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208 veneticIStructureIandIpntimicrobialIResistanceIofItscherichiaIcoliIandIrrypticIrladesIinIqirdsIwithI
siverseIwumanIpssociationsWIAppliedcandcEnvironmentalcMicrobiologyUI2015UIgZUIdZabVbb 4.8 33

207 wostIrharacteristicsIandIqacterialITraitsIPredictItxperimentalIVirulenceIforItscherichiaIcoliI
qloodstreamIxsolatesIuromIPatientsIWithIUrosepsisWIOpencForumcInfectiouscDiseasesUI2015UIaUIofvYgb 1 58

206
vreaterIciprofloxacinItoleranceIasIaIpossibleIselectableIphenotypeIunderlyingItheIpandemicIspreadI
ofItheIwbYIsubcloneIofItscherichiaIcoliIsequenceItypeIZbZWIAntimicrobialcAgentscandcChemotherapyUI
2015UIdhUIfZbaVd

5.9 11

205 xntermingledIzlebsiellaIpneumoniaeIPopulationsIqetweenIRetailIMeatsIandIwumanIUrinaryITractI
xnfectionsWIClinicalcInfectiouscDiseasesUI2015UIeZUIghaVh 11.6 67

204
txtraintestinalIPathogenicIandIpntimicrobialVResistantItscherichiaIcoliIrontaminationIofIdeIPublicI
RestroomsIinItheIvreaterIMinneapolisVStWIPaulIMetropolitanIpreaWIAppliedcandcEnvironmentalc
MicrobiologyUI2015UIgZUIcchgVdYe

4.8 7

203
pctivityIofItravacyclineIagainstItscherichiaIcoliIrlinicalIxsolatesIrollectedIfromIUWSWIVeteransIinI
aYZZIinIRelationItoIroresistanceIPhenotypeIandISequenceITypeIZbZIvenotypeWIAntimicrobialc
AgentscandcChemotherapyUI2015UIeYUIZgggVhZ

5.9 10

202 siagnosticItrrorsIthatIβeadItoIxnappropriateIpntimicrobialIUseWIInfectioncControlcandcHospitalc
EpidemiologyUI2015UIbeUIhchVde 2 34

201 ReservoirsIofItxtraintestinalIPathogenicItscherichiaIcoliWIMicrobiologycSpectrumUI2015UIbUI 8.9 44

(2015-2016)
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200
wumanVassociatedIfluoroquinoloneVresistantItscherichiaIcoliIclonalIlineagesUIincludingISTbdcUI
isolatedIfromIcanineIfecesIandIextraintestinalIinfectionsIinIpustraliaWIMicrobescandcInfectionUI2015UI
ZfUIaeeVfc

9.3 43

199 vutIrolonizationIofIwealthyIrhildrenIandITheirIMothersIWithIPathogenicIriprofloxacinVResistantI
tscherichiaIcoliWIJournalcofcInfectiouscDiseasesUI2015UIaZaUIZgeaVg 7 39

198 rlinicalIandImicrobiologicalIdeterminantsIofIinfectionIafterItransrectalIprostateIbiopsyWIClinicalc
InfectiouscDiseasesUI2015UIeYUIhfhVgf 11.6 41

197
rTXVMVafVIandIrTXVMVZcVproducingUIciprofloxacinVresistantItscherichiaIcoliIofItheIwbYIsubclonalI
groupIwithinISTZbZIdriveIaIyapaneseIregionalItSqβIepidemicWIJournalcofcAntimicrobialc
ChemotherapyUI2015UIfYUIZebhVch

5.1 87

196 βongVTermIrareIuacilitiesIpreIReservoirsIforIpntimicrobialVResistantISequenceITypeIZbZI
tscherichiaIcoliWIOpencForumcInfectiouscDiseasesUI2015UIaUIofvYZZ 1 29

195 pInewIcloneIsweepsIcleaniItheIenigmaticIemergenceIofItscherichiaIcoliIsequenceItypeIZbZWI
AntimicrobialcAgentscandcChemotherapyUI2014UIdgUIchhfVdYYc 5.9 164

194 RapidIandIspecificIdetectionUImolecularIepidemiologyUIandIexperimentalIvirulenceIofItheIOZeI
subgroupIwithinItscherichiaIcoliIsequenceItypeIZbZWIJournalcofcClinicalcMicrobiologyUI2014UIdaUIZbdgVed 9.7 94

193
TemporalItrendsIinIantimicrobialIresistanceIandIvirulenceVassociatedItraitsIwithinItheItscherichiaI
coliIsequenceItypeIZbZIclonalIgroupIandIitsIwbYIandIwbYVRxIsubclonesUIZhegItoIaYZaWIAntimicrobialc
AgentscandcChemotherapyUI2014UIdgUIeggeVhd

5.9 33

192 rarbapenemaseVproducingIbacteriaIinIcompanionIanimalsiIaIpublicIhealthIconcernIonItheIhorizonWI
JournalcofcAntimicrobialcChemotherapyUI2014UIehUIZZddVf 5.1 50

191
PrevalenceIofIrectalIcolonizationIwithImultidrugVresistantItnterobacteriaceaeIamongIinternationalI
patientsIhospitalizedIatIMayoIrlinicUIRochesterUIMinnesotaWIInfectioncControlcandcHospitalc
EpidemiologyUI2014UIbdUIZgaVe

2 6

190 UrineIculturesIamongIhospitalizedIveteransiIcastingItooIbroadIaInetnWIInfectioncControlcandcHospitalc
EpidemiologyUI2014UIbdUIdfcVe 2 11

189 SingleVcellIresolutionIimagingIofIretinalIganglionIcellIapoptosisIinIvivoIusingIaIcellVpenetratingI
caspaseVactivatableIpeptideIprobeWIPLoScONEUI2014UIhUIegggdd 3.7 19

188 ZbghMolecularIrharacterizationIofItnvironmentalItscherichiaIcoliIxsolatesIfromIPublicIRestroomsI
inItheIMinneapolisVStWIPaulIpreaWIOpencForumcInfectiouscDiseasesUI2014UIZUISbedVSbed 1

187 tvaluatingInewItherapiesIinIgastrointestinalIstromalItumorIusingIinIvivoImolecularIopticalIimagingWI
CancercBiologycandcTherapyUI2014UIZdUIhZZVg 4.6 3

186 xnIvivoIcorrelatesIofImolecularlyIinferredIvirulenceIamongIextraintestinalIpathogenicItscherichiaI
coliIQtxPtrRIinItheIwaxImothIvalleriaImellonellaImodelIsystemWIVirulenceUI2014UIdUIbggVhb 4.7 22

185 ResponseItoIviufreIetIalWIJournalcofcInfectiouscDiseasesUI2014UIaYhUIebYVZ 7

184
rlinicalIandImolecularIepidemiologyIofItscherichiaIcoliIsequenceItypeIZbZIamongIhospitalizedI
patientsIcolonizedIintestinallyIwithIfluoroquinoloneVresistantItWIcoliWIAntimicrobialcAgentscandc
ChemotherapyUI2014UIdgUIfYYbVe

5.9 7

183 pIwidelyIusedIinIvitroIbiofilmIassayIhasIquestionableIclinicalIsignificanceIforIenterococcalI
endocarditisWIPLoScONEUI2014UIhUIeZYfaga 3.7 25
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182
PredictorsIandImolecularIepidemiologyIofIcommunityVonsetIextendedVspectrumI
˛†VlactamaseVproducingItscherichiaIcoliIinfectionIinIaIMidwesternIcommunityWIInfectioncControlcandc
HospitalcEpidemiologyUI2013UIbcUIhcfVdb

2 45

181 pbruptIemergenceIofIaIsingleIdominantImultidrugVresistantIstrainIofItscherichiaIcoliWIJournalcofc
InfectiouscDiseasesUI2013UIaYfUIhZhVag 7 201

180
rlinicalIandImolecularIcorrelatesIofIvirulenceIinItscherichiaIcoliIcausingIbloodstreamIinfectionI
followingItransrectalIultrasoundVguidedIQTRUSRIprostateIbiopsyWIJournalcofcAntimicrobialc
ChemotherapyUI2013UIegUIaghgVhYe

5.1 21

179
SusceptibilityItoIalternativeIoralIantimicrobialIagentsIinIrelationItoIsequenceItypeISTZbZIstatusIandI
roresistanceIphenotypeIamongIrecentItscherichiaIcoliIisolatesIfromIUWSWIveteransWIAntimicrobialc
AgentscandcChemotherapyUI2013UIdfUIcgdeVeY

5.9 19

178 tscherichiaIcoliIsequenceItypeIZbZIQSTZbZRIsubcloneIwbYIasIanIemergentImultidrugVresistantI
pathogenIamongIUSIveteransWIClinicalcInfectiouscDiseasesUI2013UIdfUIZadeVed 11.6 143

177
OxyRIcontributesItoItheIvirulenceIofIaIrlonalIvroupIpItscherichiaIcoliIstrainIQOZfizTiwZgRIinIanimalI
modelsIofIurinaryItractIinfectionUIsubcutaneousIinfectionUIandIsystemicIsepsisWIMicrobialc
PathogenesisUI2013UIecUIZVd

3.8 12

176 PrevalenceIofISTZbZIamongIfluoroquinoloneVresistantItscherichiaIcoliIobtainedIfromIrectalIswabsI
beforeItransrectalIprostateIbiopsyWIUrologyUI2013UIgZUIdcgVdd 1.6 24

175 tscherichiaIcoliIsequenceItypeIZbZIisIaIdominantUIantimicrobialVresistantIclonalIgroupIassociatedI
withIhealthcareIandIelderlyIhostsWIInfectioncControlcandcHospitalcEpidemiologyUI2013UIbcUIbeZVh 2 97

174 TheIclonalIdistributionIandIdiversityIofIextraintestinalItscherichiaIcoliIisolatesIvaryIaccordingItoI
patientIcharacteristicsWIAntimicrobialcAgentscandcChemotherapyUI2013UIdfUIdhZaVf 5.9 65

173 TheIepidemicIofIextendedVspectrumV˛†VlactamaseVproducingItscherichiaIcoliISTZbZIisIdrivenIbyIaI
singleIhighlyIpathogenicIsubcloneUIwbYVRxWIMBioUI2013UIcUIeYYbffVZb 7.8 288

172 rompleteIvenomeISequenceIofItheItpidemicIandIwighlyIVirulentIrTXVMVZdVProducingIwbYVRxI
SubcloneIofItscherichiaIcoliISTZbZWIGenomecAnnouncementsUI2013UIZUI 38

171
MolecularIepidemiologyIofItscherichiaIcoliIsequenceItypeIZbZIandIxtsIwbYIandIwbYVRxIsubclonesI
amongIextendedVspectrumV˛†VlactamaseVpositiveIandIVnegativeItWIcoliIclinicalIisolatesIfromItheI
rhicagoIRegionUIaYYfItoIaYZYWIAntimicrobialcAgentscandcChemotherapyUI2013UIdfUIebgdVg

5.9 98

170 PredictiveIdiagnosticsIforItscherichiaIcoliIinfectionsIbasedIonItheIclonalIassociationIofI
antimicrobialIresistanceIandIclinicalIoutcomeWIJournalcofcClinicalcMicrobiologyUI2013UIdZUIahhZVh 9.7 49

169
uourImainIvirotypesIamongIextendedVspectrumV˛†VlactamaseVproducingIisolatesIofItscherichiaIcoliI
OadbiwcVqaVSTZbZiIbacterialUIepidemiologicalUIandIclinicalIcharacteristicsWIJournalcofcClinicalc
MicrobiologyUI2013UIdZUIbbdgVef

9.7 69

168
txtendedVspectrumI˛†VlactamaseVproducingItscherichiaIcoliIfromIretailIchickenImeatIandIhumansiI
comparisonIofIstrainsUIplasmidsUIresistanceIgenesUIandIvirulenceIfactorsWIClinicalcInfectiouscDiseasesUI
2013UIdeUIcfgVgf

11.6 193

167
uluoroquinoloneVresistantIextraintestinalIpathogenicItscherichiaIcoliUIincludingIOadbVSTZbZUI
isolatedIfromIfaecesIofIhospitalizedIdogsIinIanIpustralianIveterinaryIreferralIcentreWIJournalcofc
AntimicrobialcChemotherapyUI2013UIegUIZYadVbZ

5.1 14

166 venotypicIandIphenotypicIcharacterizationIofItscherichiaIcoliIisolatesIfromIchildrenIwithIurinaryI
tractIinfectionIandIfromIhealthyIcarriersWIPediatriccInfectiouscDiseasecJournalUI2013UIbaUIdcbVg 3.4 33

165 tscherichiaIcoliIsequenceItypeIZbZIasIaIprominentIcauseIofIantibioticIresistanceIamongIurinaryI
tscherichiaIcoliIisolatesIfromIreproductiveVageIwomenWIJournalcofcClinicalcMicrobiologyUI2013UIdZUIbafYVe9.7 45
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164
PrevalenceIandIcharacteristicsIofItheIepidemicImultiresistantItscherichiaIcoliISTZbZIclonalIgroupI
amongIextendedVspectrumIbetaVlactamaseVproducingItWIcoliIisolatesIinIropenhagenUIsenmarkWI
JournalcofcClinicalcMicrobiologyUI2013UIdZUIZffhVgd

9.7 70

163 RoleIofIhomologousIrecombinationIinIadaptiveIdiversificationIofIextraintestinalItscherichiaIcoliWI
JournalcofcBacteriologyUI2013UIZhdUIabZVca 3.5 42

162
pssociationsIbetweenImultidrugIresistanceUIplasmidIcontentUIandIvirulenceIpotentialIamongI
extraintestinalIpathogenicIandIcommensalItscherichiaIcoliIfromIhumansIandIpoultryWIFoodbornec
PathogenscandcDiseaseUI2012UIhUIbfVce

3.8 99

161 tnteroaggregativeItscherichiaIcoliIOfgiwZYUItheIcauseIofIanIoutbreakIofIurinaryItractIinfectionWI
JournalcofcClinicalcMicrobiologyUI2012UIdYUIbfYbVZZ 9.7 59

160 PrevalenceIofIavianVpathogenicItscherichiaIcoliIstrainIOZIgenomicIislandsIamongIextraintestinalI
andIcommensalItWIcoliIisolatesWIJournalcofcBacteriologyUI2012UIZhcUIagceVdb 3.5 29

159 xdentificationIofIrTXVMI˛†VlactamasesIamongItscherichiaIcoliIfromItheIcommunityIinINewIYorkIrityWI
DiagnosticcMicrobiologycandcInfectiouscDiseaseUI2012UIfaUIacgVda 2.9 16

158 raspaseVactivatedIcellVpenetratingIpeptidesIrevealItemporalIcouplingIbetweenIendosomalIreleaseI
andIapoptosisIinIanIRvrVdIcellImodelWIBioconjugatecChemistryUI2012UIabUIZfgbVhb 6.3 25

157
uluoroquinoloneVresistantIextraintestinalItscherichiaIcoliIclinicalIisolatesIrepresentingItheI
OZdizdaiwZIclonalIgroupIfromIhumansIandIdogsIinIpustraliaWIComparativecImmunologypc
MicrobiologycandcInfectiouscDiseasesUI2012UIbdUIbZhVac

2.6 5

156 tscherichiaIcoliIisolatesIthatIcarryIvatUIfyupUIchupUIandIyfcVIefficientlyIcolonizeItheIurinaryItractWI
InfectioncandcImmunityUI2012UIgYUIcZZdVaa 3.7 115

155 romparisonIofItscherichiaIcoliISTZbZIpulsotypesUIbyIepidemiologicItraitsUIZhefVaYYhWIEmergingc
InfectiouscDiseasesUI2012UIZgUIdhgVeYf 10.2 85

154
xnIvitroIcomparisonIofInitrofurazoneVIandIsilverIalloyVcoatedIfoleyIcathetersIforIcontactVdependentI
andIdiffusibleIinhibitionIofIurinaryItractIinfectionVassociatedImicroorganismsWIAntimicrobialcAgentsc
andcChemotherapyUI2012UIdeUIchehVfa

5.9 34

153 wighVresolutionItwoVlocusIclonalItypingIofIextraintestinalIpathogenicItscherichiaIcoliWIAppliedcandc
EnvironmentalcMicrobiologyUI2012UIfgUIZbdbVeY 4.8 141

152 MultiplexIPrRVbasedIreverseIlineIblotIassayIforIsimultaneousIdetectionIofIaaIvirulenceIgenesIinI
uropathogenicItscherichiaIcoliWIAppliedcandcEnvironmentalcMicrobiologyUI2012UIfgUIZZhgVaYa 4.8 29

151
MolecularIepidemiologicalIanalysisIofItscherichiaIcoliIsequenceItypeISTZbZIQOadiwcRIandI
blarTXVMVZdIamongIextendedVspectrumV˛†VlactamaseVproducingItWIcoliIfromItheIUnitedIStatesUI
aYYYItoIaYYhWIAntimicrobialcAgentscandcChemotherapyUI2012UIdeUIabecVfY

5.9 94

150 PostVprostateIbiopsyIinfectionIwithItscherichiaIcoliISTZbZIleadingItoIepididymoVorchitisIandI
meningitisIcausedIbyIvramVnegativeIbacilliWIJournalcofcClinicalcMicrobiologyUI2012UIdYUIcZdfVh 9.7 15

149 uoodVborneIoriginsIofItscherichiaIcoliIcausingIextraintestinalIinfectionsWIClinicalcInfectiouscDiseasesUI
2012UIddUIfZaVh 11.6 189

148 rommunityVassociatedItscherichiaIcoliIharboringIrTXVMI˛†VlactamasesIfromIurineIculturesIfromI
pediatricIpatientsWIAntimicrobialcAgentscandcChemotherapyUI2012UIdeUIaaYhVZY 5.9 6

147
ProminenceIofIanIOfdIclonalIgroupIQclonalIcomplexIZcRIamongInonVSTZbZI
fluoroquinoloneVresistantItscherichiaIcoliIcausingIextraintestinalIinfectionsIinIhumansIandIdogsIinI
pustraliaWIAntimicrobialcAgentscandcChemotherapyUI2012UIdeUIbghgVhYc

5.9 52
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146 VirulenceIofItscherichiaIcoliIclinicalIisolatesIinIaImurineIsepsisImodelIinIrelationItoIsequenceItypeI
STZbZIstatusUIfluoroquinoloneIresistanceUIandIvirulenceIgenotypeWIInfectioncandcImmunityUI2012UIgYUIZddcVea3.7 92

145 vlobalIdistributionIandIepidemiologicIassociationsIofItscherichiaIcoliIclonalIgroupIpUIZhhgVaYYfWI
EmergingcInfectiouscDiseasesUI2011UIZfUIaYYZVh 10.2 30

144 RatesIofImutationIandIhostItransmissionIforIanItscherichiaIcoliIcloneIoverIbIyearsWIPLoScONEUI2011UI
eUIeaehYf 3.7 82

143 MultidrugVresistantIextraintestinalIpathogenicItscherichiaIcoliIofIsequenceItypeISTZbZIinIanimalsI
andIfoodsWIVeterinarycMicrobiologyUI2011UIZdbUIhhVZYg 3.3 84

142 PresenceIofIputativeIrepeatVinVtoxinIgeneItospIinItscherichiaIcoliIpredictsIsuccessfulIcolonizationI
ofItheIurinaryItractWIMBioUI2011UIaUIeYYYeeVZZ 7.8 44

141 uoodborneIillnessIacquiredIinItheIUnitedIStatesWIEmergingcInfectiouscDiseasesUI2011UIZfUIZbbgVhjI
authorIreplyIZbbhVcY 10.2 15

140 rommunityItransmissionIinItheIUnitedIStatesIofIaIrTXVMVZdVproducingIsequenceItypeISTZbZI
tscherichiaIcoliIstrainIresultingIinIdeathWIJournalcofcClinicalcMicrobiologyUI2011UIchUIbcYeVg 9.7 43

139 uimbrialIprofilesIpredictIvirulenceIofIuropathogenicItscherichiaIcoliIstrainsiIcontributionIofIygiIandI
yadIfimbriaeWIInfectioncandcImmunityUI2011UIfhUIcfdbVeb 3.7 107

138 UropathogenicItscherichiaIcoliIinducesIchronicIpelvicIpainWIInfectioncandcImmunityUI2011UIfhUIeagVbd 3.7 64

137
rommonalityIamongIfluoroquinoloneVresistantIsequenceItypeISTZbZIextraintestinalItscherichiaI
coliIisolatesIfromIhumansIandIcompanionIanimalsIinIpustraliaWIAntimicrobialcAgentscandc
ChemotherapyUI2011UIddUIbfgaVf

5.9 99

136 tscherichiaIcoliIPyomyositisiIanIemergingIinfectiousIdiseaseIamongIpatientsIwithIhematologicI
malignanciesWIClinicalcInfectiouscDiseasesUI2010UIdYUIbfcVgY 11.6 61

135 tscherichiaIcoliIsequenceItypeISTZbZIasIanIemergingIfluoroquinoloneVresistantIuropathogenI
amongIrenalItransplantIrecipientsWIAntimicrobialcAgentscandcChemotherapyUI2010UIdcUIdceVdY 5.9 55

134 tscherichiaIcoliIsequenceItypeISTZbZIasItheImajorIcauseIofIseriousImultidrugVresistantItWIcoliI
infectionsIinItheIUnitedIStatesWIClinicalcInfectiouscDiseasesUI2010UIdZUIageVhc 11.6 393

133 rlonalIgroupIdistributionIofIfluoroquinoloneVresistantItscherichiaIcoliIamongIhumansIandI
companionIanimalsIinIpustraliaWIJournalcofcAntimicrobialcChemotherapyUI2010UIedUIZhbeVg 5.1 48

132 xnIvitroIactivityIofIavailableIantimicrobialIcoatedIuoleyIcathetersIagainstItscherichiaIcoliUIincludingI
strainsIresistantItoIextendedIspectrumIcephalosporinsWIJournalcofcUrologyUI2010UIZgcUIadfaVf 2.5 13

131 veneticIdiversityIandIvirulenceIprofilesIofItscherichiaIcoliIisolatesIcausingIspontaneousIbacterialI
peritonitisIandIbacteremiaIinIpatientsIwithIcirrhosisWIJournalcofcClinicalcMicrobiologyUI2010UIcgUIafYhVZc 9.7 57

130 xdentificationIofIrTXVMIbetaVlactamasesIinItscherichiaIcoliIfromIhospitalizedIpatientsIandIresidentsI
ofIlongVtermIcareIfacilitiesWIDiagnosticcMicrobiologycandcInfectiouscDiseaseUI2010UIeeUIcYaVe 2.9 32

129 xnternetIsurveyIofIuoleyIcatheterIpracticesIandIknowledgeIamongIMinnesotaInursesWIAmericanc
JournalcofcInfectioncControlUI2010UIbgUIbZVf 3.8 32

(2010-2012)
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128 WithinVhouseholdIsharingIofIaIfluoroquinoloneVresistantItscherichiaIcoliIsequenceItypeISTZbZI
strainIcausingIpediatricIosteoarticularIinfectionWIPediatriccInfectiouscDiseasecJournalUI2010UIahUIcfbVd 3.4 39

127 PyelonephritisIandIabscessesIofItheIkidneyI2010UIeYdVeZc

126
MolecularIanalysisIofIantimicrobialVsusceptibleIandIVresistantItscherichiaIcoliIfromIretailImeatsIandI
humanIstoolIandIclinicalIspecimensIinIaIruralIcommunityIsettingWIFoodbornecPathogenscandcDiseaseUI
2009UIeUIagdVhd

3.8 29

125 SharingIofItscherichiaIcoliIsequenceItypeISTZbZIandIotherImultidrugVresistantIandIUrovirulentItWI
coliIstrainsIamongIdogsIandIcatsIwithinIaIhouseholdWIJournalcofcClinicalcMicrobiologyUI2009UIcfUIbfaZVd 9.7 87

124
pImoduleIlocatedIatIaIchromosomalIintegrationIhotIspotIisIresponsibleIforItheImultidrugIresistanceI
ofIaIreferenceIstrainIfromItscherichiaIcoliIclonalIgroupIpWIAntimicrobialcAgentscandcChemotherapyUI
2009UIdbUIaagbVg

5.9 30

123 ThreeVdecadeIepidemiologicalIanalysisIofItscherichiaIcoliIOZdizdaiwZWIJournalcofcClinicalc
MicrobiologyUI2009UIcfUIZgdfVea 9.7 47

122 OrganisedIgenomeIdynamicsIinItheItscherichiaIcoliIspeciesIresultsIinIhighlyIdiverseIadaptiveIpathsWI
PLoScGeneticsUI2009UIdUIeZYYYbcc 6 802

121 txtraintestinalIPathogenicItscherichiaIcoliI2009UIhbhVheZ 2

120 MolecularIpnalysisIofItscherichiaIcoliIfromIretailImeatsIQaYYaVaYYcRIfromItheIUnitedIStatesI
NationalIpntimicrobialIResistanceIMonitoringISystemWIClinicalcInfectiouscDiseasesUI2009UIchUIZhdVaYZ 11.6 43

119 tpidemicIclonalIgroupsIofItscherichiaIcoliIasIaIcauseIofIantimicrobialVresistantIurinaryItractI
infectionsIinIranadaUIaYYaItoIaYYcWIAntimicrobialcAgentscandcChemotherapyUI2009UIdbUIafbbVh 5.9 226

118
VirulenceIgenotypesIandIphylogeneticIbackgroundIofIfluoroquinoloneVresistantIandIsusceptibleI
tscherichiaIcoliIurineIisolatesIfromIdogsIwithIurinaryItractIinfectionWIVeterinarycMicrobiologyUI2009UI
ZbeUIZYgVZc

3.3 33

117 rolonisationIdynamicsIandIvirulenceIofItwoIclonalIgroupsIofImultidrugVresistantItscherichiaIcoliI
isolatedIfromIdogsWIMicrobescandcInfectionUI2009UIZZUIZYYVf 9.3 14

116 StructureIandIurovirulenceIcharacteristicsIofItheIfecalItscherichiaIcoliIpopulationIamongIhealthyI
womenWIMicrobescandcInfectionUI2009UIZZUIafcVgY 9.3 59

115
TransmissionIofIanIextendedVspectrumVbetaVlactamaseVproducingItscherichiaIcoliIQsequenceItypeI
STZbZRIstrainIbetweenIaIfatherIandIdaughterIresultingIinIsepticIshockIandItmphysematousI
pyelonephritisWIJournalcofcClinicalcMicrobiologyUI2009UIcfUIbfgYVa

9.7 58

114 UrinaryItractIinfectionsWIPrimarycCarecrcClinicscincOfficecPracticeUI2008UIbdUIbcdVefUIvii 2.2 46

113 βoopVmediatedIisothermalIamplificationIassayIforIrapidIdetectionIofIcommonIstrainsIofItscherichiaI
coliWIJournalcofcClinicalcMicrobiologyUI2008UIceUIagYYVc 9.7 181

112 VirulenceIgenotypesIandIphylogeneticIbackgroundIofItscherichiaIcoliIserogroupIOeIisolatesIfromI
humansUIdogsUIandIcatsWIJournalcofcClinicalcMicrobiologyUI2008UIceUIcZfVaa 9.7 57

111
romparisonIofIextraintestinalIpathogenicItscherichiaIcoliIstrainsIfromIhumanIandIavianIsourcesI
revealsIaImixedIsubsetIrepresentingIpotentialIzoonoticIpathogensWIAppliedcandcEnvironmentalc
MicrobiologyUI2008UIfcUIfYcbVdY

4.8 208

JamesuRuJohnson

12



110 MultipleVhostIsharingUIlongVtermIpersistenceUIandIvirulenceIofItscherichiaIcoliIclonesIfromIhumanI
andIanimalIhouseholdImembersWIJournalcofcClinicalcMicrobiologyUI2008UIceUIcYfgVga 9.7 104

109 RiskIfactorsIforItrimethoprimVsulfamethoxazoleIresistanceIinIpatientsIwithIacuteIuncomplicatedI
cystitisWIAntimicrobialcAgentscandcChemotherapyUI2008UIdaUIgceVdZ 5.9 41

108 RelationshipIbetweenItscherichiaIcoliIstrainsIcausingIacuteIcystitisIinIwomenIandItheIfecalItWIcoliI
populationIofItheIhostWIJournalcofcClinicalcMicrobiologyUI2008UIceUIadahVbc 9.7 138

107 tscherichiaIcoliIcolonizationIpatternsIamongIhumanIhouseholdImembersIandIpetsUIwithIattentionI
toIacuteIurinaryItractIinfectionWIJournalcofcInfectiouscDiseasesUI2008UIZhfUIaZgVac 7 110

106 PredictorsIofIantimicrobialVresistantItscherichiaIcoliIinItheIfecesIofIvegetariansIandInewlyI
hospitalizedIadultsIinIMinnesotaIandIWisconsinWIJournalcofcInfectiouscDiseasesUI2008UIZhfUIcbYVc 7 21

105 MolecularIepidemiologyIandIphylogeneticIdistributionIofItheItscherichiaIcoliIpksIgenomicIislandWI
JournalcofcClinicalcMicrobiologyUI2008UIceUIbhYeVZZ 9.7 119

104 pntimicrobialIurinaryIcathetersiIaIsystematicIreviewWIExpertcReviewcofcMedicalcDevicesUI2008UIdUIchdVdYe 3.5 43

103 xntercontinentalIemergenceIofItscherichiaIcoliIcloneIOadiwcVSTZbZIproducingIrTXVMVZdWIJournalcofc
AntimicrobialcChemotherapyUI2008UIeZUIafbVgZ 5.1 618

102 tnteroaggregativeItscherichiaIcoliIrelatedItoIuropathogenicIclonalIgroupIpWIEmergingcInfectiousc
DiseasesUI2007UIZbUIfdfVeY 10.2 29

101 pntimicrobialIdrugVresistantItscherichiaIcoliIfromIhumansIandIpoultryIproductsUIMinnesotaIandI
WisconsinUIaYYaVaYYcWIEmergingcInfectiouscDiseasesUI2007UIZbUIgbgVce 10.2 150

100 uimIoperonIvariationIinItheIemergenceIofItnterohemorrhagicItscherichiaIcoliiIanIevolutionaryIandI
functionalIanalysisWIFEMScMicrobiologycLettersUI2007UIafbUIdgVeb 2.9 28
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