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18 Genome-wide association study for deoxynivalenol production and aggressiveness in wheat and rye
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23 Genomeâ€•wide association mapping and genomic prediction of Fusarium head blight resistance, heading
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27 Covariation of Ergot Severity and Alkaloid Content Measured by HPLC and One ELISA Method in
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28 Mapping Stem Rust (Puccinia graminis f. sp. secalis) Resistance in Self-Fertile Winter Rye Populations.
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29 Comparison of rye, triticale, durum wheat and bread wheat genotypes for Fusarium head blight
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aggressiveness of Fusarium culmorum isolates. Journal of Phytopathology, 2020, 168, 162-174. 0.5 3

31 Genomic predictions for Fusarium head blight resistance in a diverse durum wheat panel: an effective
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32 Ergot infection in winter rye hybrids shows differential contribution of male and female genotypes
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33 Genomics-assisted breeding for ear rot resistances and reduced mycotoxin contamination in maize:
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34 Early Detection of Zymoseptoria tritici in Winter Wheat by Infrared Thermography. Agriculture
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54 The potential of genomicâ€•assisted breeding to improve Fusarium head blight resistance in winter
durum wheat. Plant Breeding, 2017, 136, 610-619. 1.0 24



5

Thomas Miedaner

# Article IF Citations

55 Candidate gene based association mapping in Fusarium culmorum for field quantitative pathogenicity
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62 Geography and end use drive the diversification of worldwide winter rye populations. Molecular
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65 Amino acid digestibility of different rye genotypes in caecectomised laying hens. Archives of Animal
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66 Correlation between Fusarium head blight severity and DON content in triticale as revealed by
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Analyzing Genetic Diversity for Virulence and Resistance Phenotypes in Populations of Stem Rust
(<i>Puccinia graminis</i> f. sp. <i>secalis</i>) and Winter Rye (<i>Secale cereale</i>). Phytopathology,
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68 Multiple-trait- and selection indices-genomic predictions for grain yield and protein content in rye
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69 Prediction of hybrid performance for Fusarium head blight resistance in triticale (Ã—Triticosecale) Tj ET
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of Fusarium resistance traits in maize. Theoretical and Applied Genetics, 2016, 129, 431-444. 1.8 30
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Breeding, 2015, 134, 529-534.

1.0 15

72 Detection of donor effects in a rye introgression population with genomeâ€•wide prediction. Plant
Breeding, 2015, 134, 406-415. 1.0 7
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75 First insights into the genotypeâ€“phenotype map of phenotypic stability in rye. Journal of Experimental
Botany, 2015, 66, 3275-3284. 2.4 25

76 Genetic Architecture of Fusarium Head Blight Resistance in Four Winter Triticale Populations.
Phytopathology, 2015, 105, 334-341. 1.1 28

77 Biology, Genetics, and Management of Ergot (Claviceps spp.) in Rye, Sorghum, and Pearl Millet. Toxins,
2015, 7, 659-678. 1.5 111

78 Genome-wide prediction methods for detecting genetic effects of donor chromosome segments in
introgression populations. BMC Genomics, 2014, 15, 782. 1.2 3
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209-216. 1.0 28
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