20

papers

20

all docs

759233

362 12
citations h-index
20 20
docs citations times ranked

794594
19

g-index

362

citing authors



10

12

14

16

18

m

ARTICLE IF CITATIONS
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The distribution of QTL additive and dominance effects in porcine F2 crosses. Journal of Animal
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The contribution of migrant breeds to the genetic gain of beef traits of German Vorderwald and
Hinterwald cattle. Journal of Animal Breeding and Genetics, 2014, 131, 496-503.

The Gut Microbial Architecture of Efficiency Traits in the Domestic Poultry Model Species Japanese
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2553-2562.

Inferring relationships between Phosphorus utilization, feed per gain, and bodyweight gain in an F2
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A Novel Model to Explain Extreme Feather Pecking Behavior in Laying Hens. Behavior Genetics, 2020, 50, 01 19
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Genome-wide association analysis to identify genotype A— environment interaction for milk protein
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Short communication: Importance of introgression for milk traits in the German Vorderwald and 3.4 17
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Application of a Bayesian dominance model improves power in quantitative trait genome-wide
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Mapping genes for phosphorus utilization and correlated traits using a 4k SNP linkage map in Japanese
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Linkage disequilibrium pattern and genome&€wide association mapping for meat traits in multiple
porcine F<sub>2</[sub> crosses. Animal Genetics, 2018, 49, 403-412.
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Journal of Molecular Sciences, 2020, 21, 2762. ’

Mapping quantitative trait loci for metabolic and cytological fatness traits of connected F2 crosses
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Composition of the ileum microbiota is a mediator between the host genome and phosphorus

utilization and other efficiency traits in Japanese quail (Coturnix japonica). Genetics Selection
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20 Genomic analysis of perinatal sucking reflex in German Brown Swiss calves. Journal of Dairy Science, .4 4
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