustomIMultiWPlatformIPanelIofIMicrohaplotypeskI
sioWxeographicalIrncestryIznferenceIandIvxpandedIReferenceIuataYIFrontierslinlGeneticsVI2020VIbbVIfibaeb4.5 8

174 vvaluationIofItheIVzSrxvIsasicIToolIforIrppearanceIandIrncestryIPredictionIUsingIPowerSeqI
themistryIonItheIMiSeqIwxxISystemYIGenesVI2020VIbbVI 4.2 15

173 uevelopmentIandIvalidationIofItheIVzSrxvIrmpliSeqIbasicItoolItoIpredictIappearanceIandIancestryI
fromIuNrYIForensiclSciencelInternational:lGeneticsVI2020VIeiVIbacddg 4.3 22

172 PhenotypicImarkersIforIforensicIpurposesI2020VIefhWehc 0

171 rIcompilationIofItriWallelicISNPsIfromIbaaaIxenomesIandIuseIofItheImostIpolymorphicIlociIforIaI
largeWscaleIhumanIidentificationIpanelYIForensiclSciencelInternational:lGeneticsVI2020VIegVIbaccdc 4.3 14

170 PzMrkIrIpopulationIinformativeImultiplexIforItheIrmericasYIForensiclSciencelInternational:lGeneticsVI
2020VIeeVIbaccaa 4.3 2

169 TheIMrSTiwwIpanelWaIversatileImultipleWalleleISNPItestIforIforensicsYIInternationallJournalloflLegall
MedicineVI2020VIbdeVIeebWefa 3.1 3

168
tharacterizationIofIancestryIinformativeImarkersIinItheITigrayIpopulationIofIvthiopiakIrI
contributionItoItheIidentificationIprocessIofIdeadImigrantsIinItheIMediterraneanISeaYIForensicl
SciencelInternational:lGeneticsVI2020VIefVIbaccah

4.3 5
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167
suildingIaIcustomIlargeWscaleIpanelIofInovelImicrohaplotypesIforIforensicIidentificationIusingI
MiSeqIandIzonISfImassivelyIparallelIsequencingIsystemsYIForensiclSciencelInternational:lGeneticsVI
2020VIefVIbaccbd

4.3 27

166 TheIfirstIxyvPWzSwxIcollaborativeIexerciseIonIforensicIapplicationsIofImassivelyIparallelI
sequencingYIForensiclSciencelInternational:lGeneticsVI2020VIejVIbacdjb 4.3 2

165 worensicIevaluationIofItheIrsiaIPacificIancestryWinformativeIMrPlexIassayYIForensiclSciencel
International:lGeneticsVI2020VIeiVIbacdee 4.3 8

164 rItomparisonIofIworensicIrgeIPredictionIModelsIUsingIuataIwromIwourIuNrIMethylationI
TechnologiesYIFrontierslinlGeneticsVI2020VIbbVIjdc 4.5 8

163 MethicillinWResistantIStaphylococcusIaureusIMeningitisIfromITransanalIMigrationIofIaI
VentriculoperitonealIShuntYIJournalloflEmergencylMedicineVI2019VIfhVIeibWeie 1.5 1

162 uevelopmentIandIvalidationIofItheIvUROwORxvNINrMvIRNorthIrfricanIandIMiddleIvasternSI
ancestryIpanelYIForensiclSciencelInternational:lGeneticsVI2019VIecVIcgaWcgh 4.3 20

161 MrPlexIWIrImassivelyIparallelIsequencingIancestryIanalysisImultiplexIforIrsiaWPacificIpopulationsYI
ForensiclSciencelInternational:lGeneticsVI2019VIecVIcbdWccg 4.3 26

160 PerformanceIofIancestryWinformativeISNPIandImicrohaplotypeImarkersYIForensiclSciencel
International:lGeneticsVI2019VIedVIbacbeb 4.3 28

159
yzrisPlexWSIsystemIforIeyeVIhairVIandIskinIcolorIpredictionIfromIuNrkIMassivelyIparallelIsequencingI
solutionsIforItwoIcommonIforensicallyIusedIplatformsYIForensiclSciencelInternational:lGeneticsVI2019
VIedVIbacbfc

4.3 24

158
TheIvUROwORxvNINrMvIrmpliseqâ�¢IcustomIpanelkIrIsecondItierIpanelIdevelopedIforI
differentiationIofIindividualsIfromItheIMiddleIvastZNorthIrfricaYIForensiclSciencelInternational:l
GeneticslSupplementlSeriesVI2019VIhVIiegWiei

0.5 3

157 LTheIdevilQsIinItheIdetailLkIReleaseIofIanIexpandedVIenhancedIandIdynamicallyIrevisedIforensicISTRI
SequenceIxuideYIForensiclSciencelInternational:lGeneticsVI2018VIdeVIbgcWbgj 4.3 44

156 sodyIfluidIidentificationIusingIaItargetedImRNrImassivelyIparallelIsequencingIapproachIWIresultsIofI
aIvUROwORxvNZvuNrPIcollaborativeIexerciseYIForensiclSciencelInternational:lGeneticsVI2018VIdeVIbafWbbf4.3 42

155 znferringIbiogeographicIancestryIwithIcompoundImarkersIofIslowIandIfastIevolvingIpolymorphismsYI
EuropeanlJournalloflHumanlGeneticsVI2018VIcgVIbgjhWbhah 5.3 9

154 uogIbreedIaffiliationIwithIaIforensicallyIvalidatedIcanineISTRIsetYIForensiclSciencelInternational:l
GeneticsVI2018VIdhVIbcgWbde 4.3 5

153 xlobalIpatternsIofISTRIsequenceIvariationkISequencingItheItvPyIhumanIgenomeIdiversityIpanelIforI
fiIforensicISTRsIusingItheIzlluminaIworenSeqIuNrISignatureIPrepI—itYIElectrophoresisVI2018VIdjVIchaiWchce3.6 29

152 TrackingIageWcorrelatedIuNrImethylationImarkersIinItheIyoungYIForensiclSciencelInternational:l
GeneticsVI2018VIdgVIfaWfj 4.3 27

151 ModifiedIagingIofIeliteIathletesIrevealedIbyIanalysisIofIepigeneticIageImarkersYIAgingVI2018VIbaVIcebWcfc5.6 16

150 TowardsIbroadeningIworensicIuNrIPhenotypingIbeyondIpigmentationkIzmprovingItheIpredictionIofI
headIhairIshapeIfromIuNrYIForensiclSciencelInternational:lGeneticsVI2018VIdhVIcebWcfb 4.3 24

(2018-2020)
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149 rncestryIanalysisIinIruralIsrazilianIpopulationsIofIrfricanIdescentYIForensiclSciencelInternational:l
GeneticsVI2018VIdgVIbgaWbgg 4.3 5

148 vvaluationIofItheIQiagenIbeaWSNPIforensicIidentificationImultiplexIforImassivelyIparallelI
sequencingYIForensiclSciencelInternational:lGeneticsVI2017VIciVIdfWed 4.3 26

147 rIforensicImultiplexIofInineInovelIpentamericWrepeatISTRsYIForensiclSciencelInternational:lGeneticsVI
2017VIcjVIbfeWbge 4.3 1

146 rIgenomicIauditIofInewlyWadoptedIautosomalISTRsIforIforensicIidentificationYIForensiclSciencel
International:lGeneticsVI2017VIcjVIbjdWcae 4.3 23

145 UsingIvuroworMixItoIanalyseIcomplexISNPImixturesVIupItoIsixIcontributorsYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2017VIgVIechhWechj 0.5 3

144
yelpingItheIidentificationIofIrefugeeIshipwreckIvictimsIinItheIStraitsIofISicilykIrnIrzMWzndelI
referenceIdatabaseIforItheITigrayIpopulationIofIvthiopiaYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2017VIgVIecbWecd

0.5 1

143 STRSeqkIrIcatalogIofIsequenceIdiversityIatIhumanIidentificationIShortITandemIRepeatIlociYIForensicl
SciencelInternational:lGeneticsVI2017VIdbVIbbbWbbh 4.3 52

142 rIcollaborativeIvuNrPIexerciseIonISNaPshotâ�¢WbasedImtuNrIcontrolIregionItypingYIForensicl
SciencelInternational:lGeneticsVI2017VIcgVIhhWie 4.3 3

141 worensicISNPIgenotypingIwithISNaPshotkITechnicalIconsiderationsIforItheIdevelopmentIandI
optimizationIofImultiplexedISNPIassaysYIForensiclSciencelReviewVI2017VIcjVIfhWhg 1.5 17

140 worensicIindividualIageIestimationIwithIuNrkIwromIinitialIapproachesItoImethylationItestsYIForensicl
SciencelReviewVI2017VIcjVIbcbWbee 1.5 43

139 znferenceIofIbiogeographicalIancestryIacrossIcentralIregionsIofIvurasiaYIInternationallJournallofl
LegallMedicineVI2016VIbdaVIhdWj 3.1 13

138 znferenceIofIrncestryIinIworensicIrnalysisIzkIrutosomalIrncestryWznformativeIMarkerISetsYIMethodsl
inlMolecularlBiologyVI2016VIbecaVIcddWfd 1.4 14

137
RecommendationsIofItheIuNrItommissionIofItheIznternationalISocietyIforIworensicIxeneticsIRzSwxSI
onIqualityIcontrolIofIautosomalIShortITandemIRepeatIalleleIfrequencyIdatabasingIRSTRidvRSYI
ForensiclSciencelInternational:lGeneticsVI2016VIceVIjhWbac

4.3 91

136
uevelopmentIofIaImethylationImarkerIsetIforIforensicIageIestimationIusingIanalysisIofIpublicI
methylationIdataIandItheIrgenaIsioscienceIvpiTYPvRIsystemYIForensiclSciencelInternational:l
GeneticsVI2016VIceVIgfWhe

4.3 86

135
znterWlaboratoryIevaluationIofItheIvUROwORxvNIxlobalIancestryWinformativeISNPIpanelIbyI
massivelyIparallelIsequencingIusingItheIzonIPxMâ�¢YIForensiclSciencelInternational:lGeneticsVI2016VI
cdVIbhiWbij

4.3 38

134 TheIxlobalIrzMsINanoIsetkIrIdbWplexISNaPshotIassayIofIancestryWinformativeISNPsYIForensiclSciencel
International:lGeneticsVI2016VIccVIibWii 4.3 29

133
MassivelyIparallelIsequencingIofIforensicISTRskItonsiderationsIofItheIuNrIcommissionIofItheI
znternationalISocietyIforIworensicIxeneticsIRzSwxSIonIminimalInomenclatureIrequirementsYIForensicl
SciencelInternational:lGeneticsVI2016VIccVIfeWgd

4.3 148

132 PacifiplexkIanIancestryWinformativeISNPIpanelIcentredIonIrustraliaIandItheIPacificIregionYIForensicl
SciencelInternational:lGeneticsVI2016VIcaVIhbWia 4.3 42
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131 ufScfaaIisIanIambiguouslyIcharacterizedISTRkIzdentificationIandIdescriptionIofIforensicI
microsatellitesIinItheIgenomicsIageYIForensiclSciencelInternational:lGeneticsVI2016VIcdVIbjWce 4.3 18

130 worensicIancestryIanalysisIwithItwoIcapillaryIelectrophoresisIancestryIinformativeImarkerIRrzMSI
panelskIResultsIofIaIcollaborativeIvuNrPIexerciseYIForensiclSciencelInternational:lGeneticsVI2015VIbjVIfgWgh4.3 18

129 vxplorationIofISNPIvariantsIaffectingIhairIcolourIpredictionIinIvuropeansYIInternationallJournallofl
LegallMedicineVI2015VIbcjVIjgdWhf 3.1 27

128 TetraWallelicISNPskIznformativeIforensicImarkersIcompiledIfromIpublicIwholeWgenomeIsequenceI
dataYIForensiclSciencelInternational:lGeneticsVI2015VIbjVIbaaWbag 4.3 36

127 znterWlaboratoryIevaluationIofISNPWbasedIforensicIidentificationIbyImassivelyIparallelIsequencingI
usingItheIzonIPxMâ�¢YIForensiclSciencelInternational:lGeneticsVI2015VIbhVIbbaWbcb 4.3 85

126 tompletionIofIaIworldwideIreferenceIpanelIofIsamplesIforIanIancestryIinformativeIzndelIassayYI
ForensiclSciencelInternational:lGeneticsVI2015VIbhVIhfWia 4.3 24

125 vvaluationIofItheIpredictiveIcapacityIofIuNrIvariantsIassociatedIwithIstraightIhairIinIvuropeansYI
ForensiclSciencelInternational:lGeneticsVI2015VIbjVIciaWcii 4.3 26

124 StudiesIofIvastIvuropeanIpopulationsIwithIaIegWplexIancestryWinformativeIindelIsetYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2015VIfVIebgWebi 0.5 1

123 TheIopenWsourceIsoftwareI™RmixIcanIbeIusedItoIanalyseISNPImixturesYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2015VIfVIefaWefb 0.5 9

122 rncestryIinformativeImarkerskIinferenceIofIancestryIinIagedIboneIsamplesIusingIanIautosomalI
rzMWzndelImultiplexYIForensiclSciencelInternational:lGeneticsVI2015VIbgVIfiWgd 4.3 21

121 rISNaPshotIofInextIgenerationIsequencingIforIforensicISNPIanalysisYIForensiclSciencelInternational:l
GeneticsVI2015VIbeVIfaWga 4.3 73

120 worensicIgeneticIanalysisIofIbioWgeographicalIancestryYIForensiclSciencelInternational:lGeneticsVI2015
VIbiVIejWgf 4.3 137

119 TheIgeneticsIofIskinVIhairVIandIeyeIcolorIvariationIandIitsIrelevanceItoIforensicIpigmentationI
predictiveItestsYIForensiclSciencelReviewVI2015VIchVIbdWea 1.5 13

118 suildingIaIforensicIancestryIpanelIfromItheIgroundIupkITheIvUROwORxvNIxlobalIrzMWSNPIsetYI
ForensiclSciencelInternational:lGeneticsVI2014VIbbVIbdWcf 4.3 82

117 rlleleIfrequenciesIofItheIfiveInewIvuropeanIStandardISetIRvSSSISTRsIandIbfIestablishedISTRsIinIaI
TurkishIpopulationYIForensiclSciencelInternational:lGeneticsVI2014VIjVIecg 4.3 12

116 rIglobalIanalysisIofIYWchromosomalIhaplotypeIdiversityIforIcdISTRIlociYIForensiclSciencel
International:lGeneticsVI2014VIbcVIbcWcd 4.3 171

115 tollaborativeIvuNrPIexerciseIonItheIzrisPlexIsystemIforIuNrWbasedIpredictionIofIhumanIeyeI
colourYIForensiclSciencelInternational:lGeneticsVI2014VIbbVIcebWfb 4.3 17

114 vxploringIirisIcolourIpredictionIandIancestryIinferenceIinIadmixedIpopulationsIofISouthIrmericaYI
ForensiclSciencelInternational:lGeneticsVI2014VIbdVIdWj 4.3 23

(2014-2016)

5



113 uevelopmentIofIaIforensicIskinIcolourIpredictiveItestYIForensiclSciencelInternational:lGeneticsVI2014VI
bdVIdeWee 4.3 53

112 xlobalIpopulationIvariabilityIinIQiagenIznvestigatorIyuplexISTRsYIForensiclSciencelInternational:l
GeneticsVI2014VIiVIdgWed 4.3 16

111 xaugingItheIimpactIofIworensicIScienceIznternationalkIxeneticsWWtitationImetricsIforItopIarticlesIinI
theIjournalYIForensiclSciencelInternational:lGeneticsVI2014VIbbVIebWg 4.3 2

110 RNrZuNrIcoWanalysisIfromIhumanImenstrualIbloodIandIvaginalIsecretionIstainskIresultsIofIaIfourthI
andIfifthIcollaborativeIvuNrPIexerciseYIForensiclSciencelInternational:lGeneticsVI2014VIiVIcadWbc 4.3 75

109 TowardImaleIindividualizationIwithIrapidlyImutatingIyWchromosomalIshortItandemIrepeatsYIHumanl
MutationVI2014VIdfVIbacbWdc 4.7 130

108 LNewIturnsIfromIoldISTaRsLkIenhancingItheIcapabilitiesIofIforensicIshortItandemIrepeatIanalysisYI
ElectrophoresisVI2014VIdfVIdbhdWih 3.6 27

107 SNPIvariationIwithIlatitudekIrnalysisIofItheISNPforzuIfcWplexImarkersIinInorthVImidWregionIandI
southIthileanIpopulationsYIForensiclSciencelInternational:lGeneticsVI2014VIbaVIbcWbg 4.3 9

106 rncestryIznformativeIMarkersI2013VIdcdWddb 2

105 xlobalIpopulationIvariabilityIinIPromegaIPowerPlexItShVIugSbaedVIandIPentaIsISTRsYIInternationall
JournalloflLegallMedicineVI2013VIbchVIjabWg 3.1 9

104 tomparativeIanalysisIofItwoIindelWbasedIancestryIinformativeImultiplexIPtRItypingIkitsYIForensicl
SciencelInternational:lGeneticslSupplementlSeriesVI2013VIeVIecbWecc 0.5

103
RevisionIofItheISNPforzuIdeWplexIforensicIancestryItestkIrssayIenhancementsVIstandardIreferenceI
sampleIgenotypesIandIextendedIpopulationIstudiesYIForensiclSciencelInternational:lGeneticsVI2013VI
hVIgdWhe

4.3 87

102 wurtherIdevelopmentIofIforensicIeyeIcolorIpredictiveItestsYIForensiclSciencelInternational:lGeneticsVI
2013VIhVIciWea 4.3 101

101 rnIassessmentIofIsayesianIandImultinomialIlogisticIregressionIclassificationIsystemsItoIanalyseI
admixedIindividualsYIForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2013VIeVIegdWege 0.5 10

100 vurasiaplexkIaIforensicISNPIassayIforIdifferentiatingIvuropeanIandISouthIrsianIancestriesYIForensicl
SciencelInternational:lGeneticsVI2013VIhVIdfjWgg 4.3 80

99 taseworkIapplicationIofIaIstandWaloneIpentaplexIassayIofIextendedWvSSISTRsYILegallMedicineVI2013VI
bfVIcbhWcb 1.9

98 uevelopmentIofIaInovelIforensicISTRImultiplexIforIancestryIanalysisIandIextendedIidentityItestingYI
ElectrophoresisVI2013VIdeVIbbfbWgc 3.6 28

97 rnIoverviewIofISTRUtTURvkIapplicationsVIparameterIsettingsVIandIsupportingIsoftwareYIFrontierslinl
GeneticsVI2013VIeVIji 4.5 272

96 TypingIshortIampliconIbinaryIpolymorphismskIsupplementaryISNPIandIzndelIgeneticIinformationIinI
theIanalysisIofIhighlyIdegradedIskeletalIremainsYIForensiclSciencelInternational:lGeneticsVI2012VIgVIegjWhg4.3 52
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95 worensicIperformanceIofItwoIinsertionWdeletionImarkerIassaysYIInternationallJournalloflLegall
MedicineVI2012VIbcgVIhcfWdh 3.1 56

94 vvaluationIofIPRuMjIvariationIasIaIriskIfactorIforIrecurrentIgenomicIdisordersIandIchromosomalI
nonWdisjunctionYIHumanlGeneticsVI2012VIbdbVIbfbjWce 6.3 12

93 rInewISNPIassayIforIidentificationIofIhighlyIdegradedIhumanIuNrYIForensiclSciencelInternational:l
GeneticsVI2012VIgVIdebWj 4.3 54

92 rnalysisIofIaIclaimedIdistantIrelationshipIinIaIdeficientIpedigreeIusingIhighIdensityISNPIdataYI
ForensiclSciencelInternational:lGeneticsVI2012VIgVIdfaWd 4.3 18

91
TheIrecombinationIlandscapeIaroundIforensicISTRskIrccurateImeasurementIofIgeneticIdistancesI
betweenIsyntenicISTRIpairsIusingIyapMapIhighIdensityISNPIdataYIForensiclSciencelInternational:l
GeneticsVI2012VIgVIdfeWgf

4.3 58

90
rnIevaluationIofIpotentialIallelicIassociationIbetweenItheISTRsIvWrIandIubcSdjbkIimplicationsIinI
criminalIcaseworkIandIapplicationsItoIshortIpedigreesYIForensiclSciencelInternational:lGeneticsVI2012
VIgVIehhWig

4.3 54

89 uistributionIofIalleleIfrequenciesIofIcaISTRsIlociIinIaIpopulationIsampleIfromItalabriaVISouthernI
ztalyYIForensiclSciencelInternational:lGeneticsVI2012VIgVIebdhWi 4.3 5

88 rnalysisIofItheISNPforzuIfcWplexImarkersIinIfourINativeIrmericanIpopulationsIfromIVenezuelaYI
ForensiclSciencelInternational:lGeneticsVI2012VIgVIebecWf 4.3 7

87 rlleleIfrequenciesIofIcaISTRsIfromINorthwestISpainIRxaliciaSYIForensiclSciencelInternational:l
GeneticsVI2012VIgVIebejWfa 4.3 8

86
vuropeanINetworkIofIworensicIScienceIznstitutesIRvNwSzSkIvvaluationIofInewIcommercialISTRI
multiplexesIthatIincludeItheIvuropeanIStandardISetIRvSSSIofImarkersYIForensiclSciencelInternational:l
GeneticsVI2012VIgVIibjWcg

4.3 45

85 xeneticIvariabilityIofItheISNPforzuIfcWplexIidentificationISNPIpanelIinIztalianIpopulationIsamplesYI
ForensiclSciencelInternational:lGeneticsVI2012VIgVIebifWg 4.3 3

84
SNPsIasISupplementsIinISimpleI—inshipIrnalysisIorIasItoreIMarkersIinIuistantIPairwiseIRelationshipI
TestskIWhenIuoISNPsIrddIValueIorIReplaceIWellWvstablishedIandIPowerfulISTRITestspYITransfusionl
MedicinelandlHemotherapyVI2012VIdjVIcacWcba

4.2 40

83 rIdeWplexIautosomalISNPIsingleIbaseIextensionIassayIforIancestryIinvestigationsYIMethodslinl
MolecularlBiologyVI2012VIidaVIbajWcg 1.4 16

82 StraightforwardIinferenceIofIancestryIandIadmixtureIproportionsIthroughIancestryWinformativeI
insertionIdeletionImultiplexingYIPLoSlONEVI2012VIhVIecjgie 3.7 171

81 vvaluationIofIforensicIandIanthropologicalIpotentialIofIujSbbcaIinIMestizosIandIrmerindianI
populationsIfromIMexicoYICroatianlMedicallJournalVI2012VIfdVIecdWdb 1.6 3

80 uifferentiationIofIrfricanIcomponentsIofIancestryItoIstratifyIgroupsIinIaIcaseWcontrolIstudyIofIaI
srazilianIurbanIpopulationYIGeneticlTestinglandlMolecularlBiomarkersVI2012VIbgVIfceWda 1.6 5

79 rpplicationIofIrutosomalISNPsIandIzndelsIinIworensicIrnalysisYIForensiclSciencelReviewVI2012VIceVIedWgc 1.5 3

78 worensicIperformanceIofIinsertionâ��deletionImarkerIsystemsYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2011VIdVIeeedWeeee 0.5 7

(2011-2012)
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77 rIstudyIofIvastITimorIvariabilityIusingItheISNPforzuIfcWplexISNPIpanelYIForensiclSciencel
International:lGeneticsVI2011VIfVIecfWg 4.3 11

76 xeneticIanalysisIofItheISNPforzuIdeWplexIancestryIinformativeISNPIpanelIinITunisianIandI™ibyanI
populationsYIForensiclSciencelInternational:lGeneticsVI2011VIfVIeefWh 4.3 10

75 ValidationIofIaIcostWefficientImultiWpurposeISNPIpanelIforIdiseaseIbasedIresearchYIPLoSlONEVI2011VI
gVIebjgjj 3.7 5

74 rnalysisIofIglobalIvariabilityIinIbfIestablishedIandIfInewIvuropeanIStandardISetIRvSSSISTRsIusingI
theItvPyIhumanIgenomeIdiversityIpanelYIForensiclSciencelInternational:lGeneticsVI2011VIfVIbffWgj 4.3 92

73 vNxzNvSkIexploringIsingleInucleotideIvariationIinIentireIhumanIgenomesYIBMClBioinformaticsVI2011VI
bcVIbaf 3.6 30

72 rISNPImultiplexIforItheIsimultaneousIpredictionIofIbiogeographicIancestryIandIpigmentationItypeYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2011VIdVIefaaWefab 0.5 9

71 tharacterizationIofIUYSYIpopulationIsamplesIusingIaIdeplexIancestryIinformativeISNPImultiplexYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2011VIdVIebicWebid 0.5 2

70 PharmacogeneticsIofIOrTPItransportersIrevealsIthatIS™tObsbIcYdiiroxIvariantIisIdeterminantIofI
increasedIatorvastatinIresponseYIInternationallJournalloflMolecularlSciencesVI2011VIbcVIfibfWch 6.3 41

69 rssociationIstudyIofIeeIcandidateIgenesIwithIdepressiveIandIanxietyIsymptomsIinIpostWpartumI
womenYIJournalloflPsychiatriclResearchVI2010VIeeVIhbhWce 5.2 57

68 rncestryIanalysisIinItheIbbWMIMadridIbombIattackIinvestigationYIPLoSlONEVI2009VIeVIegfid 3.7 95

67 rInewImultiplexIforIhumanIidentificationIusingIinsertionZdeletionIpolymorphismsYIElectrophoresisVI
2009VIdaVIdgicWja 3.6 163

66 ViabilityIofIinWhouseIdatamartingIapproachesIforIpopulationIgeneticsIanalysisIofISNPIgenotypesYI
BMClBioinformaticsVI2009VIbaISupplIdVISf 3.6 10

65 SNPIdatabasesYIMethodslinlMolecularlBiologyVI2009VIfhiVIedWhb 1.4 13

64 xeneticIvariabilityIofItheISNPforzuIfcWplexIidentificationWSNPIpanelIinItentralIWestItolombiaYI
ForensiclSciencelInternational:lGeneticsVI2009VIeVIejWba 4.3 14

63 PopulationIdataIofIfInextIgenerationISTRsIinISouthernIztalyYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2009VIcVIdigWdih 0.5

62 PopulationIdataIofIfcIautosomalISNPsIinIztalianIpopulationYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2009VIcVIdfbWdfc 0.5 1

61 popYSTRâ��rnIonlineIpopulationIfrequencyIbrowserIforIestablishedIandInewIforensicISTRsYIForensicl
SciencelInternational:lGeneticslSupplementlSeriesVI2009VIcVIdgbWdgc 0.5 29

60 uevelopmentIandIvalidationIofIaInextIgenerationISTRIvSSWpentaplexYIForensiclSciencelInternational:l
GeneticslSupplementlSeriesVI2009VIcVIcfWcg 0.5 4
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59 znternalIvalidationIofIcjIautosomalISNPImultiplexIusingIaIrszIdbaIgeneticIanalyserYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2009VIcVIbcjWbda 0.5 5

58 znsertionZdeletionIpolymorphismskIrImultiplexIassayIandIforensicIapplicationsYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2009VIcVIfbdWfbf 0.5 44

57 SupplementaryImarkersIforIdeficientIimmigrationIcaseskIrdditionalISTRsIorISNPspYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2009VIcVIbfdWbfe 0.5 1

56 SPSmartkIadaptingIpopulationIbasedISNPIgenotypeIdatabasesIforIfastIandIcomprehensiveIwebI
accessYIBMClBioinformaticsVI2008VIjVIeci 3.6 89

55 rssociationIofIschizophreniaIwithIuTNsPbIbutInotIwithIurOVIurOrVINRxbIandIRxSeInorItheirI
geneticIinteractionYIJournalloflPsychiatriclResearchVI2008VIecVIchiWii 5.2 74

54 rnalysesIofIvariantsIlocatedIinIestrogenImetabolismIgenesIRvSRbVIvSRcVItOMTIandIrPOvSIandI
schizophreniaYISchizophrenialResearchVI2008VIbaaVIdaiWbf 3.6 21

53 worensicItypingIofIautosomalISNPsIwithIaIcjISNPWmultiplexWWresultsIofIaIcollaborativeIvuNrPI
exerciseYIForensiclSciencelInternational:lGeneticsVI2008VIcVIbhgWid 4.3 53

52 ResolvingIrelationshipItestsIthatIshowIambiguousISTRIresultsIusingIautosomalISNPsIasI
supplementaryImarkersYIForensiclSciencelInternational:lGeneticsVI2008VIcVIbjiWcae 4.3 84

51
taseIreportkIidentificationIofIskeletalIremainsIusingIshortWampliconImarkerIanalysisIofIseverelyI
degradedIuNrIextractedIfromIaIdecomposedIandIcharredIfemurYIForensiclSciencelInternational:l
GeneticsVI2008VIcVIcbcWi

4.3 60

50 ujSbbcaVIaIsimpleISTRIwithIaIcommonINativeIrmericanWspecificIallelekIforensicIoptimizationVIlocusI
characterizationIandIalleleIfrequencyIstudiesYIForensiclSciencelInternational:lGeneticsVI2008VIdVIhWbd 4.3 24

49 thallengingIuNrkIrssessmentIofIaIrangeIofIgenotypingIapproachesIforIhighlyIdegradedIforensicI
samplesYIForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2008VIbVIcgWci 0.5 32

48 xeneticIcharacterizationIofIfcIautosomalISNPsIinItwoIsubWSaharanIrfricanIpopulationsYIForensicl
SciencelInternational:lGeneticslSupplementlSeriesVI2008VIbVIdgbWdgd 0.5 1

47 ReportIonIzSwxISNPIPanelIuiscussionYIForensiclSciencelInternational:lGeneticslSupplementlSeriesVI
2008VIbVIehbWehc 0.5 20

46 xeneticIcharacterizationIofIfcIautosomalISNPsIinItheIPortugueseIpopulationYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2008VIbVIdfiWdga 0.5 2

45 uifferentiatingIvuropeanIandISouthIrsianIindividualsIusingISNPsIandIpyrosequencingItechnologyYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2008VIbVIehgWehi 0.5 2

44 worensicIvalidationIofItheIxenplexISNPItypingIsystemâ��ResultsIofIanIinterWlaboratoryIstudyYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2008VIbVIdijWdjd 0.5 3

43 TheISNPforzuIbrowserkIanIonlineItoolIforIqueryIandIdisplayIofIfrequencyIdataIfromItheISNPforzuI
projectYIInternationallJournalloflLegallMedicineVI2008VIbccVIedfWea 3.1 43

42 TheImtuNrIancestryIofIadmixedItolombianIpopulationsYIAmericanlJournalloflHumanlBiologyVI2008VI
caVIfieWjb 2.7 39

(2008-2009)
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41 OnlineIresourcesIforISNPIanalysiskIaIreviewIandIrouteImapYIMolecularlBiotechnologyVI2007VIdfVIgfWjh 3 15

40 worensicIvalidationIofItheISNPforzuIfcWplexIassayYIForensiclSciencelInternational:lGeneticsVI2007VIbVIbigWja4.3 66

39 vvaluationIofItheIxenplexISNPItypingIsystemIandIaIejplexIforensicImarkerIpanelYIForensiclSciencel
International:lGeneticsVI2007VIbVIbiaWf 4.3 74

38 windingIgenesIthatIunderlieIphysicalItraitsIofIforensicIinterestIusingIgeneticItoolsYIForensiclSciencel
International:lGeneticsVI2007VIbVIbaaWe 4.3 15

37 znferringIancestralIoriginIusingIaIsingleImultiplexIassayIofIancestryWinformativeImarkerISNPsYI
ForensiclSciencelInternational:lGeneticsVI2007VIbVIchdWia 4.3 266

36 rImultiplexIassayIwithIfcIsingleInucleotideIpolymorphismsIforIhumanIidentificationYI
ElectrophoresisVI2006VIchVIbhbdWce 3.6 395

35 znitialIstudyIofIcandidateIgenesIonIchromosomeItwoIforIrelativeIhandIskillYIInternationallCongressl
SeriesVI2006VIbciiVIhjiWiaa

34 rIcompactIpopulationIanalysisItestIusingIdcISNPsIwithIhighlyIdiverseIalleleIfrequencyIdistributionsYI
InternationallCongresslSeriesVI2006VIbciiVIfiWga

33 uevelopmentIofIaImultiplexIPtRIassayIdetectingIfcIautosomalISNPsYIInternationallCongresslSeriesVI
2006VIbciiVIghWgj 4

32 MixtureIanalysisIusingISWaPâ�¢ISNPsIandInonWbiallelicISNPsYIInternationallCongresslSeriesVI2006VI
bciiVIdeWdg

31 YIchromosomeISTRIhaplotypeIdataIforIanIzrishIpopulationYIForensiclSciencelInternationalVI2006VIbgbVIgeWi2.6 6

30 rncestryIvsIphysicalItraitskItheIsearchIforIancestryIinformativeImarkersIRrzMsSYIInternationallJournall
oflLegallMedicineVI2006VIbcaVIbiiWjlIauthorIreplyIbja 3.1 7

29 yumanIgenomeWwideIscreenIofIhaplotypeWlikeIblocksIofIreducedIdiversityYIGeneVI2005VIdejVIcbjWcf 3.8 42

28 RelativeIefficiencyIofItheIlinkageIdisequilibriumImappingIapproachIinIdetectingIcandidateIgenesI
forIschizophreniaIinIdifferentIvuropeanIpopulationsYIGenomicsVI2005VIigVIciaWg 4.3 8

27 ™argeWscaleIsingleInucleotideIpolymorphismIanalysisIofIcandidatesIforIlowWpenetranceIbreastI
cancerIgenesYIBreastlCancerlResearchVI2005VIhVIb 8.3 1

26 yighWdensityIscreeningIofItheIZbtbhgeneIinIbreastIcancerIpatientsYIBreastlCancerlResearchVI2005VIhVIb 8.3 1

25 ZsTshIyapMapIinIaIworldwideIpopulationIstudyYIBreastlCancerlResearchVI2005VIhVIb 8.3 1

24 UsingIonlineIdatabasesIforIdevelopingISNPImarkersIofIforensicIinterestYIMethodslinlMolecularl
BiologyVI2005VIcjhVIidWbag 1.4 5
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23 YIchromosomeISTRIhaplotypesIinIthreeIU—IpopulationsYIForensiclSciencelInternationalVI2005VIbfcVIcijWdaf2.6 17

22 rIstudyIofImutationIratesIandItheIcharacterisationIofIintermediateVInullIandIduplicatedIallelesIforI
bdIYIchromosomeISTRsYIForensiclSciencelInternationalVI2005VIbffVIgfWha 2.6 33

21 TypingIofImitochondrialIuNrIcodingIregionISNPsIofIforensicIandIanthropologicalIinterestIusingI
SNaPshotIminisequencingYIForensiclSciencelInternationalVI2004VIbeaVIcfbWh 2.6 146

20 SelectingIsingleInucleotideIpolymorphismsIforIforensicIapplicationsYIInternationallCongresslSeriesVI
2004VIbcgbVIbiWca 7

19 NonbinaryIsingleWnucleotideIpolymorphismImarkersYIInternationallCongresslSeriesVI2004VIbcgbVIchWcj 18

18 PopulationIspecificIsingleInucleotideIpolymorphismsYIInternationallCongresslSeriesVI2004VIbcgbVIcddWcdf 1

17 PopulationIstudiesIusingIsingleInucleotideIpolymorphismsâ��howIimportantIisIdetailedIsampleI
originIinformationpYIInternationallCongresslSeriesVI2004VIbcgbVIdaWdc

16 yaplotypeIdiscriminationIamongstIthreeIU—IpopulationIgroupsIusingIthreeImultiplexesItoItypeI
elevenIYIchromosomeISTRsYIInternationallCongresslSeriesVI2003VIbcdjVIedfWedh 2

15 TypingIYWchromosomeIsingleInucleotideIpolymorphismsIwithIuNrImicroarrayItechnologyYI
InternationallCongresslSeriesVI2003VIbcdjVIcbWcf 4

14 yaplotypeIcombinationsIofIcalpainIbaIgeneIpolymorphismsIassociateIwithIincreasedIriskIofI
impairedIglucoseItoleranceIandItypeIcIdiabetesIinISouthIzndiansYIDiabetesVI2002VIfbVIbgccWi 0.9 65

13
ResultsIofIaIcollaborativeIstudyIofItheIvuNrPIgroupIregardingItheIreproducibilityIandIrobustnessI
ofItheIYWchromosomeISTRsIuYSbjVIuYSdijIzIandIzzVIuYSdjaIandIuYSdjdIinIaIPtRIpentaplexIformatYI
ForensiclSciencelInternationalVI2001VIbbjVIciWeb

2.6 36

12 NormalIandIanomalousIelectrophoreticIbehaviorIofIpolymeraseIchainIreactionWbasedIuNrI
polymorphismsIinIpolyacrylamideIgelsYIElectrophoresisVI1998VIbjVIbfggWhc 3.6 14

11 sandIshiftIanalysisIofIthreeIbaseWpairIrepeatIallelesIinItheIshortItandemIrepeatIlocusIubcSdjbYI
ForensiclSciencelInternationalVI1998VIjdVIhjWii 2.6 12

10
ReportIofItheIvuropeanIuNrIProfilingIxroupIRvuNrPSWWanIinvestigationIofItheIhypervariableISTRI
lociIrtTsPcVIrPOrzbIandIubbSffeIandItheIcompoundIlociIubcSdjbIandIubSbgfgYIForensiclSciencel
InternationalVI1998VIjiVIbjdWcaa

2.6 10

9 ReportIofItheIvuropeanIuNrIprofilingIgroupIRvuNrPSkIanIinvestigationIofItheIcomplexISTRIlociI
ucbSbbIandIyUMwzsRrIRwxrSYIForensiclSciencelInternationalVI1997VIigVIcfWdd 2.6 23

8 ReportIonItheIthirdIvuNrPIcollaborativeISTRIexerciseYIvuropeanIuNrIProfilingIxroupYIForensicl
SciencelInternationalVI1996VIhiVIidWjd 2.6 19

7 ReportIonItheIsecondIvuNrPIcollaborativeISTRIexerciseYIvuropeanIuNrIProfilingIxroupYIForensicl
SciencelInternationalVI1995VIhbVIbdhWfc 2.6 57

6 rnIinvestigationIofItheIyUMVWrdbrIlocusIinIsritishItaucasiansYIForensiclSciencelInternationalVI
1994VIgjVIbgbWha 2.6 20

(1994-2005)
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5 ReportIofItheIvuropeanIuNrIprofilingIgroupIRvuNrPSWWtowardsIstandardisationIofIshortItandemI
repeatIRSTRSIlociYIForensiclSciencelInternationalVI1994VIgfVIfbWj 2.6 96

4
znvestigationIofItheISTRIlocusIyUMTyabIusingIPtRIandItwoIelectrophoresisIformatskIU—IandI
xalicianItaucasianIpopulationIsurveysIandIusefulnessIinIpaternityIinvestigationsYIForensiclSciencel
InternationalVI1994VIggVIebWfc

2.6 66

3 ™umbarIvertebralIandIfemoralIneckIboneImineralIdensityIareIhigherIinIpostmenopausalIwomenI
withItheIalphaIcySWglycoproteinIcIphenotypeYIBonelandlMineralVI1994VIceVIbibWi 30

2 znvestigationIofItheIbetweenWgelIandIwithinWgelIvariationIinIfragmentIsizeIdeterminationsIfoundI
whenIusingIsingleIlocusIuNrIprobesYIForensiclSciencelInternationalVI1992VIfdVIbhdWjb 2.6 1

1 TrisomyIcbkIassociationIbetweenIreducedIrecombinationIandInondisjunctionYIAmericanlJournallofl
HumanlGeneticsVI1991VIejVIgaiWca 11 111
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