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198 wnferenceIandIquantificationIofIpeptidoformsIinIlargeIsampleIcohortsIbyIπWoTvV‘πWINaturef
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StructuralfandfMolecularfBiologyUI2018UI_cUIZacVZaf 17.6 57
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174 πtructureIofIaIhumanIcapVdependentIbfπItranslationIpreVinitiationIcomplexWINucleicfAcidsfResearchUI
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172 oIqaseIforIaIvumanIwmmunoVPeptidomeIProjectIqonsortiumWIImmunityUI2017UIbeUI_YaV_Yf 32.3 46

171 πystematicIonalysisIofIvumanIProteinIPhosphataseIwnteractionsIandIrynamicsWICellfSystemsUI2017UI
bUIbaYVbbbWec 10.6 44

170 odvancingItranslationalIresearchIandIprecisionImedicineIwithItargetedIproteomicsWIJournalfoff
ProteomicsUI2018UIZfgUIZVZY 3.9 44

169 wdentificationIofIqdkItargetsIthatIcontrolIcytokinesisWIEMBOfJournalUI2015UIabUIfZVgd 13 43

168 vighVthroughputIproteomicIanalysisIofIttPsItissueIsamplesIfacilitatesItumorIstratificationWI
MolecularfOncologyUI2019UIZaUI_aYcV_a_f 7.9 43

167 PhosphoproteomicIanalysisIidentifiesIproteinsIinvolvedIinItranscriptionVcoupledImβ–oIdecayIasI
targetsIofIπnfZIsignalingWISciencefSignalingUI2014UIeUIradb 8.8 41

166 xoβwr_IandIospP_IregulateIPβq_IinItheIpresenceIofIv_oyZZgubZIandIotherIhistoneImodificationsWI
ScienceUI2021UIaeZUI 33.3 41

165 preastIqancerIqlassificationIpasedIonIProteotypesI btainedIbyIπWoTvI‘assIπpectrometryWICellf
ReportsUI2019UI_fUIfa_VfbaWee 10.6 40

164 –onVinvasiveIprognosticIproteinIbiomarkerIsignaturesIassociatedIwithIcolorectalIcancerWIEMBOf
MolecularfMedicineUI2015UIeUIZZcaVdc 12 40

(2015-2014)
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163 αuantitativeIproteomeIanalysishImethodsIandIapplicationsWIJournalfoffInfectiousfDiseasesUI2003UIZfeI
πupplI_UIπaZcV_Y 7 40

162 ottenuationIofIpatternIrecognitionIreceptorIsignalingIisImediatedIbyIaI‘oPIkinaseIkinaseIkinaseWI
EMBOfReportsUI2016UIZeUIbbZVcb 6.5 39

161 ‘ultiVregionIproteomeIanalysisIquantifiesIspatialIheterogeneityIofIprostateItissueIbiomarkersWILifef
SciencefAllianceUI2018UIZUI 5.8 38

160 αuantifyingIandIzocalizingItheI‘itochondrialIProteomeIocrossItiveITissuesIinIoI‘ouseIPopulationWI
MolecularfandfCellularfProteomicsUI2018UIZeUIZeddVZeee 7.6 37

159 oIqonservedI‘itoVqytosolicITranslationalIpalanceIzinksITwoIzongevityIPathwaysWICellfMetabolismUI
2020UIaZUIcbgVcdaWee 24.6 36

158 ‘inimalIsampleIrequirementIforIhighlyImultiplexedIproteinIquantificationIinIcellIlinesIandItissuesI
byIPqTVπWoTvImassIspectrometryWIProteomicsUI2015UIZcUIaeZZV_Z 4.8 36

157 qc‘zhIanIexchangeIformatIforIqualityIcontrolImetricsIfromImassIspectrometryIexperimentsWI
MolecularfandfCellularfProteomicsUI2014UIZaUIZgYcVZa 7.6 36

156 TheIqhaperoninITβiqXqqTIossociatesIwithIPrefoldinIthroughIaIqonservedIslectrostaticIwnterfaceI
sssentialIforIqellularIProteostasisWICellUI2019UIZeeUIecZVedcWeZc 56.2 35

155 βangeIofIproteinIdetectionIbyIselectedXmultipleIreactionImonitoringImassIspectrometryIinIanI
unfractionatedIhumanIcellIcultureIlysateWIProteomicsUI2012UIZ_UIZZfcVga 4.8 35

154 svolutionIofIorganelleVassociatedIproteinIprofilingWIJournalfoffProteomicsUI2009UIe_UIbVZZ 3.9 35

153 ‘assIspectrometryVbasedIproteomicIquestIforIdiabetesIbiomarkersWIBiochimicafEtfBiophysicafActafuf
ProteinsfandfProteomicsUI2015UIZfcbUIcZgV_e 4 34

152 βeproducibleITissueIvomogenizationIandIProteinIsxtractionIforIαuantitativeIProteomicsIUsingI
‘icroPestleVossistedIPressureVqyclingITechnologyWIJournalfoffProteomefResearchUI2016UIZcUIZf_ZVg 5.6 34

151 βeproducibleIquantitativeIproteotypeIdataImatricesIforIsystemsIbiologyWIMolecularfBiologyfoffthef
CellUI2015UI_dUIag_dVaZ 3.5 33

150 TheIinteractomeIofIyβopIzincIfingerIproteinsIrevealsItheIevolutionaryIhistoryIofItheirIfunctionalI
diversificationWIEMBOfJournalUI2019UIafUIeZYZ__Y 13 33

149 ProteomeVwideIassociationIstudiesIidentifyIbiochemicalImodulesIassociatedIwithIaIwingVsizeI
phenotypeIinIrrosophilaImelanogasterWINaturefCommunicationsUI2016UIeUIZ_dbg 17.4 32

148 vuntingtinPsIsphericalIsolenoidIstructureIenablesIpolyglutamineItractVdependentImodulationIofIitsI
structureIandIfunctionWIELifeUI2016UIcUIeZZZfb 8.9 32

147 TheIsvolvingIqontributionIofI‘assIπpectrometryItoIwntegrativeIπtructuralIpiologyWIJournalfoffthef
AmericanfSocietyfforfMassfSpectrometryUI2016UI_eUIgddVeb 3.5 32

146 UpdatedIβeferenceIuenomeIπequenceIandIonnotationIofIot_Z__XgeWIGenomefAnnouncementsUI
2017UIcUI 31
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145 qhromwrIidentifiesItheIproteinIinteractomeIatIchromatinImarksWINaturefBiotechnologyUI2020UIafUIe_fVead44.5 31

144 πWoTv_statshIonIβXpioconductorIPackageItoIProcessIandIqonvertIαuantitativeIπWoTvV‘πI
ProteomicsIrataIforIrownstreamIonalysisIToolsWIPLoSfONEUI2016UIZZUIeYZcaZdY 3.7 31

143 oIqombinedIπhotgunIandITargetedI‘assIπpectrometryIπtrategyIforIpreastIqancerIpiomarkerI
riscoveryWIJournalfoffProteomefResearchUI2015UIZbUI_fYeVZf 5.6 28

142 qhemicalIcrossVlinkingXmassIspectrometryImapsItheIamyloidI˛†IpeptideIbindingIregionIonIbothI
apolipoproteinIsIdomainsWIACSfChemicalfBiologyUI2015UIZYUIZYZYVd 4.9 28

141 PhosphoproteomicIanalysesIrevealInovelIcrossVmodulationImechanismsIbetweenItwoIsignalingI
pathwaysIinIyeastWIMolecularfSystemsfBiologyUI2014UIZYUIede 12.2 28

140 πystemsVlevelIProteomicsIofITwoIUbiquitousIzeafIqommensalsIβevealsIqomplementaryIodaptiveI
TraitsIforIPhyllosphereIqolonizationWIMolecularfandfCellularfProteomicsUI2016UIZcUIa_cdVa_dg 7.6 28

139 qomprehensiveIproteomeIanalysisIofIhumanIskeletalImuscleIinIcachexiaIandIsarcopeniahIaIpilotI
studyWIJournalfoffCachexiatfSarcopeniafandfMuscleUI2017UIfUIcdeVcf_ 10.3 27

138 relayedIeffectsIofItranscriptionalIresponsesIinI‘ycobacteriumItuberculosisIexposedItoInitricIoxideI
suggestIotherImechanismsIinvolvedIinIsurvivalWIScientificfReportsUI2017UIeUIf_Yf 4.9 27

137 πtructuralImodelingIofIproteinVβ–oIcomplexesIusingIcrosslinkingIofIsegmentallyIisotopeVlabeledI
β–oIandI‘πX‘πWINaturefMethodsUI2017UIZbUIbfeVbgY 21.6 26

136 risentanglingIueneticIandIsnvironmentalIsffectsIonItheIProteotypesIofIwndividualsWICellUI2019UIZeeUIZaYfVZaZfWeZY56.2 26

135 πensitiveIαuantitativeIProteomicsIofIvumanIvematopoieticIπtemIandIProgenitorIqellsIbyI
rataVindependentIocquisitionI‘assIπpectrometryWIMolecularfandfCellularfProteomicsUI2019UIZfUIZbcbVZbde7.6 26

134 wnferringIcausalImetabolicIsignalsIthatIregulateItheIdynamicIT βqZVdependentItranscriptomeWI
MolecularfSystemsfBiologyUI2015UIZZUIfY_ 12.2 26

133 πtrategiesItoIenableIlargeVscaleIproteomicsIforIreproducibleIresearchWINaturefCommunicationsUI
2020UIZZUIaega 17.4 26

132 πimilaritiesIandIrifferencesIofIploodI–VulycoproteinsIinItiveIπolidIqarcinomasIatIzocalizedIqlinicalI
πtageIonalyzedIbyIπWoTvV‘πWICellfReportsUI2018UI_aUI_fZgV_faZWec 10.6 26

131 ‘ultiplexedITargetedI‘assIπpectrometryVpasedIossaysIforItheIαuantificationIofI–VzinkedI
ulycositeVqontainingIPeptidesIinIπerumWIAnalyticalfChemistryUI2015UIfeUIZYfaYVf 7.8 25

130 πystematicIcharacterizationIofIpanVcancerImutationIclustersWIMolecularfSystemsfBiologyUI2018UIZbUIeegeb12.2 25

129 qonformationalIcontrolIandIr–oVbindingImechanismIofItheImetazoanIoriginIrecognitionIcomplexWI
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2018UIZZcUIscgYdVscgZc11.5 25

128 ‘odulationIofItheIchromatinIphosphoproteomeIbyItheIvaspinIproteinIkinaseWIMolecularfandf
CellularfProteomicsUI2014UIZaUIZe_bVbY 7.6 25

(2014-2020)
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127
qomparativeIPomicsIanalysesIdifferentiateI‘ycobacteriumItuberculosisIandI‘ycobacteriumIbovisI
andIrevealIdistinctImacrophageIresponsesItoIinfectionIwithItheIhumanIandIbovineItubercleIbacilliWI
MicrobialfGenomicsUI2018UIbUI

4.4 25

126
βesearchIonItheIvumanIProteomeIβeachesIaI‘ajorI‘ilestonehIlgYNIofIPredictedIvumanIProteinsI
–owIqrediblyIretectedUIoccordingItoItheIvUP IvumanIProteomeIProjectWIJournalfoffProteomef
ResearchUI2020UIZgUIbeacVbebd

5.6 25

125 oITargetedI‘assIπpectrometryIπtrategyIforIrevelopingIProteomicIpiomarkershIoIqaseIπtudyIofI
spithelialI varianIqancerWIMolecularfandfCellularfProteomicsUI2019UIZfUIZfadVZfcY 7.6 24

124 oIulobalIπcreenIforIossemblyIπtateIqhangesIofItheI‘itoticIProteomeIbyIπsqVπWoTvV‘πWICellf
SystemsUI2020UIZYUIZaaVZccWed 10.6 24

123 orabidopsisIproteomeIandItheImassIspectralIassayIlibraryWIScientificfDataUI2019UIdUI_ef 8.2 24

122 outomatedIπWoTvIrataIonalysisIUsingITargetedIsxtractionIofIwonIqhromatogramsWIMethodsfinf
MolecularfBiologyUI2017UIZccYUI_fgVaYe 1.4 23

121 PreciseITemporalIProfilingIofIπignalingIqomplexesIinIPrimaryIqellsIUsingIπWoTvI‘assI
πpectrometryWICellfReportsUI2017UIZfUIa_ZgVa__d 10.6 23

120 oItissueVbasedIdraftImapIofItheImurineI‘vqIclassIwIimmunopeptidomeWIScientificfDataUI2018UIcUIZfYZce 8.2 23

119 uenerationIofIaIzebrafishIπWoTvV‘πIspectralIlibraryItoIquantifyIZYUYYYIproteinsWIScientificfDataUI
2019UIdUIZgYYZZ 8.2 23

118 rPvzhIoIrwoIPanVhumanIProteinI‘assIπpectrometryIzibraryIforIβobustIpiomarkerIriscoveryWI
GenomicstfProteomicsfandfBioinformaticsUI2020UIZfUIZYbVZZg 6.5 23

117 qonfidentIsiteIlocalizationIusingIaIsimulatedIphosphopeptideIspectralIlibraryWIJournalfoffProteomef
ResearchUI2015UIZbUI_abfVcg 5.6 22

116 ulobalI‘etabonomicIandIProteomicIonalysisIofIvumanIqonjunctivalIspithelialIqellsIQw poV–vqRIinI
βesponseItoIvyperosmoticIπtressWIJournalfoffProteomefResearchUI2015UIZbUIagf_Vgc 5.6 22

115 yinaseIwnteractionI–etworkIsxpandsItunctionalIandIriseaseIβolesIofIvumanIyinasesWIMolecularfCell
UI2020UIegUIcYbVc_YWeg 17.6 22

114 πystemsIproteomicsIapproachesItoIstudyIbacterialIpathogenshIapplicationItoI‘ycobacteriumI
tuberculosisWICurrentfOpinionfinfMicrobiologyUI2017UIagUIdbVe_ 7.9 21

113 πtructuralIandIbiochemicalIcharacterizationIofItheIqopgIsignalosomeIqπ–cXqπ–dIheterodimerWI
PLoSfONEUI2014UIgUIeZYcdff 3.7 21

112 αuantitativeIProteomeIzandscapeIofItheI–qwVdYIqancerIqellIzinesWIIScienceUI2019UI_ZUIddbVdfY 6.1 21

111 qomparativeIanalysisIofImβ–oIandIproteinIdegradationIinIprostateItissuesIindicatesIhighIstabilityI
ofIproteinsWINaturefCommunicationsUI2019UIZYUI_c_b 17.4 20

110 wntegratingIhighlyIquantitativeIproteomicsIandIgenomeVscaleImetabolicImodelingItoIstudyIpvI
adaptationIinItheIhumanIpathogenWINpjfSystemsfBiologyfandfApplicationsUI2016UI_UIZdYZe 5 20
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109 αuantitativeIproteomicsIsignatureIprofilingIbasedIonInetworkIcontextualizationWIBiologyfDirectUI
2015UIZYUIeZ 7.2 20

108 oIqandidaIalbicansIPeptideotlasWIJournalfoffProteomicsUI2014UIgeUId_Vf 3.9 19

107 ‘olecularIorchitectureIofIIYeastIqhromatinIossemblyItactorIZWIScientificfReportsUI2016UIdUI_deY_ 4.9 19

106 wdentificationIofIProteinIobundanceIqhangesIinIvepatocellularIqarcinomaITissuesIUsingI
PqTVπWoTvWIProteomicsfufClinicalfApplicationsUI2019UIZaUIeZeYYZeg 3.1 19

105 oPVπWoTvIβevealsIrirectIwnvolvementIofIVqPXpgeIinIwntegratedIπtressIβesponseIπignalingI
ThroughItacilitatingIqβePXPPPZβZcpIregradationWIMolecularfandfCellularfProteomicsUI2018UIZeUIZ_gcVZaYe7.6 18

104 vighlightsIofItheIpiologyIandIriseaseVdrivenIvumanIProteomeIProjectUI_YZcV_YZdWIJournalfoff
ProteomefResearchUI2016UIZcUIagegVagfe 5.6 18

103 TheIuTPaseI–ogZIcoVordinatesItheIassemblyUImaturationIandIqualityIcontrolIofIdistantIribosomalI
functionalIcentersWIELifeUI2020UIgUI 8.9 18

102 ParallelIaccumulationIâ��IserialIfragmentationIcombinedIwithIdataVindependentIacquisitionI
QdiaPoπstRhIpottomVupIproteomicsIwithInearIoptimalIionIusage 18

101 ‘olecularIbasisIofIoyoPegIregulationIbyIcalmodulinWINaturefCommunicationsUI2017UIfUIZdfZ 17.4 17

100 qomplexVcentricIproteomeIprofilingIbyIπsqVπWoTvV‘πIforItheIparallelIdetectionIofIhundredsIofI
proteinIcomplexesWINaturefProtocolsUI2020UIZcUI_abZV_afd 18.8 17

99 oIcuratedIcollectionIofItissueImicroarrayIimagesIandIclinicalIoutcomeIdataIofIprostateIcancerI
patientsWIScientificfDataUI2017UIbUIZeYYZb 8.2 16

98 mzrphIaIfileIformatIusingImultipleIindexingIstrategiesIforItheIefficientIanalysisIofIlargeIzqV‘πX‘πI
andIπWoTvV‘πIdataIsetsWIMolecularfandfCellularfProteomicsUI2015UIZbUIeeZVfZ 7.6 16

97 ‘ultiVlayeredIproteomicIanalysesIdecodeIcompositionalIandIfunctionalIeffectsIofIcancerImutationsI
onIkinaseIcomplexesWINaturefCommunicationsUI2020UIZZUIacda 17.4 16

96 ‘itochondrialItranslationIandIdynamicsIsynergisticallyIextendIlifespanIinIqWIelegansIthroughI
vzvVaYWIJournalfoffCellfBiologyUI2020UI_ZgUI 7.3 16

95 andIProteomeIonalysisIofIvumanIwmmunodeficiencyIVirusIQvwVRVZVinfectedUIvumanIqrbITIqellsWI
MolecularfandfCellularfProteomicsUI2017UIZdUIπZYfVπZ_a 7.6 15

94 qooperativeItargetImβ–oIdestabilizationIandItranslationIinhibitionIbyImiβVcfImicroβ–oIfamilyIinI
qWIelegansWIGenomefResearchUI2015UI_cUIZdfYVgZ 9.7 15

93
uermVfreeIandImicrobiotaVassociatedImiceIyieldIsmallIintestinalIepithelialIorganoidsIwithI
equivalentIandIrobustItranscriptomeXproteomeIexpressionIphenotypesWICellularfMicrobiologyUI2020
UI__UIeZaZgZ

3.9 15

92 TheIinterdependenceIofItranscriptIandIproteinIabundancehInewIdataVVnewIcomplexitiesWIMolecularf
SystemsfBiologyUI2016UIZ_UIfcd 12.2 15

(2016-2015)
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91
zipidatedIapolipoproteinIsbIstructureIandIitsIreceptorIbindingImechanismIdeterminedIbyIaI
combinedIcrossVlinkingIcoupledItoImassIspectrometryIandImolecularIdynamicsIapproachWIPLoSf
ComputationalfBiologyUI2018UIZbUIeZYYdZdc

5 15

90 ‘ycobacteriumItuberculosisIinItheIProteomicsIsraWIMicrobiologyfSpectrumUI2014UI_UI 8.9 14

89 PhosphoproteomicsIrevealsInovelImodesIofIfunctionIandIinterVrelationshipsIamongIPwyysIinI
responseItoIgenotoxicIstressWIEMBOfJournalUI2021UIbYUIeZYbbYY 13 14

88 qvoPTsβIbhuettingIobsolutehIreterminingIobsoluteIProteinIαuantitiesIviaIπelectedIβeactionI
‘onitoringI‘assIπpectrometryWINewfDevelopmentsfinfMassfSpectrometryUI2014UIfYVZYg 2.3 14

87 πystemsIPharmacologyIrissectionIofIqholesterolIβegulationIβevealsIreterminantsIofIzargeI
PharmacodynamicIVariabilityIbetweenIqellIzinesWICellfSystemsUI2017UIcUIdYbVdZgWee 10.6 13

86 πeparationIofIbloodImicrosamplesIbyIexploitingIsedimentationIatItheImicroscaleWIScientificfReportsUI
2018UIfUIZbZYZ 4.9 13

85 qryos‘IstructuresIofIorabidopsisIrrβIcomplexesIinvolvedIinIβ–oVdirectedIr–oImethylationWI
NaturefCommunicationsUI2019UIZYUIagZd 17.4 12

84 occeleratedIProteinIpiomarkerIriscoveryIfromIttPsITissueIπamplesIUsingIπingleVπhotUIπhortI
uradientI‘icroflowIπWoTvI‘πWIJournalfoffProteomefResearchUI2020UIZgUI_ea_V_ebZ 5.6 12

83 βeviewIofIpatchIsffectsIPreventionUIriagnosticsUIandIqorrectionIopproachesWIMethodsfinfMolecularf
BiologyUI2020UI_YcZUIaeaVafe 1.4 12

82 sfficientIvisualizationIofIhighVthroughputItargetedIproteomicsIexperimentshIToPwβWIBioinformaticsUI
2015UIaZUI_bZcVe 7.2 11

81 wntegrativeIπtructuralIwnvestigationIonItheIorchitectureIofIvumanIwmportinb_vistoneIvaXvb_osfZaI
qomplexIandIwtsIvistoneIvaITailIpindingWIJournalfoffMolecularfBiologyUI2018UIbaYUIf__VfbZ 6.5 11

80 TheIneedIforInationalIcentersIforIproteomicsWINaturefBiotechnologyUI2002UI_YUIdcZ 44.5 11

79 ProteomicIidentificationIofIaImarkerIsignatureIforI‘oPyiIresistanceIinImelanomaWIEMBOfJournalUI
2019UIafUIegcfeb 13 11

78 ‘olecularIbasisIforIdisassemblyIofIanIimportinhribosomalIproteinIcomplexIbyItheIescortinITsr_WI
NaturefCommunicationsUI2018UIgUIaddg 17.4 11

77  rthogonalIProteomicIPlatformsIandITheirIwmplicationsIforItheIπtableIqlassificationIofIvighVuradeI
πerousI varianIqancerIπubtypesWIIScienceUI2020UI_aUIZYZYeg 6.1 10

76 tastIandIsfficientIX‘zIrataIoccessIforI–extVuenerationI‘assIπpectrometryWIPLoSfONEUI2015UIZYUIeYZ_cZYf3.7 10

75 qontributionIofI‘assIπpectrometryVpasedIProteomicsItoItheIUnderstandingIofIT–tV˛–IπignalingWI
JournalfoffProteomefResearchUI2017UIZdUIZbVaa 5.6 9

74 oInewIclassIofIproteinIbiomarkersIbasedIonIsubcellularIdistributionhIapplicationItoIaImouseIliverI
cancerImodelWIScientificfReportsUI2019UIgUIdgZa 4.9 9
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73 ‘icrobialIProteomeIProfilingIandIπystemsIpiologyhIopplicationsItoI‘ycobacteriumItuberculosisWI
AdvancesfinfExperimentalfMedicinefandfBiologyUI2015UIffaUI_acVcb 3.6 9

72
vistoneIepiproteomicIprofilingIdistinguishesIoligodendrogliomaUIwrvVmutantIandIZpXZgqI
coVdeletedIfromIwrvVmutantIastrocytomaIandIrevealsIlessItriVmethylationIofIvay_eIinI
oligodendrogliomasWIActafNeuropathologicaUI2020UIZagUI_ZZV_Za

14.3 9

71 πsqoThIαuantifyingIProteinIqomplexIrynamicsIacrossIqellIπtatesIbyI–etworkVqentricIonalysisIofI
πsqVπWoTvV‘πIProfilesWICellfSystemsUI2020UIZZUIcfgVdYeWef 10.6 9

70 tromIcoarseItoIfinehItheIabsoluteIsscherichiaIcoliIproteomeIunderIdiverseIgrowthIconditionsWI
MolecularfSystemsfBiologyUI2021UIZeUIegcad 12.2 9

69 ‘ildIocidIslutionIandI‘vqIwmmunoaffinityIqhromatographyIβevealIπimilarIolbeitI–otIwdenticalI
ProfilesIofItheIvzoIqlassIwIwmmunopeptidomeWIJournalfoffProteomefResearchUI2021UI_YUI_fgVaYb 5.6 9

68 ProteomicsIgoesIparallelWINaturefBiotechnologyUI2018UIadUIZYcZVZYca 44.5 9

67 πystemVWideIαuantitativeIProteomicsIofItheI‘etabolicIπyndromeIinI‘icehIuenotypicIandIrietaryI
sffectsWIJournalfoffProteomefResearchUI2017UIZdUIfaZVfbZ 5.6 8

66 oIfirstIdatasetItowardIaIstandardizedIcommunityVdrivenIglobalImappingIofItheIhumanI
immunopeptidomeWIDatafinfBriefUI2016UIeUI_YZVc 1.2 8

65 TargetedIproteinIquantificationIusingIsparseIreferenceIlabelingWINaturefMethodsUI2014UIZZUIaYZVb 21.6 8

64 uenotypeVphenotypeIrelationshipsIinIlightIofIaImodularIproteinIinteractionIlandscapeWIMolecularf
BioSystemsUI2013UIgUIZYdbVe 8

63 TheIstructureIandIsymmetryIofItheIradialIspokeIproteinIcomplexIinIflagellaWIJournalfoffCellfScienceUI
2020UIZaaUI 5.3 8

62 riagnosticsIandIcorrectionIofIbatchIeffectsIinIlargeVscaleIproteomicIstudieshIaItutorialWIMolecularf
SystemsfBiologyUI2021UIZeUIeZY_bY 12.2 8

61 opplicationIofIπWoTvIProteomicsItoI‘ouseIpiologyWICurrentfProtocolsfinfMousefBiologyUI2017UIeUIZaYVZba1.1 7

60 qhemicalIueneticsIofIouqVkinasesIβevealsIπharedITargetsIofIYpkZUIProteinIyinaseIoIandIπchgWI
MolecularfandfCellularfProteomicsUI2020UIZgUIdccVdeZ 7.6 7

59 πystemsIpharmacologyIusingImassIspectrometryIidentifiesIcriticalIresponseInodesIinIprostateI
cancerWINpjfSystemsfBiologyfandfApplicationsUI2018UIbUI_d 5 7

58 TheI‘zzZItrimericIcatalyticIcomplexIisIaIdynamicIconformationalIensembleIstabilizedIbyImultipleI
weakIinteractionsWINucleicfAcidsfResearchUI2019UIbeUIgbaaVgbbe 20.1 7

57 ProgressIwdentifyingIandIonalyzingItheIvumanIProteomehI_Y_Z´ ‘etricsIfromItheIvUP IvumanI
ProteomeIProjectWIJournalfoffProteomefResearchUI2021UI_YUIc__eVc_bY 5.6 7

56 TheIPolyglutamineIsxpansionIatItheI–VTerminalIofIvuntingtinIProteinI‘odulatesItheIrynamicI
qonfigurationIandIPhosphorylationIofItheIqVTerminalIvsoTIromainWIStructureUI2020UI_fUIZYacVZYcYWef 5.2 7

(2020-2015)
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55 PqprophethIaIframeworkIforIproteinIcomplexIpredictionIandIdifferentialIanalysisIusingIproteomicI
dataWINaturefMethodsUI2021UIZfUIc_YVc_e 21.6 7

54 qonvergentInetworkIeffectsIalongItheIaxisIofIgeneIexpressionIduringIprostateIcancerIprogressionWI
GenomefBiologyUI2020UI_ZUIaY_ 18.3 6

53 TheIProteinIzandscapeIofIqhronicIzymphocyticIzeukemiaIQqzzRWIBloodUI2021UI 2.2 6

52 πystematicIdetectionIofIfunctionalIproteoformIgroupsIfromIbottomVupIproteomicIdatasetsWINaturef
CommunicationsUI2021UIZ_UIafZY 17.4 6

51 slucidatingIessentialIkinasesIofIendothelinIsignallingIbyIlogicImodellingIofIphosphoproteomicsI
dataWIMolecularfSystemsfBiologyUI2019UIZcUIeff_f 12.2 6

50 ProteinIqlassifierIforIThyroidI–odulesIzearnedIfromIβapidlyIocquiredIProteotypes 5

49 PufdIprimesIdYπIpreVribosomeInuclearIexportIatIlowItemperatureWINaturefCommunicationsUI2021UI
Z_UIbdgd 17.4 5

48 πpatialIproteomicIandIphosphoVproteomicIorganizationIinIthreeIprototypicalIcellImigrationImodesWI
ProteomefScienceUI2014UIZ_UI_a 2.6 4

47 uenomicUIProteomicIandIPhenotypicIveterogeneityIinIvezaIqellsIacrossIzaboratorieshIwmplicationsI
forIβeproducibilityIofIβesearchIβesults 4

46 PuqZ˛–IandIsxerciseIodaptationsIinIZebrafish 4

45
πtructuralIandIfunctionalIdissectionIofIreovirusIcapsidIfoldingIandIassemblyIbyItheI
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