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19 Cross-Species Analyses Identify Dlgap2 as a Regulator of Age-Related Cognitive Decline and Alzheimerâ€™s
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20 Quality control and integration of genotypes from two calling pipelines for whole genome sequence
data in the Alzheimer's disease sequencing project. Genomics, 2019, 111, 808-818. 1.3 26

21 Genomeâ€•wide linkage analyses of nonâ€•Hispanic white families identify novel loci for familial lateâ€•onset
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22 Genomeâ€•wide association and multiâ€•omics studies identify <i>MGMT</i> as a novel risk gene for
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29 Largeâ€•scale sequencing studies expand the known genetic architecture of Alzheimer's disease.
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The Alzheimerâ€™s disease sequencing projectâ€“follow up study (ADSPâ€•FUS): Increasing ethnic diversity in
Alzheimerâ€™s genetics research with addition of potential new cohorts. Alzheimer's and Dementia,
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31 O1-03-03: Identification of Novel Candidate Genes for Early-Onset Alzheimer's Disease Through
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48 Assessing whole genome sequencing variation for Alzheimerâ€™s disease in 4707 individuals from the
Alzheimerâ€™s Disease Sequencing Project (ADSP). Alzheimer's and Dementia, 2020, 16, e045548. 0.4 0

49 Functional characterization of an Alzheimer diseaseâ€•associated deletion in SORL1. Alzheimer's and
Dementia, 2020, 16, e045888. 0.4 0

50 Mapping Alzheimer diseaseâ€“associated regions in the African American population. Alzheimer's and
Dementia, 2020, 16, e046072. 0.4 0

51 Recruiting African American males in Alzheimer's disease education and genetics research. Alzheimer's
and Dementia, 2020, 16, e046178. 0.4 0

52 Structural characterization of rare missense variants within known neurodegenerative disease
proteins. Alzheimer's and Dementia, 2020, 16, e046405. 0.4 0
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Alzheimer's and Dementia, 2021, 17, e049363. 0.4 0
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55 Estimating the regulatory potential of DNA methylation in Alzheimer's disease. Alzheimer's and
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61 Admixture mapping identifies novel regions influencing Alzheimer disease in African Americans..
Alzheimer's and Dementia, 2021, 17 Suppl 3, e056443. 0.4 0


