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472 sereditaryGearlyTonsetG’arkinsonNsGdiseaseGcausedGbyGmutationsGinG’tyvXUGScienceSG2004SGZW[SGXX]cTaW 33.3 2586

471 SecondGconsensusGstatementGonGtheGdiagnosisGofGmultipleGsystemGatrophyUGNeurologySG2008SGbXSGabWTa 6.5 2069

470 reneticGriskGandGaGprimaryGroleGforGcellTmediatedGimmuneGmechanismsGinGmultipleGsclerosisUGNatureSG
2011SG[baSGYX[Td 50.4 1948

469 nloningGofGtheGgeneGcontainingGmutationsGthatGcauseG’lRvcTlinkedG’arkinsonNsGdiseaseUGNeuronSG
2004SG[[SG]d]TaWW 13.9 1860

468 renomeTwideGassociationGstudyGrevealsGgeneticGriskGunderlyingG’arkinsonNsGdiseaseUGNatureaGenetics
SG2009SG[XSGXZWcTXY 36.3 1469

467 wargeTscaleGmetaTanalysisGofGgenomeTwideGassociationGdataGidentifiesGsixGnewGriskGlociGforG
’arkinsonNsGdiseaseUGNatureaGeneticsSG2014SG[aSGdcdTdZ 36.3 1261

466 lssociationGbetweenGearlyTonsetG’arkinsonNsGdiseaseGandGmutationsGinGtheGparkinGgeneUGNewa
EnglandaJournalaofaMedicineSG2000SGZ[YSGX]aWTb 59.2 1242

465 renomeTwideGassociationGanalysisGidentifiesGXZGnewGriskGlociGforGschizophreniaUGNatureaGeneticsSG
2013SG[]SGXX]WTd 36.3 1153

464 ’henotypeSGgenotypeSGandGworldwideGgeneticGpenetranceGofGwRRvYTassociatedG’arkinsonNsGdiseaseeG
aGcaseTcontrolGstudyUGLancetaNeurologynaTheSG2008SGbSG]cZTdW 24.1 1075

463 lGgenomeTwideGassociationGstudyGidentifiesGnewGpsoriasisGsusceptibilityGlociGandGanGinteractionG
betweenGswlTnGandGpRl’XUGNatureaGeneticsSG2010SG[YSGdc]TdW 36.3 773

462 tmputationGofGsequenceGvariantsGforGidentificationGofGgeneticGrisksGforG’arkinsonNsGdiseaseeGaG
metaTanalysisGofGgenomeTwideGassociationGstudiesUGLancetnaTheSG2011SGZbbSGa[XTd 40 733

461 nloningGofGtheGSnlbGgeneGrevealsGaGhighlyGunstableGnlrGrepeatGexpansionUGNatureaGeneticsSG1997SG
XbSGa]TbW 36.3 694

460 pxpandingGinsightsGofGmitochondrialGdysfunctionGinG’arkinsonNsGdiseaseUGNatureaReviewsa
NeuroscienceSG2006SGbSGYWbTXd 13.5 686

459 tdentificationGofGX]GnewGpsoriasisGsusceptibilityGlociGhighlightsGtheGroleGofGinnateGimmunityUGNaturea
GeneticsSG2012SG[[SGXZ[XTc 36.3 681

458 lnalysisGofGsharedGheritabilityGinGcommonGdisordersGofGtheGbrainUGScienceSG2018SGZaWSG 33.3 666

457 tnteractionGbetweenGpRl’XGandGswlTmYbGinGankylosingGspondylitisGimplicatesGpeptideGhandlingGinG
theGmechanismGforGswlTmYbGinGdiseaseGsusceptibilityUGNatureaGeneticsSG2011SG[ZSGbaXTb 36.3 646

456 lssociationGofGmultidrugGresistanceGinGepilepsyGwithGaGpolymorphismGinGtheGdrugTtransporterGgeneG
lmnmXUGNewaEnglandaJournalaofaMedicineSG2003SGZ[cSGX[[YTc 59.2 611
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455 oirectGobservationGofGtheGinterconversionGofGnormalGandGtoxicGformsGofG˛–TsynucleinUGCellSG2012SGX[dSGXW[cT]d56.2 588

454 tdentificationGofGnovelGriskGlociSGcausalGinsightsSGandGheritableGriskGforG’arkinsonNsGdiseaseeGaG
metaTanalysisGofGgenomeTwideGassociationGstudiesUGLancetaNeurologynaTheSG2019SGXcSGXWdXTXXWY 24.1 562

453 ’tyvXTassociatedG’arkinsonNsGdiseaseGisGcausedGbyGneuronalGvulnerabilityGtoGcalciumTinducedGcellG
deathUGMolecularaCellSG2009SGZZSGaYbTZc 17.6 507

452 rlucocerebrosidaseGmutationsGinGclinicalGandGpathologicallyGprovenG’arkinsonNsGdiseaseUGBrainSG2009SG
XZYSGXbcZTd[ 11.2 488

451 nomprehensiveGresearchGsynopsisGandGsystematicGmetaTanalysesGinG’arkinsonNsGdiseaseGgeneticseG
₀heG’oreneGdatabaseUGPLoSaGeneticsSG2012SGcSGeXWWY][c 6 420

450 renomeTwideGassociationGstudyGofGulcerativeGcolitisGidentifiesGthreeGnewGsusceptibilityGlociSG
includingGtheGsyq[lGregionUGNatureaGeneticsSG2009SG[XSGXZZWT[ 36.3 411

449 wocalizationGofGaGnovelGlocusGforGautosomalGrecessiveGearlyTonsetGparkinsonismSG’lRvaSGonGhumanG
chromosomeGXpZ]TpZaUGAmericanaJournalaofaHumanaGeneticsSG2001SGacSGcd]TdWW 11 389

448 ₀heGmitochondrialGproteaseGstrlYGisGregulatedGbyG’arkinsonNsGdiseaseTassociatedGkinaseG’tyvXUG
NatureaCellaBiologySG2007SGdSGXY[ZT]Y 23.4 386

447 rlucocerebrosidaseGdeficiencyGinGsubstantiaGnigraGofGparkinsonGdiseaseGbrainsUGAnnalsaofaNeurologySG
2012SGbYSG[]]TaZ 9.4 384

446 renomicGoissectionGofGmipolarGoisorderGandGSchizophreniaSGtncludingGYcGSubphenotypesUGCellSG2018SG
XbZSGXbW]TXbX]UeXa 56.2 360

445 ₀heGspectrumGofGpathologicalGinvolvementGofGtheGstriatonigralGandGolivopontocerebellarGsystemsGinG
multipleGsystemGatrophyeGclinicopathologicalGcorrelationsUGBrainSG2004SGXYbSGYa]bTbX 11.2 359

444 lGrobustGmodelGforGreadGcountGdataGinGexomeGsequencingGexperimentsGandGimplicationsGforGcopyG
numberGvariantGcallingUGBioinformaticsSG2012SGYcSGYb[bT][ 7.2 345

443 ₀heGexpressionGofGouTXGO’lRvbPGinGnormalGhumanGnySGandGidiopathicG’arkinsonNsGdiseaseUGBrainSG
2004SGXYbSG[YWTZW 11.2 341

442 renomeTwideGassociationGanalysesGidentifyGnewGriskGvariantsGandGtheGgeneticGarchitectureGofG
amyotrophicGlateralGsclerosisUGNatureaGeneticsSG2016SG[cSGXW[ZTc 36.3 328

441 nharacterizationGofG’wlYraGasGaGlocusGforGdystoniaTparkinsonismUGAnnalsaofaNeurologySG2009SGa]SGXdTYZ 9.4 320

440 ₀heGroleGofGpathogenicGouTXGmutationsGinG’arkinsonNsGdiseaseUGAnnalsaofaNeurologySG2003SG][SGYcZTa 9.4 320

439 nommonGvariantsGnearGl₀xGareGassociatedGwithGglycemicGresponseGtoGmetforminGinGtypeGYGdiabetesUG
NatureaGeneticsSG2011SG[ZSGXXbTYW 36.3 319

438 renomeTwideGassociationGstudyGidentifiesGaGvariantGinGsolndGassociatedGwithGlargeGvesselGischemicG
strokeUGNatureaGeneticsSG2012SG[[SGZYcTZZ 36.3 314

(2012-2012)
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437 ’tyvXGcleavageGatGpositionGlXWZGbyGtheGmitochondrialGproteaseG’lRwUGHumanaMolecularaGeneticsSG
2011SGYWSGcabTbd 5.6 314

436 ’arkinGdiseaseeGaGphenotypicGstudyGofGaGlargeGcaseGseriesUGBrainSG2003SGXYaSGXYbdTdY 11.2 312

435 renomeSGtranscriptomeGandGproteomeeGtheGriseGofGomicsGdataGandGtheirGintegrationGinGbiomedicalG
sciencesUGBriefingsainaBioinformaticsSG2018SGXdSGYcaTZWY 13.4 293

434 xutationsGinGtheGgeneGwRRvYGencodingGdardarinGO’lRvcPGcauseGfamilialG’arkinsonNsGdiseaseeGclinicalSG
pathologicalSGolfactoryGandGfunctionalGimagingGandGgeneticGdataUGBrainSG2005SGXYcSGYbcaTda 11.2 283

433 lGcommonGwRRvYGmutationGinGidiopathicG’arkinsonNsGdiseaseUGLancetnaTheSG2005SGZa]SG[X]Ta 40 283

432 lGconservedGsortingTassociatedGproteinGisGmutantGinGchoreaTacanthocytosisUGNatureaGeneticsSG2001SG
YcSGXXdTYW 36.3 282

431 xitochondrialGfunctionGandGmorphologyGareGimpairedGinGparkinTmutantGfibroblastsUGAnnalsaofa
NeurologySG2008SGa[SG]]]Ta] 9.4 280

430
StructuralGcharacterizationGofGtoxicGoligomersGthatGareGkineticallyGtrappedGduringG˛–TsynucleinGfibrilG
formationUGProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaSG2015SG
XXYSGpXdd[TYWWZ

11.5 278

429
reneticGpredictorsGofGtheGmaximumGdosesGpatientsGreceiveGduringGclinicalGuseGofGtheGantiTepilepticG
drugsGcarbamazepineGandGphenytoinUGProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericaSG2005SGXWYSG]]WbTXY

11.5 278

428 ’tyvXGproteinGinGnormalGhumanGbrainGandG’arkinsonNsGdiseaseUGBrainSG2006SGXYdSGXbYWTZX 11.2 267

427 ₀argetingGamyloidTbetaGinGglaucomaGtreatmentUGProceedingsaofatheaNationalaAcademyaofaSciencesaofa
theaUnitedaStatesaofaAmericaSG2007SGXW[SGXZ[[[Td 11.5 262

426 lGnovelGmutationGinGtheGhumanGvoltageTgatedGpotassiumGchannelGgeneGOvvXUXPGassociatesGwithG
episodicGataxiaGtypeGXGandGsometimesGwithGpartialGepilepsyUGBrainSG1999SGXYYGOG’tG]PSGcXbTY] 11.2 257

425 ’tyvXGisGnecessaryGforGlongGtermGsurvivalGandGmitochondrialGfunctionGinGhumanGdopaminergicG
neuronsUGPLoSaONESG2008SGZSGeY[]] 3.7 252

424 RiluzoleGtreatmentSGsurvivalGandGdiagnosticGcriteriaGinG’arkinsonGplusGdisorderseGtheGyyt’’SGstudyUG
BrainSG2009SGXZYSGX]aTbX 11.2 248

423 ’arkinGmutationsGareGfrequentGinGpatientsGwithGisolatedGearlyTonsetGparkinsonismUGBrainSG2003SGXYaSGXYbXTc11.2 245

422 ₁nderstandingGtheGmolecularGcausesGofG’arkinsonNsGdiseaseUGTrendsainaMolecularaMedicineSG2006SGXYSG]YXTc11.5 240

421 SynlGvariantsGareGassociatedGwithGincreasedGriskGforGmultipleGsystemGatrophyUGAnnalsaofaNeurologySG
2009SGa]SGaXWT[ 9.4 232

420 wossGofGα’SXZnGqunctionGinGlutosomalTRecessiveG’arkinsonismGnausesGxitochondrialGoysfunctionG
andGtncreasesG’tyvXV’arkinToependentGxitophagyUGAmericanaJournalaofaHumanaGeneticsSG2016SGdcSG]WWT]XZ11 225
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419 sowGmuchGphenotypicGvariationGcanGbeGattributedGtoGparkinGgenotypejUGAnnalsaofaNeurologySG2003SG
][SGXbaTc] 9.4 224

418 oeletionGatGt₀’RXGunderliesGataxiaGinGmiceGandGspinocerebellarGataxiaGX]GinGhumansUGPLoSaGeneticsSG
2007SGZSGeXWc 6 221

417 ₀heG’arkinsonNsGdiseaseTlinkedGproteinsGqbxobGandG’arkinGinteractGtoGmediateGmitophagyUGNaturea
NeuroscienceSG2013SGXaSGXY]bTa] 25.5 220

416 pxcessiveGburdenGofGlysosomalGstorageGdisorderGgeneGvariantsGinG’arkinsonNsGdiseaseUGBrainSG2017SG
X[WSGZXdXTZYWZ 11.2 209

415 lGtwoTstageGmetaTanalysisGidentifiesGseveralGnewGlociGforG’arkinsonNsGdiseaseUGPLoSaGeneticsSG2011SG
bSGeXWWYX[Y 6 209

414 RareGdeletionsGatGXapXZUXXGpredisposeGtoGaGdiverseGspectrumGofGsporadicGepilepsyGsyndromesUG
AmericanaJournalaofaHumanaGeneticsSG2010SGcaSGbWbTXc 11 206

413 xutationsGinGtheGgeneG’RR₀YGcauseGparoxysmalGkinesigenicGdyskinesiaGwithGinfantileGconvulsionsUG
CellaReportsSG2012SGXSGYTXY 10.6 205

412 llphaTSynucleinGzligomersGtnteractGwithGxetalGtonsGtoGtnduceGzxidativeGStressGandGyeuronalGoeathG
inG’arkinsonNsGoiseaseUGAntioxidantsaandaRedoxaSignalingSG2016SGY[SGZbaTdX 8.4 192

411
winkageGdisequilibriumGfineGmappingGandGhaplotypeGassociationGanalysisGofGtheGtauGgeneGinG
progressiveGsupranuclearGpalsyGandGcorticobasalGdegenerationUGJournalaofaMedicalaGeneticsSG2005SG
[YSGcZbT[a

5.8 189

410 suntingtonNsGdiseaseGprogressionUG’p₀GandGclinicalGobservationsUGBrainSG1999SGXYYGOG’tGXYPSGYZ]ZTaZ 11.2 181

409 nlinicalGandGsubclinicalGdopaminergicGdysfunctionGinG’lRvaTlinkedGparkinsonismeGanGXcqTdopaG’p₀G
studyUGAnnalsaofaNeurologySG2002SG]YSGc[dT]Z 9.4 179

408 oissectionGofGtheGgeneticsGofG’arkinsonNsGdiseaseGidentifiesGanGadditionalGassociationG]NGofGSynlGandG
multipleGassociatedGhaplotypesGatGXbqYXUGHumanaMolecularaGeneticsSG2011SGYWSGZ[]T]Z 5.6 178

407 rlutenGataxiaGinGperspectiveeGepidemiologySGgeneticGsusceptibilityGandGclinicalGcharacteristicsUGBrainSG
2003SGXYaSGac]TdX 11.2 175

406 xutationsGinGlyzZGcauseGdominantGcraniocervicalGdystoniaeGionGchannelGimplicatedGinGpathogenesisUG
AmericanaJournalaofaHumanaGeneticsSG2012SGdXSGXW[XT]W 11 172

405
somozygousGdeletionsGinGparkinGgeneGinGpuropeanGandGyorthGlfricanGfamiliesGwithGautosomalG
recessiveGjuvenileGparkinsonismUG₀heGpuropeanGnonsortiumGonGreneticGSusceptibilityGinG’arkinsonNsG
oiseaseGandGtheGqrenchG’arkinsonNsGoiseaseGreneticsGStudyGrroupUGLancetnaTheSG1998SGZ]YSGXZ]]Ta

40 171

404 SelectionGandGevaluationGofGtaggingGSy’sGinGtheGneuronalTsodiumTchannelGgeneGSnyXleGimplicationsG
forGlinkageTdisequilibriumGgeneGmappingUGAmericanaJournalaofaHumanaGeneticsSG2003SGbZSG]]XTa] 11 171

403
’athologicalGinclusionGbodiesGinGtauopathiesGcontainGdistinctGcomplementsGofGtauGwithGthreeGorGfourG
microtubuleTbindingGrepeatGdomainsGasGdemonstratedGbyGnewGspecificGmonoclonalGantibodiesUG
NeuropathologyaandaAppliedaNeurobiologySG2003SGYdSGYccTZWY

5.2 167

402 lGgeneticallyGmediatedGbiasGinGdecisionGmakingGdrivenGbyGfailureGofGamygdalaGcontrolUGJournalaofa
NeuroscienceSG2009SGYdSG]dc]TdX 6.6 165

(2009-2003)
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401 xolecularGpathogenesisGofG’arkinsonNsGdiseaseUGHumanaMolecularaGeneticsSG2005SGX[SGYb[dT]] 5.6 162

400 nomplexGrelationshipGbetweenG’arkinGmutationsGandG’arkinsonGdiseaseUGAmericanaJournalaofa
MedicalaGeneticsaPartaASG2002SGXX[SG]c[TdX 154

399 xutationsGinG₀₀mvYSGencodingGaGkinaseGimplicatedGinGtauGphosphorylationSGsegregateGwithG
spinocerebellarGataxiaGtypeGXXUGNatureaGeneticsSG2007SGZdSGX[Z[Ta 36.3 152

398 xulticentreGsearchGforGgeneticGsusceptibilityGlociGinGsporadicGepilepsyGsyndromeGandGseizureGtypeseGaG
caseTcontrolGstudyUGLancetaNeurologynaTheSG2007SGaSGdbWTcW 24.1 152

397 renomeTwideG’leiotropyGmetweenG’arkinsonGoiseaseGandGlutoimmuneGoiseasesUGJAMAaNeurologySG
2017SGb[SGbcWTbdY 17.2 150

396 ₀ranscriptionalGrepressionGofGp]ZGbyGparkinGandGimpairmentGbyGmutationsGassociatedGwithG
autosomalGrecessiveGjuvenileG’arkinsonNsGdiseaseUGNatureaCellaBiologySG2009SGXXSGXZbWT] 23.4 147

395 ₁singGgenomeTwideGcomplexGtraitGanalysisGtoGquantifyGNmissingGheritabilityNGinG’arkinsonNsGdiseaseUG
HumanaMolecularaGeneticsSG2012SGYXSG[ddaT]WWd 5.6 145

394 xitophagyGandG’arkinsonNsGdiseaseeGtheG’tyvXTparkinGlinkUGBiochimicaaEtaBiophysicaaActaaoaMoleculara
CellaResearchSG2011SGXcXZSGaYZTZZ 4.9 144

393 oopaTresponsiveGdystoniaeGaGclinicalGandGmolecularGgeneticGstudyUGAnnalsaofaNeurologySG1998SG[[SGa[dT]a 9.4 143

392 xutationsGinGtheGsS’YbGOsS’mXPGgeneGcauseGdominantSGrecessiveSGandGsporadicGdistalGsxyVnx₀G
typeGYUGNeurologySG2008SGbXSGXaaWTc 6.5 142

391 xutationalGspectrumGofGtheGnslnGgeneGinGpatientsGwithGchoreaTacanthocytosisUGEuropeanaJournalaofa
HumanaGeneticsSG2002SGXWSGbbZTcX 5.3 140

390 nommonGvariantsGatGtheGxsnGlocusGandGatGchromosomeGXaqY[UXGpredisposeGtoGmarrettNsGesophagusUG
NatureaGeneticsSG2012SG[[SGXXZXTa 36.3 139

389 xitochondrialGdysfunctionGtriggeredGbyGlossGofGstrlYGresultsGinGtheGactivationGofGaGbrainTspecificG
transcriptionalGstressGresponseUGCellaDeathaandaDifferentiationSG2009SGXaSG[[dTa[ 12.7 137

388 llteredGcleavageGandGlocalizationGofG’tyvXGtoGaggresomesGinGtheGpresenceGofGproteasomalGstressUG
JournalaofaNeurochemistrySG2006SGdcSGX]aTad 6 136

387 renomeGscansGandGcandidateGgeneGapproachesGinGtheGstudyGofGcommonGdiseasesGandGvariableGdrugG
responsesUGTrendsainaGeneticsSG2003SGXdSGaX]TYY 8.5 136

386 oylGrepairGpathwaysGunderlieGaGcommonGgeneticGmechanismGmodulatingGonsetGinGpolyglutamineG
diseasesUGAnnalsaofaNeurologySG2016SGbdSGdcZTdW 9.4 135

385 lGsingleTnucleotideGpolymorphismGtaggingGsetGforGhumanGdrugGmetabolismGandGtransportUGNaturea
GeneticsSG2005SGZbSGc[Td 36.3 134

384 ’RR₀YGgeneGmutationseGfromGparoxysmalGdyskinesiaGtoGepisodicGataxiaGandGhemiplegicGmigraineUG
NeurologySG2012SGbdSGYXX]TYX 6.5 132
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383 vineticGmodelGofGtheGaggregationGofGalphaTsynucleinGprovidesGinsightsGintoGprionTlikeGspreadingUG
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaSG2016SGXXZSGpXYWaTX] 11.5 130

382 renomeTwideGassociationGstudyGimplicatesGswlTnQWXeWYGasGaGriskGfactorGatGtheGmajorG
histocompatibilityGcomplexGlocusGinGschizophreniaUGBiologicalaPsychiatrySG2012SGbYSGaYWTc 7.9 130

381 reneticGvariantsGofGtheGalphaTsynucleinGgeneGSynlGareGassociatedGwithGmultipleGsystemGatrophyUG
PLoSaONESG2009SG[SGebXX[ 3.7 130

380 lGheterozygousGeffectGforG’tyvXGmutationsGinG’arkinsonNsGdiseasejUGAnnalsaofaNeurologySG2006SGaWSG[X[Td9.4 130

379 ₀rinucleotideGrepeatsGandGneurodegenerativeGdiseaseUGBrainSG2004SGXYbSGYZc]T[W] 11.2 128

378 ’arkinsonNsGdiseaseGinGr₀’GcyclohydrolaseGXGmutationGcarriersUGBrainSG2014SGXZbSGY[cWTdY 11.2 127

377 lutosomalGdominantGcerebellarGataxiaGtypeGttteGlinkageGinGaGlargeGmritishGfamilyGtoGaGbUaTcxGregionGonG
chromosomeGX]qX[TYXUZUGAmericanaJournalaofaHumanaGeneticsSG1999SGa]SG[YWTa 11 127

376 lutosomalTdominantGr₀’nsXTdeficientGoRoeGclinicalGcharacteristicsGandGlongTtermGoutcomeGofGZ[G
patientsUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2009SGcWSGcZdT[] 5.5 125

375 nytochromeGcGoxidaseGdeficiencyGassociatedGwithGtheGfirstGstopTcodonGpointGmutationGinGhumanG
mtoylUGAmericanaJournalaofaHumanaGeneticsSG1998SGaZSGYdTZa 11 124

374 reneticGandGphenotypicGcharacterizationGofGcomplexGhereditaryGspasticGparaplegiaUGBrainSG2016SGXZdSGXdW[TXc11.2 123

373 norticalGalphaTsynucleinGloadGisGassociatedGwithGamyloidTbetaGplaqueGburdenGinGaGsubsetGofG
’arkinsonNsGdiseaseGpatientsUGActaaNeuropathologicaSG2008SGXX]SG[XbTY] 14.3 121

372 ’rogressionGofGnigrostriatalGdysfunctionGinGaGparkinGkindredeGanG[Xcq]dopaG’p₀GandGclinicalGstudyUG
BrainSG2002SGXY]SGYY[cT]a 11.2 120

371 ’arkinsonNsGdiseaseGandGcancereGtwoGwarsSGoneGfrontUGNatureaReviewsaCancerSG2011SGXXSGcXYTYZ 31.3 119

370 ₀heGmitochondrialGoylGrXZ]XZlGtransitionGinGyo]GisGassociatedGwithGaGwszyVxpwlSGoverlapG
syndromeGandGmayGbeGaGfrequentGcauseGofGxpwlSUGAnnalsaofaNeurologySG1999SG[aSGdXaTd 9.4 119

369 oifferentGpatternsGofGelectrophysiologicalGdeficitsGinGmanifestingGandGnonTmanifestingGcarriersGofG
theGoY₀XGgeneGmutationUGBrainSG2003SGXYaSGYWb[TcW 11.2 118

368 xutationsGinGtheGhistoneGmethyltransferaseGgeneGvx₀YmGcauseGcomplexGearlyTonsetGdystoniaUG
NatureaGeneticsSG2017SG[dSGYYZTYZb 36.3 116

367 nommonGgeneticGvariationGandGsusceptibilityGtoGpartialGepilepsieseGaGgenomeTwideGassociationGstudyUG
BrainSG2010SGXZZSGYXZaT[b 11.2 115

366 RegionalGdistributionGofGamyloidTmriGdepositionGandGitsGassociationGwithGneurofibrillaryG
degenerationGinGfamilialGmritishGdementiaUGAmericanaJournalaofaPathologySG2001SGX]cSG]X]TYa 5.8 115

(2001-2016)

7



365 xutationsGinGtheGautoregulatoryGdomainGofG˛†TtubulinG[aGcauseGhereditaryGdystoniaUGAnnalsaofa
NeurologySG2013SGbZSG][aT]Z 9.4 114

364 xyoclonusTdystoniaGsyndromeeGepsilonTsarcoglycanGmutationsGandGphenotypeUGAnnalsaofaNeurologySG
2002SG]YSG[cdTdY 9.4 114

363 αariantGllzheimerNsGdiseaseGwithGspasticGparaparesisGandGcottonGwoolGplaquesGisGcausedGbyG’STXG
mutationsGthatGleadGtoGexceptionallyGhighGamyloidT˛†GconcentrationsUGAnnalsaofaNeurologySG2000SG[cSGcWaTcWc9.4 113

362 nhoreaTacanthocytosiseGgeneticGlinkageGtoGchromosomeGdqYXUGAmericanaJournalaofaHumanaGeneticsSG
1997SGaXSGcddTdWc 11 111

361 nlinicalGandGgeneticGcharacterizationGofGfamiliesGwithGtripleGlGOlllgrovePGsyndromeUGBrainSG2002SGXY]SGYacXTdW11.2 111

360 renesGandGsusceptibilityGtoGmultipleGsclerosisUGActaaNeurologicaaScandinavicaSG1995SGXaXSG[ZT]X 3.8 111

359 lssociationGofGslowGacetylatorGgenotypeGforGyTacetyltransferaseGYGwithGfamilialG’arkinsonNsGdiseaseUG
LancetnaTheSG1997SGZ]WSGXXZaTd 40 110

358 SystematicGreviewGandG₁vTbasedGstudyGofG’lRvYGOparkinPSG’tyvXSG’lRvbGOouTXPGandGwRRvYGinG
earlyTonsetG’arkinsonNsGdiseaseUGMovementaDisordersSG2012SGYbSGX]YYTd 7 109

357 reneticGoverlapGbetweenGllzheimerNsGdiseaseGandG’arkinsonNsGdiseaseGatGtheGxl’₀GlocusUGMoleculara
PsychiatrySG2015SGYWSGX]ccTd] 15.1 107

356 ₁nswTXGisGnotGaG’arkinsonNsGdiseaseGsusceptibilityGgeneUGAnnalsaofaNeurologySG2006SG]dSGaYbTZZ 9.4 107

355 nlinicalGgeneticsGofGfamilialGprogressiveGsupranuclearGpalsyUGBrainSG1999SGXYYGOG’tGbPSGXYZZT[] 11.2 107

354 naYRGisGaGkeyGfactorGinG˛–TsynucleinTinducedGneurotoxicityUGJournalaofaCellaScienceSG2016SGXYdSGXbdYTcWX 5.3 106

353 nancerGandGneurodegenerationeGbetweenGtheGdevilGandGtheGdeepGblueGseaUGPLoSaGeneticsSG2010SGaSGeXWWXY]b6 106

352 lGgenomeTwideGassociationGstudyGinGmultipleGsystemGatrophyUGNeurologySG2016SGcbSGX]dXTX]dc 6.5 104

351
lnGmtoylGmutationGinGtheGinitiationGcodonGofGtheGcytochromeGnGoxidaseGsubunitGttGgeneGresultsGinG
lowerGlevelsGofGtheGproteinGandGaGmitochondrialGencephalomyopathyUGAmericanaJournalaofaHumana
GeneticsSG1999SGa[SGXZZWTd

11 104

350 SignallingGpropertiesGofGinorganicGpolyphosphateGinGtheGmammalianGbrainUGNatureaCommunicationsSG
2013SG[SGXZaY 17.4 103

349 ₀heGstructureGofGtheGtauGhaplotypeGinGcontrolsGandGinGprogressiveGsupranuclearGpalsyUGHumana
MolecularaGeneticsSG2004SGXZSGXYabTb[ 5.6 102

348 wowGfrequencyGofGpathogenicGmutationsGinGtheGubiquitinGcarboxyTterminalGhydrolaseGgeneGinGfamilialG
’arkinsonNsGdiseaseUGNeuroReportSG1999SGXWSG[YbTd 1.7 102
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347 ₀auGgeneGandG’arkinsonNsGdiseaseeGaGcaseTcontrolGstudyGandGmetaTanalysisUGJournalaofaNeurologyna
NeurosurgeryaandaPsychiatrySG2004SGb]SGdaYT] 5.5 100

346
tnvestigatingGtheGnausalGRelationshipGofGnTReactiveG’roteinGwithGZYGnomplexGSomaticGandG
’sychiatricGzutcomeseGlGwargeTScaleGnrossTnonsortiumGxendelianGRandomizationGStudyUGPLoSa
MedicineSG2016SGXZSGeXWWXdba

11.6 100

345 wargeSGexpandedGrepeatsGinGSnlcGareGnotGconfinedGtoGpatientsGwithGcerebellarGataxiaUGNaturea
GeneticsSG2000SGY[SGYX[T] 36.3 99

344 lGpathwayTbasedGanalysisGprovidesGadditionalGsupportGforGanGimmuneTrelatedGgeneticGsusceptibilityG
toG’arkinsonNsGdiseaseUGHumanaMolecularaGeneticsSG2013SGYYSGXWZdT[d 5.6 96

343 lGnovelG₀RvGlGOy₀RvXPGmutationGassociatedGwithGhereditaryGsensoryGandGautonomicGneuropathyG
typeGαUGAnnalsaofaNeurologySG2001SG[dSG]YXT]Y] 9.4 96

342 ’tyvXGfunctionGinGhealthGandGdiseaseUGEMBOaMolecularaMedicineSG2009SGXSGX]YTa] 12 95

341 tdentifyingGcandidateGcausalGvariantsGresponsibleGforGalteredGactivityGofGtheGlmnmXGmultidrugG
resistanceGgeneUGGenomeaResearchSG2004SGX[SGXZZZT[[ 9.7 94

340 lGnovelGprionGdiseaseGassociatedGwithGdiarrheaGandGautonomicGneuropathyUGNewaEnglandaJournalaofa
MedicineSG2013SGZadSGXdW[TX[ 59.2 93

339
zriginGofGtheGmutationsGinGtheGparkinGgeneGinGpuropeeGexonGrearrangementsGareGindependentG
recurrentGeventsSGwhereasGpointGmutationsGmayGresultGfromGqounderGeffectsUGAmericanaJournalaofa
HumanaGeneticsSG2001SGacSGaXbTYa

11 93

338 pstimatingGtheGcausalGinfluenceGofGbodyGmassGindexGonGriskGofG’arkinsonGdiseaseeGlGxendelianG
randomisationGstudyUGPLoSaMedicineSG2017SGX[SGeXWWYZX[ 11.6 93

337 StriatalGandGcorticalGpreTGandGpostsynapticGdopaminergicGdysfunctionGinGsporadicGparkinTlinkedG
parkinsonismUGBrainSG2004SGXYbSGXZZYT[Y 11.2 92

336 ₀heGfragileGXGtremorGataxiaGsyndromeGinGtheGdifferentialGdiagnosisGofGmultipleGsystemGatrophyeGdataG
fromGtheGpxSlGStudyGrroupUGBrainSG2005SGXYcSGXc]]TaW 11.2 91

335 αascularGdiseaseGandGvascularGriskGfactorsGinGrelationGtoGmotorGfeaturesGandGcognitionGinGearlyG
’arkinsonNsGdiseaseUGMovementaDisordersSG2016SGZXSGX]XcTX]Ya 7 90

334 yovaYGinteractsGwithGaGcisTactingGpolymorphismGtoGinfluenceGtheGproportionsGofGdrugTresponsiveG
spliceGvariantsGofGSnyXlUGAmericanaJournalaofaHumanaGeneticsSG2007SGcWSGcbaTcZ 11 90

333 oY₀XZSGaGnovelGprimaryGtorsionGdystoniaGlocusSGmapsGtoGchromosomeGXpZaUXZâ��ZaUZYGinGanGttalianG
familyGwithGcranialTcervicalGorGupperGlimbGonsetUGAnnalsaofaNeurologySG2001SG[dSGZaYTZaa 9.4 90

332 yormalGvariationGinGfrontoToccipitalGcircuitryGandGcerebellarGstructureGwithGanGautismTassociatedG
polymorphismGofGny₀yl’YUGNeuroImageSG2010SG]ZSGXWZWT[Y 7.9 89

331 oeGnovoGexpansionGofGintermediateGallelesGinGspinocerebellarGataxiaGbUGHumanaMolecularaGeneticsSG
1998SGbSGXcWdTXZ 5.6 87

330 ₀heGglucocerobrosidaseGpZYavGvariantGpredisposesGtoG’arkinsonNsGdiseaseSGbutGdoesGnotGcauseG
raucherNsGdiseaseUGMovementaDisordersSG2013SGYcSGYZYTYZa 7 86

(2013-2004)
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329 xolecularGandGclinicalGstudyGofGXcGfamiliesGwithGlonlGtypeGtteGevidenceGforGgeneticGheterogeneityG
andGdeGnovoGmutationUGAmericanaJournalaofaHumanaGeneticsSG1999SGa[SGX]d[TaWZ 11 86

328 tnGvivoGskeletalGmuscleGmitochondrialGfunctionGinGweberNsGhereditaryGopticGneuropathyGassessedGbyG
ZX’GmagneticGresonanceGspectroscopyUGAnnalsaofaNeurologySG1997SG[YSG]bZTd 9.4 81

327
₀heGalphaTsynucleinGlla]Z₀hrGmutationGisGnotGaGcommonGcauseGofGfamilialG’arkinsonNsGdiseaseeGaG
studyGofGYZWGpuropeanGcasesUGpuropeanGnonsortiumGonGreneticGSusceptibilityGinG’arkinsonNsG
oiseaseUGAnnalsaofaNeurologySG1998SG[[SGYbWTZ

9.4 81

326 ’arkaTlinkedGparkinsonismGoccursGinGseveralGeuropeanGfamiliesUGAnnalsaofaNeurologySG2002SG]XSGX[TXc 9.4 81

325 yeuronalGintranuclearGinclusionsGinGSnlYeGaGgeneticSGmorphologicalGandGimmunohistochemicalGstudyG
ofGtwoGcasesUGBrainSG2002SGXY]SGa]aTaZ 11.2 81

324 syposmiaGandGcognitiveGimpairmentGinGraucherGdiseaseGpatientsGandGcarriersUGMovementaDisordersSG
2012SGYbSG]YaTZY 7 80

323 ₀heGgeneticsGofGdystoniaeGnewGtwistsGinGanGoldGtaleUGBrainSG2013SGXZaSGYWXbTZb 11.2 80

322 qailureGtoGreplicateGpreviouslyGreportedGgeneticGassociationsGwithGsporadicGtemporalGlobeGepilepsyeG
whereGtoGfromGherejUGBrainSG2005SGXYcSGXcZYT[W 11.2 79

321
qineGmappingGofGdeGnovoGnx₀XlGandGsy’’GrearrangementsGwithinGnx₀XlTRp’sGevidencesGtwoG
distinctGsexTdependentGmechanismsGandGcandidateGsequencesGinvolvedGinGrecombinationUGHumana
MolecularaGeneticsSG1998SGbSGX[XTc

5.6 79

320 ’olygenicGriskGofG’arkinsonGdiseaseGisGcorrelatedGwithGdiseaseGageGatGonsetUGAnnalsaofaNeurologySG
2015SGbbSG]cYTdX 9.4 77

319 lGmissenseGmutationGinGvn₀oXbGcausesGautosomalGdominantGmyoclonusTdystoniaUGAmericanaJournala
ofaHumanaGeneticsSG2015SGdaSGdZcT[b 11 77

318 nommonGvariantsGinGtheGswlToRmXTswlTo–lXGswlGclassGttGregionGareGassociatedGwithGsusceptibilityG
toGvisceralGleishmaniasisUGNatureaGeneticsSG2013SG[]SGYWcTXZ 36.3 76

317 SomaticGandGgermlineGmosaicismGinGsporadicGearlyTonsetGllzheimerNsGdiseaseUGHumanaMoleculara
GeneticsSG2004SGXZSGXYXdTY[ 5.6 76

316 oopaTresponsiveGdystoniaGinGmritishGpatientseGnewGmutationsGofGtheGr₀’TcyclohydrolaseGtGgeneGandG
evidenceGforGgeneticGheterogeneityUGHumanaMolecularaGeneticsSG1996SG]SG[WZTa 5.6 76

315 SingleTxoleculeGtmagingGofGtndividualGlmyloidG’roteinGlggregatesGinGsumanGmiofluidsUGACSa
ChemicalaNeuroscienceSG2016SGbSGZddT[Wa 5.7 75

314 mioenergeticGconsequencesGofG’tyvXGmutationsGinG’arkinsonGdiseaseUGPLoSaONESG2011SGaSGeY]aYY 3.7 75

313 oeGyovoGxutationsGinG’opXWlGnauseGnhildhoodTznsetGnhoreaGwithGmilateralGStriatalGwesionsUG
AmericanaJournalaofaHumanaGeneticsSG2016SGdcSGbaZTbX 11 74

312 xutationsGinGSyXX[GcauseGaGdistinctiveGautosomalTrecessiveGcerebellarGataxiaGandGintellectualG
disabilityGsyndromeUGAmericanaJournalaofaHumanaGeneticsSG2014SGd]SGaXXTYX 11 73
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311
SequencingGofGtheGalphaTsynucleinGgeneGinGaGlargeGseriesGofGcasesGofGfamilialG’arkinsonNsGdiseaseGfailsG
toGrevealGanyGfurtherGmutationsUG₀heGpuropeanGnonsortiumGonGreneticGSusceptibilityGinG’arkinsonNsG
oiseaseGOrS’oPUGHumanaMolecularaGeneticsSG1998SGbSGb]XTZ

5.6 73

310 renomeTwideGassociationGstudieseGtheGkeyGtoGunlockingGneurodegenerationjUGNatureaNeuroscienceSG
2010SGXZSGbcdTd[ 25.5 72

309 reneticGandGclinicalGheterogeneityGinGparoxysmalGkinesigenicGdyskinesiaeGevidenceGforGaGthirdGpvoG
geneUGMovementaDisordersSG2002SGXbSGbXbTY] 7 72

308 yeuroXSGaGfastGandGefficientGgenotypingGplatformGforGinvestigationGofGneurodegenerativeGdiseasesUG
NeurobiologyaofaAgingSG2015SGZaSGXaW]UebTXY 5.6 70

307 reneticGandGfunctionalGcharacterisationGofGtheG’V–GcalciumGchannelGinGepisodicGataxiaGwithGepilepsyUG
JournalaofaPhysiologySG2010SG]ccSGXdW]TXZ 3.9 70

306 reneticGvariabilityGatGtheG’lRvXaGlocusUGEuropeanaJournalaofaHumanaGeneticsSG2010SGXcSGXZ]aTd 5.3 69

305 reneticGmodifiersGofGriskGandGageGatGonsetGinGrmlGassociatedG’arkinsonNsGdiseaseGandGwewyGbodyG
dementiaUGBrainSG2020SGX[ZSGYZ[TY[c 11.2 69

304 RareGindividualGamyloidT˛†GoligomersGactGonGastrocytesGtoGinitiateGneuronalGdamageUGBiochemistrySG
2014SG]ZSGY[[YT]Z 3.2 68

303 syposmiaGinGrYWXdSGwRRvYTrelatedGparkinsonismeGclinicalGandGpathologicGdataUGNeurologySG2008SGbXSGXWYXTa6.5 68

302 ₀heGphenotypicGspectrumGofGoY₀Y[GdueGtoGlyzZGmutationsUGMovementaDisordersSG2014SGYdSGdYcTZ[ 7 67

301
’arkinGisGrecruitedGintoGaggresomesGinGaGstressTspecificGmannereGoverTexpressionGofGparkinGreducesG
aggresomeGformationGbutGcanGbeGdissociatedGfromGparkinNsGeffectGonGneuronalGsurvivalUGHumana
MolecularaGeneticsSG2004SGXZSGXXbTZ]

5.6 67

300 ₀heGtledZxetGmutationGinGtheGubiquitinGcarboxyTterminalThydrolaseTwXGgeneGisGnotGobservedGinG
puropeanGcasesGwithGfamilialG’arkinsonNsGdiseaseUGNeuroscienceaLettersSG1999SGYbWSGXT[ 3.3 67

299 ₀heGroleGofGtheGSnlYGtrinucleotideGrepeatGexpansionGinGcdGautosomalGdominantGcerebellarGataxiaG
familiesUGqrequencySGclinicalGandGgeneticGcorrelatesUGBrainSG1998SGXYXGOG’tGZPSG[]dTab 11.2 66

298 oevelopingGandGvalidatingG’arkinsonNsGdiseaseGsubtypesGandGtheirGmotorGandGcognitiveGprogressionUG
JournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2018SGcdSGXYbdTXYcb 5.5 66

297 ’arkinsonNsGdiseaseGisGnotGassociatedGwithGtheGcombinedG˛–TsynucleinVapolipoproteinGpGsusceptibilityG
genotypeUGAnnalsaofaNeurologySG2001SG[dSGaa]Taac 9.4 64

296 ₀heGgeneticsGofG’arkinsonNsGdiseaseUGCurrentaOpinionainaGeneticsaandaDevelopmentSG2000SGXWSGYdYTc 4.9 64

295 wossTofTfunctionGmutationsGinGRlmZdmGareGassociatedGwithGtypicalGearlyTonsetG’arkinsonGdiseaseUG
Neurology:aGeneticsSG2015SGXSGed 3.8 63

294 lonY]GmutationsGareGanotherGcauseGofGbenignGhereditaryGchoreaUGNeurologySG2015SGc]SGcWTc 6.5 63

(2015-1998)
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293 nellGdeathGpathwaysGinG’arkinsonNsGdiseaseeGroleGofGmitochondriaUGAntioxidantsaandaRedoxaSignalingSG
2009SGXXSGYXZ]T[d 8.4 63

292 lGclinicalSGgeneticGandGbiochemicalGstudyGofGS’rbGmutationsGinGhereditaryGspasticGparaplegiaUGBrainSG
2004SGXYbSGdbZTcW 11.2 63

291 wocalizationGofGtheGgeneGforGdistalGhereditaryGmotorGneuronopathyGαttGOdsxyTαttPGtoGchromosomeG
YqX[UGAmericanaJournalaofaHumanaGeneticsSG2001SGacSGXYbWTa 11 63

290 xolecularGbasisGofG’arkinsonNsGdiseaseUGNeuroReportSG2009SGYWSGX]WTa 1.7 62

289 tdentificationGandGsizingGofGtheGrllGtrinucleotideGrepeatGexpansionGofGqriedreichNsGataxiaGinG]aG
patientsUGnlinicalGandGgeneticGcorrelatesUGBrainSG1997SGXYWGOG’tG[PSGabZTcW 11.2 60

288 xutationsGinGs’nlGcauseGautosomalTrecessiveGprimaryGisolatedGdystoniaUGAmericanaJournalaofa
HumanaGeneticsSG2015SGdaSGa]bTa] 11 59

287 oeletionsGatGYYqXXUYGinGidiopathicG’arkinsonNsGdiseaseeGaGcombinedGanalysisGofGgenomeTwideG
associationGdataUGLancetaNeurologynaTheSG2016SGX]SG]c]Tda 24.1 59

286 oopamineGinducedGneurodegenerationGinGaG’tyvXGmodelGofG’arkinsonNsGdiseaseUGPLoSaONESG2012SGbSGeZb]a[3.7 58

285 xultipleGsclerosisGandGtheGswlToGregioneGlinkageGandGassociationGstudiesUGJournalaofa
NeuroimmunologySG1995SG]cSGXcZTdW 3.5 58

284 SystemicGamyloidGdepositsGinGfamilialGmritishGdementiaUGJournalaofaBiologicalaChemistrySG2001SGYbaSG[ZdWdTX[5.4 57

283 lGmulticenterGstudyGofGmRoYGasGaGriskGfactorGforGjuvenileGmyoclonicGepilepsyUGEpilepsiaSG2007SG[cSGbWaTXY 6.4 56

282 lGnewGfamilyGwithGparoxysmalGexerciseGinducedGdystoniaGandGmigraineeGaGclinicalGandGgeneticGstudyUG
JournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2000SGacSGaWdTX[ 5.5 56

281 qeaturesGofGTassociatedG’arkinsonNsGdiseaseGatGpresentationGinGtheG₁vGstudyUGJournalaofaNeurologyna
NeurosurgeryaandaPsychiatrySG2018SGcdSGbWYTbWd 5.5 55

280 renotypeGandGphenotypeGinG’arkinsonNsGdiseaseeGlessonsGinGheterogeneityGfromGdeepGbrainG
stimulationUGMovementaDisordersSG2013SGYcSGXZbWT] 7 55

279 lutosomalGdominantGcerebellarGataxiaeGSnlYGisGtheGmostGfrequentGmutationGinGeasternGtndiaUG
JournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2004SGb]SG[[cT]Y 5.5 55

278 yeuronhipSGanGupdatedGversionGofGtheGyeuroXGgenotypingGplatformGtoGrapidlyGscreenGforGvariantsG
associatedGwithGneurologicalGdiseasesUGNeurobiologyaofaAgingSG2017SG]bSGY[bUedTY[bUeXZ 5.6 54

277 lonY]TrelatedGmovementGdisorderseGqrequencySGdiseaseGcourseGandGphenotypicGvariabilityGinGaG
cohortGofGpaediatricGpatientsUGParkinsonismaandaRelatedaDisordersSG2017SG[XSGZbT[Z 3.6 54

276 ₀heGcorrelationGbetweenGreadingGandGmathematicsGabilityGatGageGtwelveGhasGaGsubstantialGgeneticG
componentUGNatureaCommunicationsSG2014SG]SG[YW[ 17.4 54
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275 rlucocerebrosidaseGmutationsGinGXWcGneuropathologicallyGconfirmedGcasesGofGmultipleGsystemG
atrophyUGNeurologySG2009SGbYSGXXc]Ta 6.5 54

274 SexTdependentGrearrangementsGresultingGinGnx₀XlGandGsy’’UGNatureaGeneticsSG1997SGXbSGXZaTb 36.3 54

273 xitochondrialGyo]GgeneGvariationGassociatedGwithGencephalomyopathyGandGmitochondrialGl₀’G
consumptionUGJournalaofaBiologicalaChemistrySG2007SGYcYSGZac[]T]Y 5.4 53

272 lssociationGbetweenGaGpolymorphismGofGubiquitinGcarboxyTterminalGhydrolaseGwXGO₁nsTwXPGgeneG
andGsporadicG’arkinsonNsGdiseaseUGParkinsonismaandaRelatedaDisordersSG2000SGaSGXd]TXdb 3.6 53

271 ltaxiaGtelangiectasiaGpresentingGasGdopaTresponsiveGcervicalGdystoniaUGNeurologySG2013SGcXSGXX[cT]X 6.5 52

270 ’tyvSG’lyvSGorG’lRvjGlGcliniciansNGguideGtoGfamilialGparkinsonismUGLancetaNeurologynaTheSG2004SGZSGa]YTaY24.1 52

269 ₁nusualGphenotypesGinGoY₀XGdystoniaeGaGreportGofGfiveGcasesGandGaGreviewGofGtheGliteratureUG
MovementaDisordersSG2003SGXcSGbWaTXX 7 51

268 qrequencyGofGwossGofGqunctionGαariantsGinGwRRvYGinG’arkinsonGoiseaseUGJAMAaNeurologySG2018SGb]SGX[XaTX[YY17.2 50

267 nellGmetabolismGaffectsGselectiveGvulnerabilityGinG’tyvXTassociatedG’arkinsonNsGdiseaseUGJournalaofa
CellaScienceSG2011SGXY[SG[Xd[TYWY 5.3 50

266 reneticGcomorbiditiesGinG’arkinsonNsGdiseaseUGHumanaMolecularaGeneticsSG2014SGYZSGcZXT[X 5.6 49

265 ndzRqbYGexpansionsSGparkinsonismSGandG’arkinsonGdiseaseeGaGclinicopathologicGstudyUGNeurologySG
2013SGcXSGcWcTXX 6.5 49

264 oopaTresponsiveGdystoniaGTTGtheGstoryGsoGfarUGNeuropediatricsSG2002SGZZSGXT] 1.6 49

263 lGfunctionalGpolymorphismGregulatingGdopamineGbetaThydroxylaseGinfluencesGagainstG’arkinsonNsG
diseaseUGAnnalsaofaNeurologySG2004SG]]SG[[ZTa 9.4 48

262 ₀argetingGmitochondrialGdysfunctionGinGneurodegenerativeGdiseaseeG’artGtUGExpertaOpinionaona
TherapeuticaTargetsSG2010SGX[SGZadTc] 6.4 47

261 SixGnovelGconnexinZYGOrumXPGmutationsGinGXTlinkedGnharcotTxarieT₀oothGdiseaseUGJournalaofa
NeurologynaNeurosurgeryaandaPsychiatrySG2002SGbZSGZW[Ta 5.5 47

260 ₀heGpathogenesisGofGdemyelinatingGdiseaseUGProgressainaNeurobiologySG1994SG[ZSGX[ZTbZ 10.9 47

259 lnalysisGofGgenomeTwideGassociationGstudiesGofGllzheimerGdiseaseGandGofG’arkinsonGdiseaseGtoG
determineGifGtheseGYGdiseasesGshareGaGcommonGgeneticGriskUGJAMAaNeurologySG2013SGbWSGXYacTba 17.2 46

258 ₀heGroleGofGinterruptionsGinGpoly–GinGtheGpathologyGofGSnlXUGPLoSaGeneticsSG2013SGdSGeXWWZa[c 6 46

(2013-2009)
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257 nonnexinGZYGpromoterG’YGmutationseGaGmechanismGofGperipheralGnerveGdysfunctionUGAnnalsaofa
NeurologySG2004SG]aSGbZWT[ 9.4 46

256 StrongGassociationGofGaGnovelG₀auGpromoterGhaplotypeGinGprogressiveGsupranuclearGpalsyUG
NeuroscienceaLettersSG2001SGZXXSGX[]Tc 3.3 46

255 ScreeningGforGα’SZ]GmutationsGinG’arkinsonNsGdiseaseUGNeurobiologyaofaAgingSG2012SGZZSGcZcUeXT] 5.6 45

254 xitochondrialGoylGpolymorphismsGinGpathologicallyGprovenG’arkinsonNsGdiseaseUGJournalaofa
NeurologySG1997SGY[[SGYaYT] 5.5 45

253 reneralizedGchoreaGinGtwoGpatientsGharboringGtheGqriedreichNsGataxiaGgeneGtrinucleotideGrepeatG
expansionUGMovementaDisordersSG1998SGXZSGZZdT[W 7 45

252 lssociationGofGxl’₀GhaplotypeTtaggingGSy’sGwithGsporadicG’arkinsonNsGdiseaseUGNeurobiologyaofa
AgingSG2009SGZWSGX[bbTcY 5.6 44

251 sereditaryGsensoryGneuropathyGisGcausedGbyGaGmutationGinGtheGdeltaGsubunitGofGtheGcytosolicG
chaperoninTcontainingGtTcomplexGpeptideTXGOnct[GPGgeneUGHumanaMolecularaGeneticsSG2003SGXYSGXdXbTY] 5.6 44

250 lutosomalGrecessiveSGoY₀YTlikeGprimaryGtorsionGdystoniaeGaGnewGfamilyUGNeurologySG2003SGaXSGXcWXTZ 6.5 44

249 nausesGofG’arkinsonNsGdiseaseeGgeneticsGofGouTXUGCellaandaTissueaResearchSG2004SGZXcSGXc]Tc 4.2 44

248 nsnsoYGandG’arkinsonNsGdiseaseUGLancetaNeurologynaTheSG2015SGX[SGabcTd 24.1 43

247 reneticGcausesGofG’arkinsonNsGdiseaseeG₁nswTXUGCellaandaTissueaResearchSG2004SGZXcSGXcdTd[ 4.2 43

246 ’Rpotn₀T’oeGlnGonlineGapproachGtoGprospectivelyGidentifyGriskGindicatorsGofG’arkinsonNsGdiseaseUG
MovementaDisordersSG2017SGZYSGYXdTYYa 7 42

245 ’arkinsonismGandGnigrostriatalGdysfunctionGareGassociatedGwithGspinocerebellarGataxiaGtypeGaG
OSnlaPUGMovementaDisordersSG2005SGYWSGXXX]Td 7 42

244 ’aroxysmalGdystonicGchoreoathetosiseGclinicalGfeaturesGandGinvestigationGofGpathophysiologyGinGaG
largeGfamilyUGMovementaDisordersSG2000SGX]SGa[cT]b 7 42

243 nervicalGdystoniaGisGassociatedGwithGaGpolymorphismGinGtheGdopamineGOo]PGreceptorGgeneUGJournalaofa
NeurologynaNeurosurgeryaandaPsychiatrySG2001SGbXSGYaYT[ 5.5 41

242 ₀heGendocyticGmembraneGtraffickingGpathwayGplaysGaGmajorGroleGinGtheGriskGofG’arkinsonNsGdiseaseUG
MovementaDisordersSG2019SGZ[SG[aWT[ac 7 40

241 ldditionalGrareGvariantGanalysisGinG’arkinsonNsGdiseaseGcasesGwithGandGwithoutGknownGpathogenicG
mutationseGevidenceGforGoligogenicGinheritanceUGHumanaMolecularaGeneticsSG2016SGY]SG][cZT][cd 5.6 40

240 qineTmappingSGgeneGexpressionGandGsplicingGanalysisGofGtheGdiseaseGassociatedGwRRvYGlocusUGPLoSa
ONESG2013SGcSGebWbY[ 3.7 40
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239 ltaxinTbGaggregationGandGubiquitinationGinGinfantileGSnlbGwithGXcWGnlrGrepeatsUGAnnalsaofa
NeurologySG2004SG]aSG[[cT]Y 9.4 39

238
lutosomalTrecessiveGcerebellarGataxiaGcausedGbyGaGnovelGlonvZGmutationGthatGelongatesGtheG
proteineGclinicalSGgeneticGandGbiochemicalGcharacterisationUGJournalaofaNeurologynaNeurosurgeryaanda
PsychiatrySG2014SGc]SG[dZTc

5.5 38

237 yeuropathologyGofGprimaryGadultTonsetGdystoniaUGNeurologySG2008SGbWSGad]Td 6.5 38

236 ₀heGalphaTsynucleinGgeneGinGmultipleGsystemGatrophyUGJournalaofaNeurologynaNeurosurgeryaanda
PsychiatrySG2006SGbbSG[a[Tb 5.5 38

235 renomeTwideGanalysisGofGtheGparkinsonismTdementiaGcomplexGofGruamUGArchivesaofaNeurologySG2004
SGaXSGXccdTdb 38

234 SwnY]l[aGmutationsGunderlieGprogressiveGmyoclonicGataxiaGwithGopticGatrophyGandGneuropathyUG
MovementaDisordersSG2016SGZXSGXY[dT]X 7 37

233 wRRvYGexpressionGinGidiopathicGandGrYWXdSGpositiveG’arkinsonNsGdiseaseGsubjectseGaGmorphologicalG
andGquantitativeGstudyUGNeuropathologyaandaAppliedaNeurobiologySG2011SGZbSGbbbTdW 5.2 37

232 ₀argetingGmitochondrialGdysfunctionGinGneurodegenerativeGdiseaseeG’artGttUGExpertaOpinionaona
TherapeuticaTargetsSG2010SGX[SG[dbT]XX 6.4 37

231 oejerineTSottasGneuropathyGandG’x’YYGpointGmutationseGaGnewGbaseGpairGsubstitutionGandGaG
possibleGIhotGspotIGonGSerbYUGAnnalsaofaNeurologySG1998SG[ZSGacWTZ 9.4 37

230 SynphilinTXGandGparkinGshowGoverlappingGexpressionGpatternsGinGhumanGbrainGandGformGaggresomesG
inGresponseGtoGproteasomalGinhibitionUGNeurobiologyaofaDiseaseSG2005SGYWSG[WXTXX 7.5 37

229 wRRvYGactivationGcontrolsGtheGrepairGofGdamagedGendomembranesGinGmacrophagesUGEMBOaJournalSG
2020SGZdSGeXW[[d[ 13 37

228 lGgenomeTwideGassociationGanalysisGofGaGbroadGpsychosisGphenotypeGidentifiesGthreeGlociGforGfurtherG
investigationUGBiologicalaPsychiatrySG2014SGb]SGZcaTdb 7.9 36

227 yigrostriatalGdysfunctionGinGhomozygousGandGheterozygousGparkinGgeneGcarrierseGanGXcqTdopaG’p₀G
progressionGstudyUGMovementaDisordersSG2009SGY[SGYYaWTa 7 36

226 renomeTwideGscanGlinkageGanalysisGforG’arkinsonNsGdiseaseeGtheGpuropeanGgeneticGstudyGofG
’arkinsonNsGdiseaseUGJournalaofaMedicalaGeneticsSG2004SG[XSGdWWTb 5.8 36

225 pquatingGscoresGofGtheG₁niversityGofG’ennsylvaniaGSmellGtdentificationG₀estGandGSniffinNGSticksGtestGinG
patientsGwithG’arkinsonNsGdiseaseUGParkinsonismaandaRelatedaDisordersSG2016SGZZSGdaTXWX 3.6 36

224 reneticGanalysisGofGxendelianGmutationsGinGaGlargeG₁vGpopulationTbasedG’arkinsonNsGdiseaseGstudyUG
BrainSG2019SGX[YSGYcYcTYc[[ 11.2 35

223 reneticGaspectsGofG’arkinsonNsGdiseaseUGMovementaDisordersSG1998SGXZSGYWZTXX 7 35

222 ₀heGtauGlocusGisGnotGsignificantlyGassociatedGwithGpathologicallyGconfirmedGsporadicG’arkinsonNsG
diseaseUGNeuroscienceaLettersSG2002SGZZWSGYWXTZ 3.3 35

(2002-2004)

15



221 syperexcitableGsubstantiaGnigraGdopamineGneuronsGinG’tyvXTGandGstrlYVzmiTdeficientGmiceUG
JournalaofaNeurophysiologySG2010SGXW[SGZWWdTYW 3.2 34

220 oifferentialGouTXGgeneGexpressionGinG’arkinsonNsGdiseaseUGNeurobiologyaofaDiseaseSG2009SGZaSGZdZT[WW 7.5 34

219 xouseGmodelsGforGneurologicalGdiseaseUGLancetaNeurologynaTheSG2002SGXSGYX]TY[ 24.1 34

218 qamilialGadultGonsetGofGvrabbeNsGdiseaseGresemblingGhereditaryGspasticGparaplegiaGwithGnormalG
neuroimagingUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2002SGbYSGaZ]Tc 5.5 34

217 yeurofibrillaryGtangleGparkinsonianGdisordersTTtauGpathologyGandGtauGgeneticsUGMovementaDisordersSG
1999SGX[SGbZXTa 7 34

216 XWWSWWWGrenomesG’ilotGonGRareToiseaseGoiagnosisGinGsealthGnareGTG’reliminaryGReportUGNewaEnglanda
JournalaofaMedicineSG2021SGZc]SGXcacTXccW 59.2 34

215 StudyGofGtheGgeneticGvariabilityGinGaG’arkinsonNsGoiseaseGgeneeGptq[rXUGNeuroscienceaLettersSG2012SG
]XcSGXdTYY 3.3 33

214 wossTofTqunctionGαariantsGinGsz’SGnomplexGrenesGα’SXaGandGα’S[XGnauseGparlyGznsetGoystoniaG
lssociatedGwithGwysosomalGlbnormalitiesUGAnnalsaofaNeurologySG2020SGccSGcabTcbb 9.4 33

213 ’tyvXGdeficiencyGinG˛†TcellsGincreasesGbasalGinsulinGsecretionGandGimprovesGglucoseGtoleranceGinGmiceUG
OpenaBiologySG2014SG[SGX[WW]X 7 32

212 xyoclonusTdystoniaGsyndromeGdueGtoGtyrosineGhydroxylaseGdeficiencyUGNeurologySG2012SGbdSG[Z]T[X 6.5 32

211 ₀heGgeneGresponsibleGforG’lRvaG’arkinsonNsGdiseaseSG’tyvXSGdoesGnotGinfluenceGcommonGformsGofG
parkinsonismUGAnnalsaofaNeurologySG2004SG]aSGZYdTZ] 9.4 32

210 ₀heGsepiapterinGreductaseGgeneGregionGrevealsGassociationGinGtheG’lRvZGlocuseGanalysisGofGfamilialG
andGsporadicG’arkinsonNsGdiseaseGinGpuropeanGpopulationsUGJournalaofaMedicalaGeneticsSG2006SG[ZSG]]bTaY 5.8 32

209 oetailedGgenotypingGdemonstratesGassociationGbetweenGtheGslowGacetylatorGgenotypeGforG
yTacetyltransferaseGYGOyl₀YPGandGfamilialG’arkinsonNsGdiseaseUGMovementaDisordersSG2000SGX]SGZWT] 7 32

208 ₀rackingG’arkinsonNseGStudyGoesignGandGmaselineG’atientGoataUGJournalaofaParkinsonhsaDiseaseSG2015SG
]SGd[bT]d 5.3 31

207 nharacterisationGofGaGnovelGyR[lYGmutationGinG’arkinsonNsGdiseaseGbrainUGNeuroscienceaLettersSG2009
SG[]bSGb]Td 3.3 31

206 ’artialGepilepsyGwithGpericentralGspikeseGaGnewGfamilialGepilepsyGsyndromeGwithGevidenceGforGlinkageG
toGchromosomeG[pX]UGAnnalsaofaNeurologySG2002SG]XSGb[WTd 9.4 31

205 tmmunologicalGstudyGofGhereditaryGmotorGandGsensoryGneuropathyGtypeGXaGOsxSyXaPUGJournalaofa
NeurologynaNeurosurgeryaandaPsychiatrySG2002SGbYSGYZWT] 5.5 31

204 ’olymorphismGinGaGlincRylGlssociatesGwithGaGooubledGRiskGofG’neumococcalGmacteremiaGinGvenyanG
nhildrenUGAmericanaJournalaofaHumanaGeneticsSG2016SGdcSGXWdYTXXWW 11 30
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203 strlYGdeficiencyGcausesGmitochondrialGuncouplingGthroughGtheGqâ��qâ��Tl₀’GsynthaseGandGconsequentG
l₀’GdepletionUGCellaDeathaandaDiseaseSG2012SGZSGeZZ] 9.8 30

202 xolecularGgeneticGpathwaysGinG’arkinsonNsGdiseaseeGaGreviewUGClinicalaScienceSG2005SGXWdSGZ]]Ta[ 6.5 30

201 ’henotypicGvariationGofGaGnewG’WGmutationGinGgeneticallyGidenticalGtwinsUGJournalaofaNeurologySG1999
SGY[aSG]daTd 5.5 30

200 SusceptibilityGtoGmultipleGsclerosisGandGtheGimmunoglobulinGheavyGchainGvariableGregionUGJournalaofa
NeurologySG1995SGY[YSGabbTcY 5.5 30

199 xultipleGsclerosisGinGtheGnambridgeGhealthGdistrictGofGeastGlngliaUGJournalaofaNeurologyna
NeurosurgeryaandaPsychiatrySG1992SG]]SGcbbTcY 5.5 30

198
nharacterizationGofGtheGclinicalGandGimmunologicGphenotypeGandGmanagementGofGX]bGindividualsG
withG]aGdistinctGheterozygousGyqvmXGmutationsUGJournalaofaAllergyaandaClinicalaImmunologySG2020SG
X[aSGdWXTdXX

11.5 29

197 xendelianGrandomizationGstudyGshowsGnoGcausalGrelationshipGbetweenGcirculatingGurateGlevelsGandG
’arkinsonNsGdiseaseUGAnnalsaofaNeurologySG2018SGc[SGXdXTXdd 9.4 29

196 ₀heG’arkinsonNsGoiseaseGxendelianGRandomizationGResearchG’ortalUGMovementaDisordersSG2019SGZ[SGXca[TXcbY7 29

195 nathepsinGoGdeficiencyGcausesGjuvenileTonsetGataxiaGandGdistinctiveGmuscleGpathologyUGNeurologySG
2014SGcZSGXcbZT] 6.5 29

194 pxomeGsequencingGinGanGSnlX[GfamilyGdemonstratesGitsGutilityGinGdiagnosingGheterogeneousG
diseasesUGNeurologySG2012SGbdSGXYbTZX 6.5 29

193
oetectionGofGnovelGmutationsGandGreviewGofGpublishedGdataGsuggestsGthatGhereditaryGspasticG
paraplegiaGcausedGbyGspastinGOS’lS₀PGmutationsGisGfoundGmoreGoftenGinGmalesUGJournalaofathea
NeurologicalaSciencesSG2011SGZWaSGaYT]

3.2 29

192 ’aroxysmalGdystonicGchoreoathetosisUGreneticGlinkageGstudiesGinGaGmritishGfamilyUGBrainSG1997SGXYWGOG
’tGXYPSGYXY]TZW 11.2 29

191 wargeTscaleGpathwaysTbasedGassociationGstudyGinGamyotrophicGlateralGsclerosisUGBrainSG2007SGXZWSGYYdYTZWX11.2 29

190 reneticsGofGmovementGdisordersGandGataxiaUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG
2002SGbZGSupplGYSGttYYTa 5.5 29

189 ₁seGofGsupportGvectorGmachinesGforGdiseaseGriskGpredictionGinGgenomeTwideGassociationGstudieseG
concernsGandGopportunitiesUGHumanaMutationSG2012SGZZSGXbWcTXc 4.7 28

188 ’hosphorylationGofGstrlYGbyGcyclinTdependentGkinaseT]GisGimportantGforGmitochondrialGfunctionUG
CellaDeathaandaDifferentiationSG2012SGXdSGY]bTaa 12.7 28

187 llternativeGionGchannelGsplicingGinGmesialGtemporalGlobeGepilepsyGandGllzheimerNsGdiseaseUGGenomea
BiologySG2007SGcSGRZY 18.3 28

186 SlowlyGprogressiveGcerebellarGataxiaGandGcervicalGdystoniaeGclinicalGpresentationGofGaGnewGformGofG
spinocerebellarGataxiajUGMovementaDisordersSG2003SGXcSGYWWTa 7 28

(2003-2012)
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185 ’enetranceGofG’arkinsonNsGoiseaseGinGwRRvYGpUrYWXdSGnarriersGtsGxodifiedGbyGaG’olygenicGRiskG
ScoreUGMovementaDisordersSG2020SGZ]SGbb[TbcW 7 27

184 ₀heGgeneticGassociationsGofGacuteGanteriorGuveitisGandGtheirGoverlapGwithGtheGgeneticsGofGankylosingG
spondylitisUGGenesaandaImmunitySG2016SGXbSG[aT]X 4.4 27

183 ’artialGlossTofTfunctionGofGsodiumGchannelGSnyclGinGfamilialGisolatedGmyoclonusUGHumanaMutationSG
2018SGZdSGda]Tdad 4.7 27

182 yoGmajorGroleGofGcommonGSαYlGvariationGforGpredispositionGorGlevetiracetamGresponseGinGepilepsyUG
EpilepsyaResearchSG2009SGcZSG[[T]X 3 27

181 yonmotorGsymptomsGinG’arkinGgeneTrelatedGparkinsonismUGMovementaDisordersSG2010SGY]SGXYbdTc[ 7 27

180 oepletionGofGmitochondrialGoylGbyGddnGinGuntransformedGhumanGcellGlinesUGSomaticaCellaanda
MolecularaGeneticsSG1997SGYZSGYcbTdW 27

179 qamilialGdopaTresponsiveGcervicalGdystoniaUGNeurologySG2006SGaaSG]ddTaWX 6.5 27

178 ’lRvaGisGaGcommonGcauseGofGfamilialGparkinsonismUGNeurologicalaSciencesSG2002SGYZGSupplGYSGSXXbTc 3.5 27

177 renomeTβideGlssociationGStudiesGofGnognitiveGandGxotorG’rogressionGinG’arkinsonNsGoiseaseUG
MovementaDisordersSG2021SGZaSG[Y[T[ZZ 7 27

176 pffectsGofGageGandGxlzlGgenotypeGonGtheGneuralGprocessingGofGsocialGrejectionUGGenesnaBrainaanda
BehaviorSG2010SGdSGaYcTZb 3.6 26

175 rumXGgeneGmutationsGinGsuspectedGinflammatoryGdemyelinatingGneuropathiesGnotGrespondingGtoG
treatmentUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2009SGcWSGaddTbWW 5.5 26

174 ’arkinGdiseaseGinGaGmrazilianGkindredeGxanifestingGheterozygotesGandGclinicalGfollowTupGoverGXWG
yearsUGMovementaDisordersSG2005SGYWSG[bdT[c[ 7 26

173
nhromosomeGXZGdementiaGsyndromesGasGmodelsGofGneurodegenerationUGAmyloid:atheaInternationala
JournalaofaExperimentalaandaClinicalaInvestigation:atheaOfficialaJournalaofatheaInternationalaSocietyaofa
AmyloidosisSG2001SGcSGYbbTc[

2.7 26

172 xutationsGinGyvXaTYGnauseG’rogressiveGSpasticGltaxiaGandGsypomyelinationUGAmericanaJournalaofa
HumanaGeneticsSG2017SGXWWSGdadTdbb 11 25

171 ₀ypicalGfeaturesGofG’arkinsonGdiseaseGandGdiagnosticGchallengesGwithGmicrodeletionGYYqXXUYUG
NeurologySG2018SGdWSGeYW]dTeYWab 6.5 25

170 SusceptibilityGlociGforGpigmentationGandGmelanomaGinGrelationGtoG’arkinsonNsGdiseaseUGNeurobiologya
ofaAgingSG2014SGZ]SGX]XYUe]TX]XYUeXW 5.6 25

169 nlinicalGheterogeneityGandGgenotypeTphenotypeGcorrelationsGinGhereditaryGspasticGparaplegiaG
becauseGofGSpatacsinGmutationsGOS’rXXPUGEuropeanaJournalaofaNeurologySG2008SGX]SGXWa]TbW 6 25

168 xotorGcorticalGphysiologyGinGpatientsGandGasymptomaticGcarriersGofGparkinGgeneGmutationsUG
MovementaDisordersSG2008SGYZSGXcXYTd 7 25
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167 lpolipoproteinGp[GisGprobablyGresponsibleGforGtheGchromosomeGXdGlinkageGpeakGforG’arkinsonNsG
diseaseUGAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsSG2005SGXZamSGbYT[ 3.5 25

166 renomeTwideGassociationGstudyGofGintraocularGpressureGidentifiesGtheGrwnntXVtnlXGregionGasGaG
glaucomaGsusceptibilityGlocusUGHumanaMolecularaGeneticsSG2013SGYYSG[a]ZTaW 5.6 24

165 tnsufficientGevidenceGforGpathogenicityGofGSynlGsis]WrlnGOs]W–PGinG’arkinsonNsGdiseaseUG
NeurobiologyaofaAgingSG2018SGa[SGX]dUe]TX]dUec 5.6 23

164 ₀remorTataxiaGwithGcentralGhypomyelinationGO₀lnsPeGdystoniaGasGaGnewGclinicalGfeatureUGMovementa
DisordersSG2012SGYbSGXcYdTZW 7 23

163 pxpressionGofGmRtYGmRylGandGproteinGinGnormalGhumanGbrainGandGfamilialGmritishGdementiaeGitsG
relevanceGtoGtheGpathogenesisGofGdiseaseUGNeuropathologyaandaAppliedaNeurobiologySG2008SGZ[SG[dYT]W] 5.2 23

162 norticobasalGdegenerationGsyndromeGwithGbasalGgangliaGcalcificationeGqahrNsGdiseaseGasGaG
corticobasalGlookTalikejUGMovementaDisordersSG2002SGXbSG]aZTb 7 23

161 yoGlinkageGorGassociationGbetweenGmultipleGsclerosisGandGtheGmyelinGbasicGproteinGgeneGinGaffectedG
siblingGpairsUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG1994SG]bSGXXdXT[ 5.5 23

160 tnGvivoGassessmentGofGbrainGmonoamineGsystemsGinGparkinGgeneGcarrierseGaG’p₀GstudyUGExperimentala
NeurologySG2010SGYYYSGXYWT[ 5.7 22

159 xitochondriaGinG’arkinsonGdiseaseeGbackGinGfashionGwithGaGlittleGhelpGfromGgeneticsUGArchivesaofa
NeurologySG2006SGaZSGa[dT][ 22

158 lGpharmacogeneticGexplorationGofGvigabatrinTinducedGvisualGfieldGconstrictionUGEpilepsyaResearchSG
2006SGbWSGX[[T]Y 3 22

157 βhatGhaveG’tyvXGandGstrlYGgenesGtoldGusGaboutGtheGroleGofGmitochondriaGinG’arkinsonNsGdiseasejUG
AnnalsaofatheaNewaYorkaAcademyaofaSciencesSG2008SGXX[bSGZWTa 6.5 21

156 ’lRvXXGisGnotGlinkedGwithG’arkinsonNsGdiseaseGinGpuropeanGfamiliesUGEuropeanaJournalaofaHumana
GeneticsSG2005SGXZSGXdZTb 5.3 21

155 pffectGofGlpopGandGtauGonGageGofGonsetGofGprogressiveGsupranuclearGpalsyGandGmultipleGsystemG
atrophyUGNeuroscienceaLettersSG2001SGZXYSGXXcTYW 3.3 21

154 seterogeneityGinGclinicalGfeaturesGandGdiseaseGseverityGinGataxiaTassociatedGSYypXGmutationsUG
JournalaofaNeurologySG2016SGYaZSGX]WZTXW 5.5 21

153 zlfactionGinG’arkinGsingleGandGcompoundGheterozygotesGinGaGcohortGofGyoungGonsetG’arkinsonNsG
diseaseGpatientsUGActaaNeurologicaaScandinavicaSG2016SGXZ[SGYbXTa 3.8 20

152 ₀heGroleGofGtheGmitochondrialGynXGinGtheGmechanismGofGneurodegenerationGinG’arkinsonNsGdiseaseUG
AdvancesainaExperimentalaMedicineaandaBiologySG2013SGdaXSGY[XTd 3.6 20

151 yonsyndromicG’arkinsonGdiseaseGinGaGfamilyGwithGautosomalGdominantGopticGatrophyGdueGtoG
mutationsUGNeurology:aGeneticsSG2017SGZSGeXcc 3.8 20

150 ₀auGactsGasGanGindependentGgeneticGriskGfactorGinGpathologicallyGprovenG’oUGNeurobiologyaofaAgingSG
2012SGZZSGcZcUebTXX 5.6 20

(2012-2005)

19



149 ₀heGhumanGhomologueGofGtheGweaverGmouseGgeneGinGfamilialGandGsporadicG’arkinsonNsGdiseaseUG
NeuroscienceSG1996SGbYSGcbbTd 3.9 20

148 oystoniaGgenesGfunctionallyGconvergeGinGspecificGneuronsGandGshareGneurobiologyGwithGpsychiatricG
disordersUGBrainSG2020SGX[ZSGYbbXTYbcb 11.2 20

147 ₀heGnlnylXmGRXZcdsGvariantGisGnotGassociatedGwithGmyoclonusTdystoniaGinGaGlargeGpuropeanG
multicentricGcohortUGHumanaMolecularaGeneticsSG2015SGY[SG]ZYaTd 5.6 19

146 lwSYGmutationseGjuvenileGamyotrophicGlateralGsclerosisGandGgeneralizedGdystoniaUGNeurologySG2014SG
cYSGXWa]Tb 6.5 19

145 nommonGandGrareGvariantGassociationGanalysesGinGamyotrophicGlateralGsclerosisGidentifyGX]GriskGlociG
withGdistinctGgeneticGarchitecturesGandGneuronTspecificGbiologyUGNatureaGeneticsSG2021SG]ZSGXaZaTXa[c 36.3 19

144
StatinsGareGunderusedGinGrecentTonsetG’arkinsonNsGdiseaseGwithGincreasedGvascularGriskeGfindingsG
fromGtheG₁vG₀rackingG’arkinsonNsGandGzxfordG’arkinsonNsGoiseaseGnentreGOz’onPGdiscoveryGcohortsUG
JournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2016SGcbSGXXcZTXXdW

5.5 19

143 ₀heGreneticGlrchitectureGofG’arkinsonGoiseaseGinGSpaineGnharacterizingG’opulationTSpecificGRiskSG
oifferentialGsaplotypeGStructuresSGandG’rovidingGptiologicGtnsightUGMovementaDisordersSG2019SGZ[SGXc]XTXcaZ7 18

142 ’oXvGmutationsGcauseGpolyneuropathyGresponsiveGtoGpyridoxalG]NTphosphateGsupplementationUG
AnnalsaofaNeurologySG2019SGcaSGYY]TY[W 9.4 18

141 lnalysisGofG’arkinsonNsGdiseaseGbrainTderivedGoylGforGalphaTsynucleinGcodingGsomaticGmutationsUG
MovementaDisordersSG2014SGYdSGXWaWT[ 7 18

140 lutonomicGoysfunctionGinGparlyG’arkinsonNsGoiseaseeGResultsGfromGtheG₁nitedGvingdomG₀rackingG
’arkinsonNsGStudyUGMovementaDisordersaClinicalaPracticeSG2017SG[SG]WdT]Xa 2.2 18

139 ltypicalGparkinsonismGwithGapraxiaGandGsupranuclearGgazeGabnormalitiesGinGtypeGXGraucherGdiseaseUG
pxpandingGtheGspectrumeGcaseGreportGandGliteratureGreviewUGMovementaDisordersSG2010SGY]SGX]WaTd 7 18

138 ’raderTβilliGandGlngelmanGsyndromeseGupdateGonGgeneticGmechanismsGandGdiagnosticGcomplexitiesUG
CurrentaOpinionainaNeurologySG1999SGXYSGX[dT][ 7.1 18

137 ₀heGr₀’TcyclohydrolaseGtGgeneGinGatypicalGparkinsonianGpatientseGaGclinicoTgeneticGstudyUGJournalaofa
theaNeurologicalaSciencesSG1996SGX[XSGYbTZY 3.2 18

136 ₀runcatingGmutationsGinGpatientsGareGassociatedGwithGaGhighGrateGofGpsychiatricGcomorbiditiesGinG
hereditaryGspasticGparaplegiaUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2017SGccSGacXTacb 5.5 18

135 nooperativeGgenomeTwideGanalysisGshowsGincreasedGhomozygosityGinGearlyGonsetG’arkinsonNsG
diseaseUGPLoSaONESG2012SGbSGeYcbcb 3.7 18

134 yeuronalGintranuclearGinclusionGdiseaseGisGgeneticallyGheterogeneousUGAnnalsaofaClinicalaanda
TranslationalaNeurologySG2020SGbSGXbXaTXbY] 5.3 18

133 αariationGinGRecentGznsetG’arkinsonNsGoiseaseeGtmplicationsGforG’rodromalGoetectionUGJournalaofa
ParkinsonhsaDiseaseSG2016SGaSGYcdTZWW 5.3 18

132 ’opXWlGandGlonY]GmutationsGlinkedGtoGmolecularGandGmicrostructuralGbasalGgangliaGpathologyUG
MovementaDisordersSG2018SGZZSGXdaXTXda] 7 18

Nicholas W. Wood

20



131 renotypeTphenotypeGcorrelationsSGdystoniaGandGdiseaseGprogressionGinGspinocerebellarGataxiaGtypeG
X[UGMovementaDisordersSG2018SGZZSGXXXdTXXYd 7 17

130 nlinicalGandGgeneticGanalysisGofGspinocerebellarGataxiaGtypeGXXUGCerebellumSG2008SGbSGX]dTa[ 4.3 17

129 yigralGdegenerationGandGstriatalGdopaminergicGdysfunctionGinGidiopathicGandG’arkinTlinkedG
’arkinsonNsGdiseaseUGMovementaDisordersSG2006SGYXSGYddTZW] 7 17

128 yoGpathogenicGmutationsGinGtheGsynphilinTXGgeneGinG’arkinsonNsGdiseaseUGNeuroscienceaLettersSG2001SG
ZWbSGXY]Tb 3.3 17

127 tdentificationGofGnandidateG’arkinsonGoiseaseGrenesGbyGtntegratingGrenomeTβideGlssociationG
StudySGpxpressionSGandGppigeneticGoataGSetsUGJAMAaNeurologySG2021SGbcSG[a[T[bY 17.2 17

126 StratificationGofGcandidateGgenesGforG’arkinsonNsGdiseaseGusingGweightedGproteinTproteinG
interactionGnetworkGanalysisUGBMCaGenomicsSG2018SGXdSG[]Y 4.5 17

125 reneticGassociationGstudiesGofGcomplexGneurologicalGdiseasesUGJournalaofaNeurologynaNeurosurgerya
andaPsychiatrySG2006SGbbSGXZWYT[ 5.5 16

124 pxaminingGtheGroleGofGcommonGgeneticGvariationGinGtheGgammaYGsubunitGofGtheGrlmlOlPGreceptorGinG
epilepsyGusingGtaggingGSy’sUGEpilepsyaResearchSG2006SGbWSGYYdTZc 3 16

123 ReductionGinGendogenousGparkinGlevelsGrendersGglialGcellsGsensitiveGtoGbothGcaspaseTdependentGandG
caspaseTindependentGcellGdeathUGEuropeanaJournalaofaNeuroscienceSG2004SGYWSGYWZcT[c 3.5 16

122 xitochondrialGoylGpointGmutationG₀dXbanGinGweighGsyndromeUGJournalaofaChildaNeurologySG2000SGX]SGcZWTZ2.5 16

121 nlinicalSGneuropathologicalSGandGgeneticGcharacterizationGofGS₀₁mXGvariantsGinGcerebellarGataxiaseGaG
frequentGcauseGofGpredominantGcognitiveGimpairmentUGGeneticsainaMedicineSG2020SGYYSGXc]XTXcaY 8.1 16

120 xigraineGwithGauraGasGtheGpredominantGphenotypeGinGaGfamilyGwithGaG’RR₀YGmutationUGJournalaofa
NeurologySG2013SGYaWSGa]aTaW 5.5 15

119 reneticGscreeningGofGrreekGpatientsGwithGsuntingtonâ��sGdiseaseGphenocopiesGidentifiesGanGSnlcG
expansionUGJournalaofaNeurologySG2012SGY]dSGXcb[Tc 5.5 15

118 ₀heGsyndromeGofGOpredominantlyGcervicalPGdystoniaGandGcerebellarGataxiaeGnewGcasesGindicateGaG
distinctGbutGheterogeneousGentityUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2007SGbcSGbb[T] 5.5 15

117 ₁nswTXGgeneGinGmultipleGsystemGatrophyeGaGhaplotypeGtaggingGapproachUGMovementaDisordersSG2005SG
YWSGXZZcT[Z 7 15

116 tdentificationGofGaGnovelGprimaryGtorsionGdystoniaGlocusGOoY₀XZPGonGchromosomeGXpZaGinGanGttalianG
familyGwithGcranialTcervicalGorGupperGlimbGonsetUGNeurologicalaSciencesSG2001SGYYSGd]Ta 3.5 15

115 tntrafamilialGphenotypicGvariabilityGinGqriedreichGataxiaGassociatedGwithGaGrXZWαGmutationGinGtheG
qRolGgeneUGArchivesaofaNeurologySG2002SG]dSGYdaTZWW 15

114 reneticGriskGfactorsGinG’arkinsonNsGdiseaseUGAnnalsaofaNeurologySG1998SG[[SGS]cTaY 9.4 15

(1998-2018)
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113 xutationsGinGXRnnXGcauseGcerebellarGataxiaGandGperipheralGneuropathyUGJournalaofaNeurologyna
NeurosurgeryaandaPsychiatrySG2018SGcdSGXYZWTXYZY 5.5 14

112 tsGtheGxnXRGvariantGpURXaWβGassociatedGwithG’arkinsonNsjUGAnnalsaofaNeurologySG2016SGbdSGX]dTaX 9.4 14

111 pvidenceGforGpreGandGpostsynapticGnigrostriatalGdysfunctionGinGtheGfragileGXGtremorTataxiaG
syndromeUGMovementaDisordersSG2009SGY[SGXY[]Tb 7 14

110 yR[lYGgeneticGvariationGinGsporadicG’arkinsonNsGdiseaseeGaGgenewideGapproachUGMovementaDisorders
SG2006SGYXSGXdaWTZ 7 14

109 xutationsGinGtheGgeneGencodingGhumanGpersynGareGnotGassociatedGwithGamyotrophicGlateralGsclerosisG
orGfamilialG’arkinsonNsGdiseaseUGNeuroscienceaLettersSG1999SGYb[SGYXT[ 3.3 14

108 ₀heGgeneticsGofG’arkinsonNsGdiseaseUGCurrentaOpinionainaNeurologySG1999SGXYSG[YbTZY 7.1 14

107 wR’XWGinG˛–TsynucleinopathiesUGLancetaNeurologynaTheSG2018SGXbSGXWZY 24.1 14

106 RqnXGtntronicGRepeatGpxpansionsGlbsentGinG’athologicallyGnonfirmedGxultipleGSystemsGltrophyUG
MovementaDisordersSG2020SGZ]SGXYbbTXYbd 7 13

105 ’olygenicGriskGofGischemicGstrokeGisGassociatedGwithGcognitiveGabilityUGNeurologySG2016SGcaSGaXXTc 6.5 13

104 lssessmentGofG’arkinsonNsGdiseaseGriskGlociGinGrreeceUGNeurobiologyaofaAgingSG2014SGZ]SG[[YUedT[[YUeXa 5.6 12

103 ₀heGfrequencyGofGspinocerebellarGataxiaGtypeGYZGinGaG₁vGpopulationUGJournalaofaNeurologySG2013SG
YaWSGc]aTd 5.5 12

102 reneticGandGnlinicalGseterogeneityGinG₀hirteenGyewGnasesGwithGlceruloplasminemiaUGltypicalG
lnemiaGasGaGnlueGforGanGparlyGoiagnosisUGInternationalaJournalaofaMolecularaSciencesSG2020SGYXSG 6.3 11

101 pstablishingGtheGroleGofGrareGcodingGvariantsGinGknownG’arkinsonNsGdiseaseGriskGlociUGNeurobiologyaofa
AgingSG2017SG]dSGYYWUeXXTYYWUeXc 5.6 11

100 ’reliminaryGinvestigationGofGtheGinfluenceGofGdopamineGregulatingGgenesGonGsocialGworkingGmemoryUG
SocialaNeuroscienceSG2014SGdSG[ZbT]X 2 11

99
pndothelialSGsympatheticSGandGcardiacGfunctionGinGinheritedG
OaRPTwTerythroT]SaSbScTtetrahydroTwTbiopterinGdeficiencyUGCirculation:aCardiovascularaGeneticsSG2010SG
ZSG]XZTYY

11

98 xutationGanalysisGofGtheGsodiumVhydrogenGexchangerGgeneGOysp]PGinGfamilialGparoxysmalG
kinesigenicGdyskinesiaUGJournalaofaNeuralaTransmissionSG2002SGXWdSGXXcdTd[ 4.3 11

97 yoGlinkageGbetweenGmultipleGsclerosisGandGtheG₀GcellGreceptorGalphaGchainGlocusUGJournalaofathea
NeurologicalaSciencesSG1994SGXY[SGZYTb 3.2 11

96 wateTonsetGwaforaGdiseaseGwithGprominentGparkinsonismGdueGtoGaGrareGmutationGinGp’xYlUG
Neurology:aGeneticsSG2016SGYSGeXWX 3.8 11
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95 wowG’revalenceGofGyz₀nsYywnGrrnGRepeatGpxpansionGinGβhiteG’atientsGwithGxovementG
oisordersUGMovementaDisordersSG2021SGZaSGY]XTY]] 7 11

94 TrelatedGataxiaGisGaGmimicGofGearlyGmultipleGsystemGatrophyUGJournalaofaNeurologynaNeurosurgeryaanda
PsychiatrySG2021SG 5.5 11

93 nomplexityGofGtheGreneticsGandGnlinicalG’resentationGofGSpinocerebellarGltaxiaGXbUGFrontiersaina
CellularaNeuroscienceSG2018SGXYSG[Yd 6.1 11

92 renomeTβideGlssociationGStudyGtdentifiesGRiskGwociGforGnlusterGseadacheUGAnnalsaofaNeurologySG
2021SGdWSGXdZTYWY 9.4 11

91 wTdopaGresponsivenessGinGearlyG’arkinsonNsGdiseaseGisGassociatedGwithGtheGrateGofGmotorGprogressionUG
ParkinsonismaandaRelatedaDisordersSG2019SGa]SG]]TaX 3.6 10

90 tnfluenceGofGnzx₀GgenotypeGandGaffectiveGdistractorsGonGtheGprocessingGofGselfTgeneratedGthoughtUG
SocialaCognitiveaandaAffectiveaNeuroscienceSG2015SGXWSGbbbTcY 4 10

89 ldvancesGinGtheGreneticsGofG’arkinsonNsGoiseaseeGlGruideGforGtheGnlinicianUGMovementaDisordersa
ClinicalaPracticeSG2014SGXSGZTXZ 2.2 10

88 xutationalGanalysisGofGparkinGandG’tyvXGinGmultipleGsystemGatrophyUGNeurobiologyaofaAgingSG2011SG
ZYSG][cUe]Tb 5.6 10

87 xultipleGmitochondrialGoylGdeletionsGinGmonozygoticGtwinsGwithGz’xoUGJournalaofaNeurologyna
NeurosurgeryaandaPsychiatrySG2008SGbdSGacTbX 5.5 10

86 ’opulationGgeneticsGforGtargetGidentificationUGDrugaDiscoveryaToday:aTechnologiesSG2004SGXSGadTb[ 7.1 10

85 SequenceGanalysisGofGtauGinGfamilialGandGsporadicGprogressiveGsupranuclearGpalsyUGJournalaofa
NeurologynaNeurosurgeryaandaPsychiatrySG2002SGbYSGZccTdW 5.5 10

84
₁tilityGofGtheGnewGxovementGoisorderGSocietyGclinicalGdiagnosticGcriteriaGforG’arkinsonNsGdiseaseG
appliedGretrospectivelyGinGaGlargeGcohortGstudyGofGrecentGonsetGcasesUGParkinsonismaandaRelateda
DisordersSG2017SG[WSG[WT[a

3.6 9

83 rrnGrepeatGexpansionGinGyz₀nsYywnGisGrareGinGpuropeanGpatientsGwithGessentialGtremorUGBrainSG
2020SGX[ZSGe]b 11.2 9

82 reneticGvariationGinGisGassociatedGwithGbacteremiaGsecondaryGtoGdiverseGpathogensGinGlfricanG
childrenUGProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaSG2018SGXX]SGpZaWXTpZaWZ11.5 9

81 lnGintragenicGduplicationGinGguanosineGtriphosphateGcyclohydrolaseTXGgeneGinGaGdopaTresponsiveG
dystoniaGfamilyUGMovementaDisordersSG2011SGYaSGdW]Td 7 9

80 yovelGperipheralGmyelinGproteinGYYGO’x’YYPGmicromutationsGassociatedGwithGvariableGphenotypesG
inGrreekGpatientsGwithGnharcotTxarieT₀oothGdiseaseUGBrainSG2012SGXZ]SGeYXbSGXTafGauthorGreplyGeYXcSGXTY 11.2 9

79 lnalysisGofGoyxZGandGαlx’[GasGgeneticGmodifiersGofGwRRvYG’arkinsonNsGdiseaseUGNeurobiologyaofa
AgingSG2021SGdbSGX[cUeXbTX[cUeY[ 5.6 9

78 wR’XWGinG˛–TsynucleinopathiesUGLancetaNeurologynaTheSG2018SGXbSGXWZZTXWZ[ 24.1 9
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77 lossGofGfunctionGcausesGautosomalGrecessiveGspasticGataxiaGandGopticGatrophyUGAnnalsaofaClinicalaanda
TranslationalaNeurologySG2018SG]SGYXaTYYX 5.3 8

76 nharacterisationGandGvalidationGofGinsertionsGandGdeletionsGinGXbZGpatientGexomesUGPLoSaONESG2012SG
bSGe]XYdY 3.7 8

75 oissectingGtheG’henotypeGandGrenotypeGofG’wlYraTRelatedG’arkinsonismUGMovementaDisordersSG
2021SG 7 8

74 TrelatedGdiseaseGisGassociatedGwithGcentralGpontineGcalcificationsGandGatypicalGparkinsonismUG
Neurology:aGeneticsSG2020SGaSGeZdd 3.8 7

73 qriedreichNsGataxiaGandGotherGhereditaryGataxiasGinGrreeceeGanGXcTyearGperspectiveUGJournalaofathea
NeurologicalaSciencesSG2014SGZZaSGcbTdY 3.2 7

72 yoGpathogenicGrylwGmutationsGinGXdYGsporadicGandGfamilialGcasesGofGcervicalGdystoniaUGMovementa
DisordersSG2014SGYdSGX][T] 7 7

71 xutationGofGtheGsterolGYbThydroxylaseGgeneGOGnY’YblXPGinGaG₀aiwaneseGfamilyGwithG
cerebrotendinousGxanthomatosisUGJournalaofaNeurologySG2002SGY[dSGXZXXTY 5.5 7

70 oylGrepairGinGtrinucleotideGrepeatGataxiasUGFEBSaJournalSG2018SGYc]SGZaadTZacY 5.7 7

69 ₀heGlosXnGstopGmutationGinGmultipleGsystemGatrophyGpatientsGandGhealthyGprobandsGinGtheG₁nitedG
vingdomGandGrermanyUGMovementaDisordersSG2006SGYXSGYWZ[ 7 6

68 lssociationGofGgeneticGlocieGreplicationGorGnotSGthatGisGtheGquestionUGNeurologySG2005SGa[SGXdcd 6.5 6

67 tnvestigationGofGlutosomalGreneticGSexGoifferencesGinG’arkinsonNsGoiseaseUGAnnalsaofaNeurologySG
2021SGdWSGZ]T[Y 9.4 6

66 rrnGRepeatGpxpansionGinGyz₀nsYywnGtsGRareGinGpuropeanGweukoencephalopathyUGAnnalsaofa
NeurologySG2020SGccSGa[XTa[Y 9.4 5

65 oiagnosticGcluesGandGmanifestingGcarriersGinGfukutinTrelatedGproteinGOqvR’PGlimbTgirdleGmuscularG
dystrophyUGJournalaofatheaNeurologicalaSciencesSG2015SGZ[cSGYaaTc 3.2 5

64 lnalysisGofGspinocerebellarGataxiasGdueGtoGexpandedGtripletGrepeatsGinGrreekGpatientsGwithG
cerebellarGataxiaUGJournalaofatheaNeurologicalaSciencesSG2012SGZXcSGXbcTcW 3.2 5

63 tdentificationGofG₁ml’XGmutationsGinGjuvenileGhereditaryGspasticGparaplegiaGinGtheGXWWSWWWGrenomesG
’rojectUGEuropeanaJournalaofaHumanaGeneticsSG2020SGYcSGXbaZTXbac 5.3 5

62 oelineatingGtheGphenotypeGofGautosomalTrecessiveGs’nlGmutationseGyotGonlyGisolatedGdystoniaHUG
MovementaDisordersSG2019SGZ[SG]cdT]dY 7 4

61 ReplyeG’arkinsonNsGdiseaseGinGr₀’GcyclohydrolaseGXGmutationGcarriersUGBrainSG2015SGXZcSGeZ]Y 11.2 4

60 SequencingGanalysisGofGtheGSnlaGnlrGexpansionGexcludesGanGinfluenceGofGrepeatGinterruptionsGonG
diseaseGonsetUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2018SGcdSGXYYaTXYYb 5.5 4
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59 RunningGaGneurogeneticGclinicUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2002SGbZGSupplGYSGttYT[ 5.5 4

58 tntegrationGofGe–₀wGandG’arkinsonâ��sGdiseaseGrβlSGdataGimplicatesGXXGdiseaseGgenes 4

57 ₁singGxendelianGrandomizationGtoGunderstandGandGdevelopGtreatmentsGforGneurodegenerativeG
diseaseUGBrainaCommunicationsSG2020SGYSGfcaaWZX 4.5 4

56 pxpandingGtheGSpectrumGofGl’]ZXTRelatedGsereditaryGSpasticG’araplegiaGOsS’TS’r[cPeGlG
xulticenterGStudyGonGaGRareGoiseaseUGMovementaDisordersSG2021SGZaSGXWZ[TXWZc 7 4

55 lGpathwayTbasedGanalysisGprovidesGadditionalGsupportGforGanGimmuneTrelatedGgeneticGsusceptibilityG
toG’arkinsonNsGdiseaseUGHumanaMolecularaGeneticsSG2014SGYZSG]aYT]aY 5.6 3

54 ’opulationGgeneticGapproachesGtoGneurologicalGdiseaseeG’arkinsonNsGdiseaseGasGanGexampleUG
PhilosophicalaTransactionsaofatheaRoyalaSocietyaB:aBiologicalaSciencesSG2005SGZaWSGX]bZTc 5.8 3

53 xitochondrialGdisordersGinGneuroTophthalmologyUGCurrentaOpinionainaNeurologySG1996SGdSGXT[ 7.1 3

52 ₀heG’arkinsonâ��sGoiseaseGxendelianGRandomizationGResearchG’ortal 3

51 naYRGisGaGkeyGfactorGinG˛–TsynucleinTinducedGneurotoxicityUGDevelopmentaiCambridgekSG2016SGX[ZSGeXUXTeXUX 6.6 3

50 xitochondrialGoylGlnalysisGfromGpxomeGSequencingGoataGtmprovesGoiagnosticGYieldGinG
yeurologicalGoiseasesUGAnnalsaofaNeurologySG2021SGcdSGXY[WTXY[b 9.4 3

49 tdentificationGofGsixteenGnovelGcandidateGgenesGforGlateGonsetG’arkinsonNsGdiseaseUGMoleculara
NeurodegenerationSG2021SGXaSGZ] 19 3

48 yz₀nsYywnGtntermediateTwengthGRepeatGpxpansionGandG’arkinsonNsGoiseaseGinG’atientsGofG
puropeanGoescentUGAnnalsaofaNeurologySG2021SGcdSGaZZTaZ] 9.4 3

47 αariantGllzheimerNsGdiseaseGwithGspasticGparaparesisGandGcottonGwoolGplaquesGisGcausedGbyG’STXG
mutationsGthatGleadGtoGexceptionallyGhighGamyloidT˛†GconcentrationsG2000SG[cSGcWa 3

46 oY₀XZSGaGnovelGprimaryGtorsionGdystoniaGlocusSGmapsGtoGchromosomeGXpZaUXZâ��ZaUZYGinGanGttalianG
familyGwithGcranialTcervicalGorGupperGlimbGonsetG2001SG[dSGZaY 3

45
’opulationTbasedGidentityTbyTdescentGmappingGcombinedGwithGexomeGsequencingGtoGdetectGrareG
riskGvariantsGforGschizophreniaUGAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatrica
GeneticsSG2019SGXcWSGYYZTYZX

3.5 2

44 ₀heGrepeatGvariantGinGxSsZGisGnotGaGgeneticGmodifierGforGspinocerebellarGataxiaGtypeGZGandG
qriedreichNsGataxiaUGBrainSG2020SGX[ZSGeY] 11.2 2

43 ₀heGinfluenceGofGmicrosatelliteGpolymorphismsGinGsexGsteroidGreceptorGgenesGpSRXSGpSRYGandGlRGonG
sexGdifferencesGinGbrainGstructureUGNeuroImageSG2020SGYYXSGXXbWcb 7.9 2

42 xutationalGanalysisGofG’x’YYSGprRYSGwt₀lqGandGypqwGinGrreekGnharcotTxarieT₀oothGtypeGXGpatientsUG
ClinicalaGeneticsSG2013SGcZSGZccTdX 4 2
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41 lssessmentGofGaGouTXGO’lRvbPGpolymorphismGinGqinnishG’oUGNeurologySG2004SGaYSGYZZ] 6.5 2

40 ₀heGparoxysmalGdyskinesiasG2001SGXY]TX[W 2

39 yeurogeneticseGlGruideGforGnliniciansG2012SG 2

38 RegulationGofGmitophagyGbyGtheGySwGcomplexGunderliesGgeneticGriskGforG’arkinsonâ��sGdiseaseGatG
nhrXaqXXUYGandGonGtheGxl’₀GsXGallele 2

37 miallelicGvariantsGinG₀S’zl’XSGencodingGtheGactiveTzoneGproteinGRtxm’XSGcauseGautosomalGrecessiveG
dystoniaUGJournalaofaClinicalaInvestigationSG2021SGXZXSG 15.9 2

36 nhildhoodTznsetGnhoreaGnausedGbyGaGRecurrentGoeGyovoGoRoYGαariantUGMovementaDisordersSG2021SG
ZaSGX[bYTX[bZ 7 2

35 ₀ripleGtroubleeGaGstrikingGnewGphenotypeGorGcompetingGgenesGinGaGfamilyGwithGhereditaryGspasticG
paraplegiaUGJournalaofaNeurologySG2016SGYaZSGXYZYTZ 5.5 2

34 qindingGgeneticallyTsupportedGdrugGtargetsGforG’arkinsonNsGdiseaseGusingGxendelianGrandomizationG
ofGtheGdruggableGgenomeUUGNatureaCommunicationsSG2021SGXYSGbZ[Y 17.4 2

33 ScreeningGofGmutationsGinGyzwZGinGaGmyoclonicGsyndromesGseriesUGJournalaofaNeurologySG2014SGYaXSGXcZWTX5.5 1

32 sypersomniaGwithGdilatedGpupilsGinGadenosineGmonophosphateGdeaminaseGOlx’oPGdeficiencyUG
JournalaofaSleepaResearchSG2014SGYZSGXXcTYW 5.8 1

31 reneticGapproachesGtoGsolvingGcommonGdiseasesUGJournalaofaNeurologySG2004SGY]XSGXXadTbY 5.5 1

30 tntroductioneGgeneticGvariationGandGhumanGhealthUGPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:a
BiologicalaSciencesSG2005SGZaWSGX]ZdT[X 5.8 1

29 nerebellarGandGxidbrainGwysosomalGpnzymeGoeficiencyGinGtsolatedGoystoniaUUGMovementaDisordersSG
2022SG 7 1

28 miTallelicGvariantsGin₀S’zl’XSGencodingGtheGactiveGzoneGproteinGRtxm’XSGcauseGautosomalGrecessiveGdystonia 1

27 xendelianGRandomisationGqindsGyoGnausalGlssociationGbetweenG₁rateGandG’arkinsonNsGoiseaseG
’rogressionUGMovementaDisordersSG2021SGZaSGYXcYTYXcb 7 1

26 SpasticGparaplegiaGprecedingGTrelatedGfamilialGllzheimerNsGdiseaseUGAlzheimerhsaandaDementia:a
DiagnosisnaAssessmentaandaDiseaseaMonitoringSG2021SGXZSGeXYXca 5.2 1

25 ₀heGmitochondrialGoylGrXZ]XZlGtransitionGinGyo]GisGassociatedGwithGaGwszyVxpwlSGoverlapG
syndromeGandGmayGbeGaGfrequentGcauseGofGxpwlSG1999SG[aSGdXa 1

24 oopaTResponsiveG’arkinsonismGinGaG’atientGβithGsomozygousGRqnXGpxpansionsUGMovementa
DisordersSG2020SGZ]SGXcdWTXcdX 7 0
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23 qibrillationGandGmolecularGcharacteristicsGareGcoherentGwithGclinicalGandGpathologicalGfeaturesGofG
[TrepeatGtauopathyGcausedGbyGxl’₀GvariantGrYbZRUGNeurobiologyaofaDiseaseSG2020SGX[aSGXW]Wbd 7.5 0

22 ₀heGroleGofGbodyGfatGinGmultipleGsclerosisGsusceptibilityGandGseverityeGlGxendelianGrandomisationG
studyUUGMultipleaSclerosisaJournalSG2022SGXZ]Y[]c]YYXWdYa[[ 5 0

21 nerebellarGltaxiasGandGRelatedGnonditionsG2016SGac]Tadc

20 pqqpn₀SGzqGαlSn₁wlRGnzxzRmtot₀YGtyG’lRvtySzyNSGotSplSpUGJournalaofaNeurologyna
NeurosurgeryaandaPsychiatrySG2016SGcbSGeXUXZTeX 5.5

19 βhenGtheGpennyGdropsUGPracticalaNeurologySG2014SGX[SG[WdTX[ 2.4

18 reneticGlinkageGanalysisGofGaGlargeGfamilyGwithGphotoparoxysmalGresponseUGEpilepsyaResearchSG2012SG
ddSGZcT[] 3

17 ₀heGataxias]YTaZ

16 ’arkinsonismcZTXWY

15 nhannelopathiesXYXTXZ]

14 qlxtwYGstS₀zRYGtyGYz₁yrGzySp₀G’lRvtySzyNSGotSplSpUGJournalaofaNeurologynaNeurosurgeryaanda
PsychiatrySG2013SGc[SGeYUadTeY 5.5

13 ₀RlnvtyrG’lRvtySzyNSGO₀spG’RzmlyoGS₀₁oYPâ��ty₀pRtxGRp’zR₀GqRzxG₀spGqtRS₀GXWWWGnlSpSUG
JournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2013SGc[SGeYUbWTeY 5.5

12 tntervieweG₀heGgeneticsGofG’arkinsonâ��sGdiseaseeGpiecingGtogetherGtheGjigsawUGNeurodegenerativea
DiseaseaManagementSG2011SGXSGXW]TXWb 2.8

11 ltaxiaGinGaGyoungGpatientUGPracticalaNeurologySG2011SGXXSGZXdTYY 2.4

10 nerebellarGltaxiasGandGRelatedGnonditionsaYdTa[Z

9 ’rogressiveGcognitiveGdeclineGwithGtruncalVlimbGataxiaGandGballisticGmovementsUGMovementaDisorders
SG1997SGXYSGXWb]Tc[ 7

8 reneticGtestingGinGneurologyUGMedicineSG2008SGZaSG]aaT]ac 0.6

7 reneticsGofGprogressiveGsupranuclearGpalsyUGHandbookaofaClinicalaNeurologyaraEditedaByaPaJaVinkena
andaGaWaBruynSG2008SGcdSG[b]Tc] 3

6 nommentaryGonGIlGgenomeGwideGlinkageGdisequilibriumGscreenGinG’arkinsonNsGdiseaseIGbyGqoltynieG
etGalUGinGuGyeurolGOYWW]PGY]Ye]dbTaWYUGJournalaofaNeurologySG2005SGY]YSGaWZT[ 5.5
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5 ’harmacogenomicsGandGtheG₀reatmentGofGyeurologicalGoiseaseZZbTZ[a

4 reneticsGofGtheGoverlapGbetweenGepilepsyGandGmovementGdisordersG2001SG[]XT[a[

3 xutationsGinGyuclearGrenesG₀hatGlffectGxitochondrialGqunctionGinG’arkinsonâ��sGoiseaseG2012SG[ZTaX

2 m[cGoylGrepairGpathwaysGasGaGcommonGgeneticGmechanismGmodulatingGtheGageGatGonsetGinG
polyglutamineGdiseasesUGJournalaofaNeurologynaNeurosurgeryaandaPsychiatrySG2016SGcbSGlYaUXTlYa 5.5

1 nlinicalGandGgeneticGanalysisGofGspinocerebellarGataxiaGtypeGXXUGCerebellumSG2008SGbSGXTa 4.3
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