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A global analysis of Y-chromosomal haplotype diversity for 23 STR loci. Forensic Science
International: Genetics, 2014, 12, 12-23

Collaborative EDNAP exercise on the IrisPlex system for DNA-based prediction of human eye

1I5  colour. Forensic Science International: Genetics, 2014, 11, 241-51 43 17

Exploring iris colour prediction and ancestry inference in admixed populations of South America.
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