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66 SNPIvariationIwithIlatitudekIrnalysisIofItheISNPforzuIfcWplexImarkersIinInorthVImidWregionIandI
southIthileanIpopulationsYIForensiclSciencelInternational:lGeneticsVI2014VIbaVIbcWbg 4.3 9

65 rISNPImultiplexIforItheIsimultaneousIpredictionIofIbiogeographicIancestryIandIpigmentationItypeYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2011VIdVIefaaWefab 0.5 9

64 sroadeningItheIrpplicabilityIofIaItustomIMultiWPlatformIPanelIofIMicrohaplotypeskI
sioWxeographicalIrncestryIznferenceIandIvxpandedIReferenceIuataYIFrontierslinlGeneticsVI2020VIbbVIfibaeb4.5 8

63 rlleleIfrequenciesIofIcaISTRsIfromINorthwestISpainIRxaliciaSYIForensiclSciencelInternational:l
GeneticsVI2012VIgVIebejWfa 4.3 8

62 RelativeIefficiencyIofItheIlinkageIdisequilibriumImappingIapproachIinIdetectingIcandidateIgenesI
forIschizophreniaIinIdifferentIvuropeanIpopulationsYIGenomicsVI2005VIigVIciaWg 4.3 8

61 worensicIevaluationIofItheIrsiaIPacificIancestryWinformativeIMrPlexIassayYIForensiclSciencel
International:lGeneticsVI2020VIeiVIbacdee 4.3 8

60 rItomparisonIofIworensicIrgeIPredictionIModelsIUsingIuataIwromIwourIuNrIMethylationI
TechnologiesYIFrontierslinlGeneticsVI2020VIbbVIjdc 4.5 8
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59 rnalysisIofItheISNPforzuIfcWplexImarkersIinIfourINativeIrmericanIpopulationsIfromIVenezuelaYI
ForensiclSciencelInternational:lGeneticsVI2012VIgVIebecWf 4.3 7

58 worensicIperformanceIofIinsertionâ��deletionImarkerIsystemsYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2011VIdVIeeedWeeee 0.5 7

57 rncestryIvsIphysicalItraitskItheIsearchIforIancestryIinformativeImarkersIRrzMsSYIInternationallJournall
oflLegallMedicineVI2006VIbcaVIbiiWjlIauthorIreplyIbja 3.1 7

56 SelectingIsingleInucleotideIpolymorphismsIforIforensicIapplicationsYIInternationallCongresslSeriesVI
2004VIbcgbVIbiWca 7

55 YIchromosomeISTRIhaplotypeIdataIforIanIzrishIpopulationYIForensiclSciencelInternationalVI2006VIbgbVIgeWi2.6 6

54 uogIbreedIaffiliationIwithIaIforensicallyIvalidatedIcanineISTRIsetYIForensiclSciencelInternational:l
GeneticsVI2018VIdhVIbcgWbde 4.3 5

53 uistributionIofIalleleIfrequenciesIofIcaISTRsIlociIinIaIpopulationIsampleIfromItalabriaVISouthernI
ztalyYIForensiclSciencelInternational:lGeneticsVI2012VIgVIebdhWi 4.3 5

52 ValidationIofIaIcostWefficientImultiWpurposeISNPIpanelIforIdiseaseIbasedIresearchYIPLoSlONEVI2011VI
gVIebjgjj 3.7 5

51 uifferentiationIofIrfricanIcomponentsIofIancestryItoIstratifyIgroupsIinIaIcaseWcontrolIstudyIofIaI
srazilianIurbanIpopulationYIGeneticlTestinglandlMolecularlBiomarkersVI2012VIbgVIfceWda 1.6 5

50 znternalIvalidationIofIcjIautosomalISNPImultiplexIusingIaIrszIdbaIgeneticIanalyserYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2009VIcVIbcjWbda 0.5 5

49 UsingIonlineIdatabasesIforIdevelopingISNPImarkersIofIforensicIinterestYIMethodslinlMolecularl
BiologyVI2005VIcjhVIidWbag 1.4 5

48
tharacterizationIofIancestryIinformativeImarkersIinItheITigrayIpopulationIofIvthiopiakIrI
contributionItoItheIidentificationIprocessIofIdeadImigrantsIinItheIMediterraneanISeaYIForensicl
SciencelInternational:lGeneticsVI2020VIefVIbaccah

4.3 5

47 rncestryIanalysisIinIruralIsrazilianIpopulationsIofIrfricanIdescentYIForensiclSciencelInternational:l
GeneticsVI2018VIdgVIbgaWbgg 4.3 5

46 uevelopmentIandIvalidationIofIaInextIgenerationISTRIvSSWpentaplexYIForensiclSciencelInternational:l
GeneticslSupplementlSeriesVI2009VIcVIcfWcg 0.5 4

45 uevelopmentIofIaImultiplexIPtRIassayIdetectingIfcIautosomalISNPsYIInternationallCongresslSeriesVI
2006VIbciiVIghWgj 4

44 TypingIYWchromosomeIsingleInucleotideIpolymorphismsIwithIuNrImicroarrayItechnologyYI
InternationallCongresslSeriesVI2003VIbcdjVIcbWcf 4

43 UsingIvuroworMixItoIanalyseIcomplexISNPImixturesVIupItoIsixIcontributorsYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2017VIgVIechhWechj 0.5 3

42 rIcollaborativeIvuNrPIexerciseIonISNaPshotâ�¢WbasedImtuNrIcontrolIregionItypingYIForensicl
SciencelInternational:lGeneticsVI2017VIcgVIhhWie 4.3 3

(2017-2012)
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41 xeneticIvariabilityIofItheISNPforzuIfcWplexIidentificationISNPIpanelIinIztalianIpopulationIsamplesYI
ForensiclSciencelInternational:lGeneticsVI2012VIgVIebifWg 4.3 3

40 vvaluationIofIforensicIandIanthropologicalIpotentialIofIujSbbcaIinIMestizosIandIrmerindianI
populationsIfromIMexicoYICroatianlMedicallJournalVI2012VIfdVIecdWdb 1.6 3

39 worensicIvalidationIofItheIxenplexISNPItypingIsystemâ��ResultsIofIanIinterWlaboratoryIstudyYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2008VIbVIdijWdjd 0.5 3

38
TheIvUROwORxvNINrMvIrmpliseqâ�¢IcustomIpanelkIrIsecondItierIpanelIdevelopedIforI
differentiationIofIindividualsIfromItheIMiddleIvastZNorthIrfricaYIForensiclSciencelInternational:l
GeneticslSupplementlSeriesVI2019VIhVIiegWiei

0.5 3

37 TheIMrSTiwwIpanelWaIversatileImultipleWalleleISNPItestIforIforensicsYIInternationallJournalloflLegall
MedicineVI2020VIbdeVIeebWefa 3.1 3

36 TheIanalysisIofIancestryIwithIsmallWscaleIforensicIpanelsIofIgeneticImarkersYIEmerginglTopicslinlLifel
SciencesVI2021VIfVIeedWefd 3.5 3

35 rpplicationIofIrutosomalISNPsIandIzndelsIinIworensicIrnalysisYIForensiclSciencelReviewVI2012VIceVIedWgc 1.5 3

34 xaugingItheIimpactIofIworensicIScienceIznternationalkIxeneticsWWtitationImetricsIforItopIarticlesIinI
theIjournalYIForensiclSciencelInternational:lGeneticsVI2014VIbbVIebWg 4.3 2

33 rncestryIznformativeIMarkersI2013VIdcdWddb 2

32 tharacterizationIofIUYSYIpopulationIsamplesIusingIaIdeplexIancestryIinformativeISNPImultiplexYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2011VIdVIebicWebid 0.5 2

31 xeneticIcharacterizationIofIfcIautosomalISNPsIinItheIPortugueseIpopulationYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2008VIbVIdfiWdga 0.5 2

30 uifferentiatingIvuropeanIandISouthIrsianIindividualsIusingISNPsIandIpyrosequencingItechnologyYI
ForensiclSciencelInternational:lGeneticslSupplementlSeriesVI2008VIbVIehgWehi 0.5 2

29 yaplotypeIdiscriminationIamongstIthreeIU—IpopulationIgroupsIusingIthreeImultiplexesItoItypeI
elevenIYIchromosomeISTRsYIInternationallCongresslSeriesVI2003VIbcdjVIedfWedh 2

28
tombiningIcurrentIknowledgeIonIuNrImethylationWbasedIageIestimationItowardsItheI
developmentIofIaIsuperiorIforensicIuNrIintelligenceItoolYIForensiclSciencelInternational:lGeneticsVI
2021VIfhVIbacgdh

4.3 2

27 PzMrkIrIpopulationIinformativeImultiplexIforItheIrmericasYIForensiclSciencelInternational:lGeneticsVI
2020VIeeVIbaccaa 4.3 2

26 TheIfirstIxyvPWzSwxIcollaborativeIexerciseIonIforensicIapplicationsIofImassivelyIparallelI
sequencingYIForensiclSciencelInternational:lGeneticsVI2020VIejVIbacdjb 4.3 2

25 uevelopmentIandIvvaluationIofItheIrncestryIznformativeIMarkerIPanelIofItheIVzSrxvIsasicIToolYI
GenesVI2021VIbcVI 4.2 2

24 rIforensicImultiplexIofInineInovelIpentamericWrepeatISTRsYIForensiclSciencelInternational:lGeneticsVI
2017VIcjVIbfeWbge 4.3 1
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23
yelpingItheIidentificationIofIrefugeeIshipwreckIvictimsIinItheIStraitsIofISicilykIrnIrzMWzndelI
referenceIdatabaseIforItheITigrayIpopulationIofIvthiopiaYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2017VIgVIecbWecd

0.5 1

22 MethicillinWResistantIStaphylococcusIaureusIMeningitisIfromITransanalIMigrationIofIaI
VentriculoperitonealIShuntYIJournalloflEmergencylMedicineVI2019VIfhVIeibWeie 1.5 1

21 StudiesIofIvastIvuropeanIpopulationsIwithIaIegWplexIancestryWinformativeIindelIsetYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2015VIfVIebgWebi 0.5 1

20 PopulationIdataIofIfcIautosomalISNPsIinIztalianIpopulationYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2009VIcVIdfbWdfc 0.5 1

19 SupplementaryImarkersIforIdeficientIimmigrationIcaseskIrdditionalISTRsIorISNPspYIForensiclSciencel
International:lGeneticslSupplementlSeriesVI2009VIcVIbfdWbfe 0.5 1

18 xeneticIcharacterizationIofIfcIautosomalISNPsIinItwoIsubWSaharanIrfricanIpopulationsYIForensicl
SciencelInternational:lGeneticslSupplementlSeriesVI2008VIbVIdgbWdgd 0.5 1

17 ™argeWscaleIsingleInucleotideIpolymorphismIanalysisIofIcandidatesIforIlowWpenetranceIbreastI
cancerIgenesYIBreastlCancerlResearchVI2005VIhVIb 8.3 1

16 yighWdensityIscreeningIofItheIZbtbhgeneIinIbreastIcancerIpatientsYIBreastlCancerlResearchVI2005VIhVIb 8.3 1

15 ZsTshIyapMapIinIaIworldwideIpopulationIstudyYIBreastlCancerlResearchVI2005VIhVIb 8.3 1

14 PopulationIspecificIsingleInucleotideIpolymorphismsYIInternationallCongresslSeriesVI2004VIbcgbVIcddWcdf 1

13 znvestigationIofItheIbetweenWgelIandIwithinWgelIvariationIinIfragmentIsizeIdeterminationsIfoundI
whenIusingIsingleIlocusIuNrIprobesYIForensiclSciencelInternationalVI1992VIfdVIbhdWjb 2.6 1

12 rIcollaborativeIexerciseIonIuNrImethylationWbasedIageIpredictionIandIbodyIfluidItypingYYIForensicl
SciencelInternational:lGeneticsVI2021VIfhVIbacgfg 4.3 1

11 vvaluationIofIaIcustomIQzrseqItargetedIuNrIpanelIwithIbgeIancestryIinformativeImarkersI
sequencedIwithItheIzlluminaIMiSeqYIScientificlReportsVI2021VIbbVIcbaea 4.9 1

10 vpigeneticIageIpredictionIinIsemenIWImarkerIselectionIandImodelIdevelopmentYIAgingVI2021VIbdVIbjbefWbjbge5.6 1

9 zmpactIofIexcessiveIalcoholIabuseIonIageIpredictionIusingItheIVzSrxvIenhancedItoolIforIepigeneticI
ageIestimationIinIbloodYIInternationallJournalloflLegallMedicineVI2021VIbdfVIccajWccbj 3.1 1

8 PhenotypicImarkersIforIforensicIpurposesI2020VIefhWehc 0

7 tomparativeIanalysisIofItwoIindelWbasedIancestryIinformativeImultiplexIPtRItypingIkitsYIForensicl
SciencelInternational:lGeneticslSupplementlSeriesVI2013VIeVIecbWecc 0.5

6 taseworkIapplicationIofIaIstandWaloneIpentaplexIassayIofIextendedWvSSISTRsYILegallMedicineVI2013VI
bfVIcbhWcb 1.9

(2013-2017)
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5 PopulationIdataIofIfInextIgenerationISTRsIinISouthernIztalyYIForensiclSciencelInternational:lGeneticsl
SupplementlSeriesVI2009VIcVIdigWdih 0.5

4 znitialIstudyIofIcandidateIgenesIonIchromosomeItwoIforIrelativeIhandIskillYIInternationallCongressl
SeriesVI2006VIbciiVIhjiWiaa

3 rIcompactIpopulationIanalysisItestIusingIdcISNPsIwithIhighlyIdiverseIalleleIfrequencyIdistributionsYI
InternationallCongresslSeriesVI2006VIbciiVIfiWga

2 MixtureIanalysisIusingISWaPâ�¢ISNPsIandInonWbiallelicISNPsYIInternationallCongresslSeriesVI2006VI
bciiVIdeWdg

1 PopulationIstudiesIusingIsingleInucleotideIpolymorphismsâ��howIimportantIisIdetailedIsampleI
originIinformationpYIInternationallCongresslSeriesVI2004VIbcgbVIdaWdc
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