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MolecularhPsychiatrycP2015cPigcPmkndmlm 15.1 167

40 SeasonalityPshowsPevidencePforPpolygenicParchitecturePandPgeneticPcorrelationPwithPschizophreniaP
andPbipolarPdisorderePJournalhofhClinicalhPsychiatrycP2015cPnmcPhiodjk 4.6 18
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2014cPlhkcPpidpn 50.4 401

37 xpplyingPpolygenicPriskPscoresPtoPpostpartumPdepressionePArchiveshofhWomenrshMentalhHealthcP2014cP
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differentPdisordersePHumanhGeneticscP2014cPhjjcPhnjdom 6.3 47
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33 xPgenomedwidePassociationPstudyPofPsleepPhabitsPandPinsomniaePAmericanhJournalhofhMedicalh
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PoliticscP2012cPikcPjgldjin 0.5 30
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