
Caroline Hayward

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfv6895975vcarolinethaywardtpublicationstbytyearupdf

Version:fywy4tw4ty4f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

533
papers

61,133
citations

113
h-index

238
g-index

610
ext. papers

77,045
ext. citations

12.5
avg, IF

6
L-index



i Paper IF Citations

533 pImultiVomicsIstudyIofIcirculatingIphospholipidImarkersIofIbloodIpressureWWIScientificaReportsUI2022UI
ZaUIdfc 4.9 0

532 pIproteomicIsurvivalIpredictorIforIr VxsVZhIpatientsIinIintensiveIcareI2022UIZUIeYYYYYYf 6

531 pIcatalogueIofIomicsIbiologicalIageingIclocksIrevealsIsubstantialIcommonalityIandIassociationsI
withIdiseaseIriskWWIAgingUI2022UIZcUIeabVedh 5.6 0

530 tpigeneticIscoresIforItheIcirculatingIproteomeIasItoolsIforIdiseaseIpredictionWWIELifeUI2022UIZZUI 8.9 2

529 εheIassociationIofIdispositionalIoptimismIandIhandednessIwithIpressureIpainiIpIcrossVsectionalI
studyIinItheIgeneralIpopulationWIPersonalityaandaIndividualaDifferencesUI2022UIZgdUIZZZaed 3.3

528 ‘etaVvWpαI₁evealsI’ovelIveneticIVariantsIpssociatedIwithIUrinaryItxcretionIofIUromodulinWWI
JournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2022UIbbUIdZZVdah 12.7 2

527 tlucidatingImechanismsIofIgeneticIcrossVdiseaseIassociationsIatItheIP₁ r₁IvascularIdiseaseIlocusWWI
NatureaCommunicationsUI2022UIZbUIZaaa 17.4 0

526 PolygenicIpredictionIofIeducationalIattainmentIwithinIandIbetweenIfamiliesIfromIgenomeVwideI
associationIanalysesIinIbImillionIindividualsWWINatureaGeneticsUI2022UI 36.3 7

525 veneticIregulationIofIpostVtranslationalImodificationIofItwoIdistinctIproteinsWWINaturea
CommunicationsUI2022UIZbUIZdge 17.4 0

524 ‘appingIgenomicIlociIimplicatesIgenesIandIsynapticIbiologyIinIschizophreniaWWINatureUI2022UI 50.4 35

523 WithinVsibshipIgenomeVwideIassociationIanalysesIdecreaseIbiasIinIestimatesIofIdirectIgeneticI
effectsWWINatureaGeneticsUI2022UIdcUIdgZVdha 36.3 6

522 sifferentialIandIsharedIgeneticIeffectsIonIkidneyIfunctionIbetweenIdiabeticIandInonVdiabeticI
individualsWICommunicationsaBiologyUI2022UIdUI 6.7 1

521 veneVeducationalIattainmentIinteractionsIinIaImultiVancestryIgenomeVwideImetaVanalysisIidentifyI
novelIbloodIpressureIlociWIMolecularaPsychiatryUI2021UIaeUIaZZZVaZad 15.1 3

520 α’PIandIwaplotypeI₁egionalIweritabilityI‘appingIQα’wapV₁w‘RiIyointI‘appingIofIrommonIandI
₁areIVariationIpffectingIromplexIεraitsWWIFrontiersainaGeneticsUI2021UIZaUIfhZfZa 4.5

519 ~ifestyleIandIveneticIuactorsI‘odifyIParentVofV riginItffectsIonItheIwumanI‘ethylomeWI
EBioMedicineUI2021UIfcUIZYbfbY 8.8 1

518 pssociationIofIlowVfrequencyIandIrareIcodingIvariantsIwithIinformationIprocessingIspeedWI
TranslationalaPsychiatryUI2021UIZZUIeZb 8.6 0

517 εheIpowerIofIgeneticIdiversityIinIgenomeVwideIassociationIstudiesIofIlipidsWINatureUI2021UI 50.4 24
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516 venomeVwideIinteractionIstudyIwithImajorIdepressionIidentifiesInovelIvariantsIassociatedIwithI
cognitiveIfunctionWIMolecularaPsychiatryUI2021UI 15.1 1

515 pssociationIofIveneticIVariantIatIrhromosomeIZaqabWZIWithI’europathicIPainIαusceptibilityWIJAMAa
NetworkaOpenUI2021UIcUIeaZbedeY 10.4 0

514 ‘endelianIrandomizationItoIassessIcausalityIbetweenIuromodulinUIbloodIpressureIandIchronicI
kidneyIdiseaseWIKidneyaInternationalUI2021UIZYYUIZagaVZahZ 9.9 4

513 veneticImechanismsIofIcriticalIillnessIinIr VxsVZhWINatureUI2021UIdhZUIhaVhg 50.4 451

512 αexVIandIageVspecificIgeneticIanalysisIofIchronicIbackIpainWIPainUI2021UIZeaUIZZfeVZZgf 8 6

511 ‘ultivariateIgenomeVwideIanalysisIofIimmunoglobulinIvI’VglycosylationIidentifiesInewIlociI
pleiotropicIwithIimmuneIfunctionWIHumanaMolecularaGeneticsUI2021UIbYUIZadhVZafY 5.6 0

510 tpigenomeVwideIassociationIstudyIofIkidneyIfunctionIidentifiesItransVethnicIandIethnicVspecificI
lociWIGenomeaMedicineUI2021UIZbUIfc 14.4 3

509 venomeVwideIassociationIstudyIofIcardiacItroponinIxIinItheIgeneralIpopulationWIHumanaMoleculara
GeneticsUI2021UIbYUIaYafVaYbh 5.6 5

508 εheItransVancestralIgenomicIarchitectureIofIglycemicItraitsWINatureaGeneticsUI2021UIdbUIgcYVgeY 36.3 44

507 venomeVwideIassociationIstudiesIidentifyIZbfIgeneticIlociIforIs’pImethylationIbiomarkersIofI
agingWIGenomeaBiologyUI2021UIaaUIZhc 18.3 14

506 rontributionIofIcommonIriskIvariantsItoImultipleIsclerosisIinI rkneyIandIαhetlandWIEuropeana
JournalaofaHumanaGeneticsUI2021UIahUIZfYZVZfYh 5.3 1

505 tvaluationIofIαharedIveneticIαusceptibilityItoIwighIandI~owI‘yopiaIandIwyperopiaWIJAMAa
OphthalmologyUI2021UIZbhUIeYZVeYh 3.9 4

504 UtilizingI~argeItlectronicI‘edicalI₁ecordIsataIαetsItoIxdentifyI’ovelIsrugVveneIxnteractionsIforI
rommonlyIUsedIsrugsWIClinicalaPharmacologyaandaTherapeuticsUI2021UIZZYUIgZeVgad 6.1 0

503 veneticIandIsharedIcoupleIenvironmentalIcontributionsItoIsmokingIandIalcoholIuseIinItheIUzI
populationWIMolecularaPsychiatryUI2021UIaeUIcbccVcbdc 15.1 4

502 PolygenicIcontributionsItoIalcoholIuseIandIalcoholIuseIdisordersIacrossIpopulationVbasedIandI
clinicallyIascertainedIsamplesWIPsychologicalaMedicineUI2021UIdZUIZZcfVZZde 6.9 5

501 εheIinfluenceIofIXIchromosomeIvariantsIonItraitIneuroticismWIMolecularaPsychiatryUI2021UIaeUIcgbVchZ 15.1 5

500 venomeVwideIassociationIstudyIidentifiesIcgIcommonIgeneticIvariantsIassociatedIwithIhandednessWI
NatureaHumanaBehaviourUI2021UIdUIdhVfY 12.8 33

499 sistinguishingIpedigreeIrelationshipsIviaImultiVwayIidentityIbyIdescentIsharingIandIsexVspecificI
geneticImapsWIAmericanaJournalaofaHumanaGeneticsUI2021UIZYgUIegVgb 11 1
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498 αexVdimorphicIgeneticIeffectsIandInovelIlociIforIfastingIglucoseIandIinsulinIvariabilityWINaturea
CommunicationsUI2021UIZaUIac 17.4 30

497 αexIsifferencesIinIrardiacIεroponinIxIandIεIandItheIPredictionIofIrardiovascularItventsIinItheI
veneralIPopulationWIClinicalaChemistryUI2021UIefUIZbdZVZbeY 5.5 2

496 UsingIsymptomVbasedIcaseIpredictionsItoIidentifyIhostIgeneticIfactorsIthatIcontributeItoIr VxsVZhI
susceptibilityWIPLoSaONEUI2021UIZeUIeYaddcYa 3.7 3

495 pItimeVresolvedIproteomicIandIprognosticImapIofIr VxsVZhWICellaSystemsUI2021UIZaUIfgYVfhcWef 10.6 32

494 veneticIinsightsIintoIbiologicalImechanismsIgoverningIhumanIovarianIageingWINatureUI2021UIdheUIbhbVbhf50.4 28

493 xdentifyingItheIrommonIveneticIqasisIofIpntidepressantI₁esponseWIBiologicalaPsychiatryaGlobala
OpenaScienceUI2021UI 4

492 εheIveneticIprchitectureIofIsepressionIinIxndividualsIofItastIpsianIpncestryiIpIvenomeVWideI
pssociationIαtudyWIJAMAaPsychiatryUI2021UIfgUIZadgVZaeh 14.5 7

491 venomeVWideIpssociationIαtudyIofI’pu~sIUsingItlectronicIwealthI₁ecordsWIHepatologya
CommunicationsUI2021UI 6 3

490 venomeVwideImethylationIdataIimprovesIdissectionIofItheIeffectIofIsmokingIonIbodyImassIindexWI
PLoSaGeneticsUI2021UIZfUIeZYYhfdY 6 1

489 εheIeffectIofIfoodIgroupsIandInutrientsIonIthyroidIhormoneIlevelsIinIhealthyIindividualsWINutritionUI
2021UIhZVhaUIZZZbhc 4.8 1

488
VariationIinItheIαt₁Px’peXαt₁Px’pZIlocusIaltersImorningIplasmaIcortisolUIhepaticIcorticosteroidI
bindingIglobulinIexpressionUIgeneIexpressionIinIperipheralItissuesUIandIriskIofIcardiovascularI
diseaseWIJournalaofaHumanaGeneticsUI2021UIeeUIeadVebe

4.3 12

487 xdentificationIofIepigenomeVwideIs’pImethylationIdifferencesIbetweenIcarriersIofIpP tI˛µcIandI
pP tI˛µaIallelesWIGenomeaMedicineUI2021UIZbUIZ 14.4 11

486 αmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseWIPLoSaONEUI2020UIZdUIeYabYgZd3.7 4

485 UltraVwighVεhroughputIrlinicalIProteomicsI₁evealsIrlassifiersIofIr VxsVZhIxnfectionWICellaSystemsUI
2020UIZZUIZZVacWec 10.6 219

484 ‘ultiVancestryIvWpαIofItheIelectrocardiographicIP₁IintervalIidentifiesIaYaIlociIunderlyingIcardiacI
conductionWINatureaCommunicationsUI2020UIZZUIadca 17.4 16

483 txomeIαequencingIxdentifiesIvenesIandIveneIαetsIrontributingItoIαevereIrhildhoodI besityUI
~inkingIPwxPIVariantsItoI₁epressedIP ‘rIεranscriptionWICellaMetabolismUI2020UIbZUIZZYfVZZZhWeZa 24.6 16

482 venomeVwideIassociationImetaVanalysisIofIcornealIcurvatureIidentifiesInovelIlociIandIsharedI
geneticIinfluencesIacrossIaxialIlengthIandIrefractiveIerrorWICommunicationsaBiologyUI2020UIbUIZbb 6.7 9

481 αystematicItvaluationIofI’ormalizationI‘ethodsIforIvlycomicsIsataIqasedIonIPerformanceIofI
’etworkIxnferenceWIMetabolitesUI2020UIZYUI 5.6 5

CarolineuHayward

4



480 ~inkingIproteinItoIphenotypeIwithI‘endelianI₁andomizationIdetectsIbgIproteinsIwithIcausalIrolesI
inIhumanIdiseasesIandItraitsWIPLoSaGeneticsUI2020UIZeUIeZYYgfgd 6 12

479 vlycosylationIofIimmunoglobulinIvIisIregulatedIbyIaIlargeInetworkIofIgenesIpleiotropicIwithI
inflammatoryIdiseasesWIScienceaAdvancesUI2020UIeUIeaaxYbYZ 14.3 38

478 venomeVwideIgeneVenvironmentIanalysesIofImajorIdepressiveIdisorderIandIreportedIlifetimeI
traumaticIexperiencesIinIUzIqiobankWIMolecularaPsychiatryUI2020UIadUIZcbYVZcce 15.1 47

477 ‘olecularIveneticI₁iskIforIPsychosisIxsIpssociatedIWithIPsychosisI₁iskIαymptomsIinIaI
PopulationVqasedIUzIrohortiIuindingsIuromIvenerationIαcotlandWISchizophreniaaBulletinUI2020UI 1.3 4

476 venomeVwideIassociationImetaVanalysesIcombiningImultipleIriskIphenotypesIprovideIinsightsIintoI
theIgeneticIarchitectureIofIcutaneousImelanomaIsusceptibilityWINatureaGeneticsUI2020UIdaUIchcVdYc 36.3 39

475 vlobalIvariabilityIofItheIhumanIxgvIglycomeWIAgingUI2020UIZaUIZdaaaVZdadh 5.6 15

474 VariantsIassociatedIwithIwwxPIexpressionIhaveIsexVdifferentialIeffectsIonIlungIfunctionWIWellcomea
OpenaResearchUI2020UIdUIZZZ 4.8 0

473 venomeVWideIpnalysisIxdentifiesIεwoIαusceptibilityI~ociIforIPositiveIεhyroidIPeroxidaseIandI
εhyroglobulinIpntibodiesWIJournalaofaClinicalaEndocrinologyaandaMetabolismUI2020UIZYdUI 5.6 3

472 xnsightsIintoItheIgeneticIbasisIofIretinalIdetachmentWIHumanaMolecularaGeneticsUI2020UIahUIeghVfYa 5.6 9

471 venomicIandIdrugItargetIevaluationIofIhYIcardiovascularIproteinsIinIbYUhbZIindividualsWINaturea
MetabolismUI2020UIaUIZZbdVZZcg 14.6 61

470 venomeVWideIpssociationIαtudyIofIαuicideIseathIandIPolygenicIPredictionIofIrlinicalIpntecedentsWI
AmericanaJournalaofaPsychiatryUI2020UIZffUIhZfVhaf 11.9 24

469 pIlargeVscaleIgenomeVwideIassociationIstudyImetaVanalysisIofIcannabisIuseIdisorderWILanceta
PsychiatrymtheUI2020UIfUIZYbaVZYcd 23.3 43

468 pIstrategyItoIincorporateIpriorIknowledgeIintoIcorrelationInetworkIcutoffIselectionWINaturea
CommunicationsUI2020UIZZUIdZdb 17.4 5

467
veneticIcomorbidityIbetweenImajorIdepressionIandIcardioVmetabolicItraitsUIstratifiedIbyIageIatI
onsetIofImajorIdepressionWIAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsUI
2020UIZgbUIbYhVbbY

3.5 8

466 siscoveryIofIrareIvariantsIassociatedIwithIbloodIpressureIregulationIthroughImetaVanalysisIofIZWbI
millionIindividualsWINatureaGeneticsUI2020UIdaUIZbZcVZbba 36.3 26

465 rhronicIobstructiveIpulmonaryIdiseaseIandIrelatedIphenotypesiIpolygenicIriskIscoresIinI
populationVbasedIandIcaseVcontrolIcohortsWILancetaRespiratoryaMedicinemtheUI2020UIgUIeheVfYg 35.1 29

464 rharacterisationIofIanIinflammationVrelatedIepigeneticIscoreIandIitsIassociationIwithIcognitiveI
abilityWIClinicalaEpigeneticsUI2020UIZaUIZZb 7.7 15

463 tpigeneticImeasuresIofIageingIpredictItheIprevalenceIandIincidenceIofIleadingIcausesIofIdeathIandI
diseaseIburdenWIClinicalaEpigeneticsUI2020UIZaUIZZd 7.7 40
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462 tpigenomeVwideIanalysesIidentifyIs’pImethylationIsignaturesIofIdementiaIriskWIAlzheimerhsaanda
Dementia:aDiagnosismaAssessmentaandaDiseaseaMonitoringUI2020UIZaUIeZaYfg 5.2 1

461 VariantsIassociatedIwithIexpressionIhaveIsexVdifferentialIeffectsIonIlungIfunctionWIWellcomeaOpena
ResearchUI2020UIdUIZZZ 4.8 0

460 ‘etaVanalysisIofIupItoIeaaUcYhIindividualsIidentifiesIcYInovelIsmokingIbehaviourIassociatedI
geneticIlociWIMolecularaPsychiatryUI2020UIadUIabhaVacYh 15.1 45

459
venomeVwideIassociationIstudyIofIantidepressantItreatmentIresistanceIinIaIpopulationVbasedI
cohortIusingIhealthIserviceIprescriptionIdataIandImetaVanalysisIwithIvt’stPWIPharmacogenomicsa
JournalUI2020UIaYUIbahVbcZ

3.5 24

458 veneticIcontributionsItoItwoIspecialIfactorsIofIneuroticismIareIassociatedIwithIaffluenceUIhigherI
intelligenceUIbetterIhealthUIandIlongerIlifeWIMolecularaPsychiatryUI2020UIadUIbYbcVbYda 15.1 27

457
₁areIandIcommonIgeneticIvariationsIinItheIzeapZX’rfaIantioxidantIresponseIpathwayIimpactI
thyroglobulinIgeneIexpressionIandIcirculatingIlevelsUIrespectivelyWIBiochemicalaPharmacologyUI2020UI
ZfbUIZZbeYd

6 11

456 uactorsIassociatedIwithIsharingIeVmailIinformationIandImentalIhealthIsurveyIparticipationIinIlargeI
populationIcohortsWIInternationalaJournalaofaEpidemiologyUI2020UIchUIcZYVcaZ 7.8 32

455 εheIpssociationIbetweenIαaltIεasteIPerceptionUI‘editerraneanIsietIandI‘etabolicIαyndromeiIpI
rrossVαectionalIαtudyWINutrientsUI2020UIZaUI 6.7 11

454 pIgenomeVwideIassociationIstudyIfindsIgeneticIvariantsIassociatedIwithIneckIorIshoulderIpainIinIUzI
qiobankWIHumanaMolecularaGeneticsUI2020UIahUIZbheVZcYc 5.6 10

453 αmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

452 αmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

451 αmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

450 αmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

449 εheIgeneticIlandscapeIofIαcotlandIandItheIxslesWIProceedingsaofatheaNationalaAcademyaofaSciencesaofa
theaUnitedaStatesaofaAmericaUI2019UIZZeUIZhYecVZhYfY 11.5 10

448 εargetIgenesUIvariantsUItissuesIandItranscriptionalIpathwaysIinfluencingIhumanIserumIurateIlevelsWI
NatureaGeneticsUI2019UIdZUIZcdhVZcfc 36.3 122

447 ~owVfrequencyIvariationIinIεPdbIhasIlargeIeffectsIonIheadIcircumferenceIandIintracranialIvolumeWI
NatureaCommunicationsUI2019UIZYUIbdf 17.4 12

446 pIvalidationIofItheIdiathesisVstressImodelIforIdepressionIinIvenerationIαcotlandWITranslationala
PsychiatryUI2019UIhUIad 8.6 17

445 ‘ultiancestryIvenomeVWideIpssociationIαtudyIofI~ipidI~evelsIxncorporatingIveneVplcoholI
xnteractionsWIAmericanaJournalaofaEpidemiologyUI2019UIZggUIZYbbVZYdc 3.8 39
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444 ‘ultiVancestryIstudyIofIbloodIlipidIlevelsIidentifiesIfourIlociIinteractingIwithIphysicalIactivityWI
NatureaCommunicationsUI2019UIZYUIbfe 17.4 41

443 venomeVwideIbyIenvironmentIinteractionIstudiesIofIdepressiveIsymptomsIandIpsychosocialIstressI
inIUzIqiobankIandIvenerationIαcotlandWITranslationalaPsychiatryUI2019UIhUIZc 8.6 52

442 pIcatalogIofIgeneticIlociIassociatedIwithIkidneyIfunctionIfromIanalysesIofIaImillionIindividualsWI
NatureaGeneticsUI2019UIdZUIhdfVhfa 36.3 217

441 pssociationIanalysesIidentifyIbZInewIriskIlociIforIcolorectalIcancerIsusceptibilityWINaturea
CommunicationsUI2019UIZYUIaZdc 17.4 81

440 rardiacIεroponinIεIandIεroponinIxIinItheIveneralIPopulationWICirculationUI2019UIZbhUIafdcVafec 16.7 90

439 venomeVwideIassociationImetaVanalysisIforItotalIthyroidIhormoneIlevelsIinIrroatianIpopulationWI
JournalaofaHumanaGeneticsUI2019UIecUIcfbVcgY 4.3 3

438 venomeVwideImetaVanalysisIidentifiesInovelIlociIassociatedIwithIfreeItriiodothyronineIandI
thyroidVstimulatingIhormoneWIJournalaofaEndocrinologicalaInvestigationUI2019UIcaUIZZfZVZZgY 5.2 6

437 ParentIofIoriginIgeneticIeffectsIonImethylationIinIhumansIareIcommonIandIinfluenceIcomplexItraitI
variationWINatureaCommunicationsUI2019UIZYUIZbgb 17.4 21

436 pImultiVancestryIgenomeVwideIstudyIincorporatingIgeneVsmokingIinteractionsIidentifiesImultipleI
newIlociIforIpulseIpressureIandImeanIarterialIpressureWIHumanaMolecularaGeneticsUI2019UIagUIaeZdVaebb 5.6 14

435 ‘ultiVancestryIgenomeVwideIgeneVsmokingIinteractionIstudyIofIbgfUafaIindividualsIidentifiesInewI
lociIassociatedIwithIserumIlipidsWINatureaGeneticsUI2019UIdZUIebeVecg 36.3 59

434 veneticIVariantsIinItheIveneIpreIpssociatedIwithIεhyroglobulinIPlasmaI~evelIinIwealthyIxndividualsWI
ThyroidUI2019UIahUIggeVghb 6.2 3

433 xdentificationIofInovelIdifferentiallyImethylatedIsitesIwithIpotentialIasIclinicalIpredictorsIofI
impairedIrespiratoryIfunctionIandIr PsWIEBioMedicineUI2019UIcbUIdfeVdge 8.8 13

432 ’ewIgeneticIsignalsIforIlungIfunctionIhighlightIpathwaysIandIchronicIobstructiveIpulmonaryI
diseaseIassociationsIacrossImultipleIancestriesWINatureaGeneticsUI2019UIdZUIcgZVchb 36.3 156

431
UsingItreeVbasedImethodsIforIdetectionIofIgeneVgeneIinteractionsIinItheIpresenceIofIaIpolygenicI
signaliIsimulationIstudyIwithIapplicationItoIeducationalIattainmentIinItheIvenerationIαcotlandI
rohortIαtudyWIBioinformaticsUI2019UIbdUIZgZVZgg

7.2 3

430 ~ateVonsetIretinalIdegenerationIpathologyIdueItoImutationsIinIrε₁PdIisImediatedIthroughIwε₁pZWI
AgingaCellUI2019UIZgUIeZbYZZ 9.9 9

429 pnIactionableIzr’waI~ongI×εIαyndromeIvariantIdetectedIbyIsequenceIandIhaplotypeIanalysisIinIaI
populationIresearchIcohortWIScientificaReportsUI2019UIhUIZYhec 4.9 6

428 ’ewIalcoholVrelatedIgenesIsuggestIsharedIgeneticImechanismsIwithIneuropsychiatricIdisordersWI
NatureaHumanaBehaviourUI2019UIbUIhdYVheZ 12.8 32

427 ’ovelIveneticI~ocusIxnfluencingI₁etinalIVenularIεortuosityIxsIplsoIpssociatedIWithI₁iskIofI
roronaryIprteryIsiseaseWIArteriosclerosismaThrombosismaandaVascularaBiologyUI2019UIbhUIadcaVadda 9.4 11

(2019-2019)
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426 sisentanglingItheIgeneticsIofIleanImassWIAmericanaJournalaofaClinicalaNutritionUI2019UIZYhUIafeVagf 7 24

425 pssociationsIofIautozygosityIwithIaIbroadIrangeIofIhumanIphenotypesWINatureaCommunicationsUI
2019UIZYUIchdf 17.4 40

424 pnIepigenomeVwideIassociationIstudyIofIsexVspecificIchronologicalIageingWIGenomeaMedicineUI2019UI
ZaUIZ 14.4 43

423 ProteinVcodingIvariantsIimplicateInovelIgenesIrelatedItoIlipidIhomeostasisIcontributingItoIbodyVfatI
distributionWINatureaGeneticsUI2019UIdZUIcdaVceh 36.3 44

422 pImetaVanalysisIofIgenomeVwideIassociationIstudiesIofIepigeneticIageIaccelerationWIPLoSaGeneticsUI
2019UIZdUIeZYYgZYc 6 38

421 ‘ultiVtraitIgenomeVwideIassociationIstudyIidentifiesInewIlociIassociatedIwithIopticIdiscI
parametersWICommunicationsaBiologyUI2019UIaUIcbd 6.7 10

420 venomeVwideIanalysisIidentifiesImolecularIsystemsIandIZchIgeneticIlociIassociatedIwithIincomeWI
NatureaCommunicationsUI2019UIZYUIdfcZ 17.4 42

419
pssociationIofIWholeVvenomeIandI’tε₁x’ZIαignalingIPathwayVserivedIPolygenicI₁iskIαcoresIforI
‘ajorIsepressiveIsisorderIandIWhiteI‘atterI‘icrostructureIinItheIUzIqiobankWIBiologicala
Psychiatry:aCognitiveaNeuroscienceaandaNeuroimagingUI2019UIcUIhZVZYY

3.4 12

418 pssociationsIofI‘itochondrialIandI’uclearI‘itochondrialIVariantsIandIvenesIwithIαevenI‘etabolicI
εraitsWIAmericanaJournalaofaHumanaGeneticsUI2019UIZYcUIZZaVZbg 11 54

417 εransVethnicIassociationIstudyIofIbloodIpressureIdeterminantsIinIoverIfdYUYYYIindividualsWINaturea
GeneticsUI2019UIdZUIdZVea 36.3 152

416 venomeVWideIpssociationIεransethnicI‘etaVpnalysesIxdentifiesI’ovelIpssociationsI₁egulatingI
roagulationIuactorIVxxxIandIvonIWillebrandIuactorIPlasmaI~evelsWICirculationUI2019UIZbhUIeaYVebd 16.7 51

415 εheIeffectIofImultipleInutrientsIonIplasmaIparathyroidIhormoneIlevelIinIhealthyIindividualsWI
InternationalaJournalaofaFoodaSciencesaandaNutritionUI2019UIfYUIebgVecc 3.7 0

414
venomeVWideIandIpbdominalI‘₁xIsataIProvideItvidenceIεhatIaIveneticallyIseterminedIuavorableI
pdiposityIPhenotypeIxsIrharacterizedIbyI~owerItctopicI~iverIuatIandI~owerI₁iskIofIεypeIaI
siabetesUIweartIsiseaseUIandIwypertensionWIDiabetesUI2019UIegUIaYfVaZh

0.9 46

413 venomeVwideImetaVanalysisIidentifiesInovelIgenderIspecificIlociIassociatedIwithIthyroidIantibodiesI
levelIinIrroatiansWIGenomicsUI2019UIZZZUIfbfVfcb 4.3 8

412 rommonIschizophreniaIallelesIareIenrichedIinImutationVintolerantIgenesIandIinIregionsIunderI
strongIbackgroundIselectionWINatureaGeneticsUI2018UIdYUIbgZVbgh 36.3 787

411 ₁efiningItheIaccuracyIofIvalidatedItargetIidentificationIthroughIcodingIvariantIfineVmappingIinItypeI
aIdiabetesWINatureaGeneticsUI2018UIdYUIddhVdfZ 36.3 221

410 venomeVwideIassociationIstudyIinIfhUbeeIturopeanVancestryIindividualsIinformsItheIgeneticI
architectureIofIadVhydroxyvitaminIsIlevelsWINatureaCommunicationsUI2018UIhUIaeY 17.4 174

409 venomeVwideImetaVanalysesIofIstratifiedIdepressionIinIvenerationIαcotlandIandIUzIqiobankWI
TranslationalaPsychiatryUI2018UIgUIh 8.6 48
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408 venomicIanalysisIofIfamilyIdataIrevealsIadditionalIgeneticIeffectsIonIintelligenceIandIpersonalityWI
MolecularaPsychiatryUI2018UIabUIabcfVabea 15.1 96

407 venomeVwideImetaVanalysisIidentifiesInovelIlociIassociatedIwithIparathyroidIhormoneIlevelWI
MolecularaMedicineUI2018UIacUIZd 6.2 4

406 venomeVwideIassociationIanalysesIidentifyIccIriskIvariantsIandIrefineItheIgeneticIarchitectureIofI
majorIdepressionWINatureaGeneticsUI2018UIdYUIeegVegZ 36.3 1301

405 PhenotypicIandIgeneticIanalysisIofIcognitiveIperformanceIinI‘ajorIsepressiveIsisorderIinItheI
venerationIαcotlandiIαcottishIuamilyIwealthIαtudyWITranslationalaPsychiatryUI2018UIgUIeb 8.6 7

404 venomeVWideI‘etaVpnalysisIUnravelsIxnteractionsIbetweenI‘agnesiumIwomeostasisIandI
‘etabolicIPhenotypesWIJournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2018UIahUIbbdVbcg 12.7 19

403 soesIrhildhoodIεraumaI‘oderateIPolygenicI₁iskIforIsepressionnIpI‘etaVanalysisIofIdfedIαubjectsI
uromItheIPsychiatricIvenomicsIronsortiumWIBiologicalaPsychiatryUI2018UIgcUIZbgVZcf 7.9 48

402 veneIdiscoveryIandIpolygenicIpredictionIfromIaIgenomeVwideIassociationIstudyIofIeducationalI
attainmentIinIZWZImillionIindividualsWINatureaGeneticsUI2018UIdYUIZZZaVZZaZ 36.3 950

401 P₁IintervalIgenomeVwideIassociationImetaVanalysisIidentifiesIdYIlociIassociatedIwithIatrialIandI
atrioventricularIelectricalIactivityWINatureaCommunicationsUI2018UIhUIahYc 17.4 39

400 venomeVWideIpssociationIαtudyIonIxmmunoglobulinIvIvlycosylationIPatternsWIFrontiersaina
ImmunologyUI2018UIhUIaff 8.4 36

399 txomeVchipImetaVanalysisIidentifiesInovelIlociIassociatedIwithIcardiacIconductionUIincludingI
psp‘εαeWIGenomeaBiologyUI2018UIZhUIgf 18.3 25

398 rommonIvariantsIonIeqZeWaUIZaqacWbZIandIZepZbWbIareIassociatedIwithImajorIdepressiveIdisorderWI
NeuropsychopharmacologyUI2018UIcbUIaZceVaZdb 8.7 27

397 romparisonIbetweenIwighVαensitivityIrardiacIεroponinIεIandIrardiacIεroponinIxIinIaI~argeIveneralI
PopulationIrohortWIClinicalaChemistryUI2018UIecUIZeYfVZeZe 5.5 61

396 txploringIcausalityIinItheIassociationIbetweenIcirculatingIadVhydroxyvitaminIsIandIcolorectalI
cancerIriskiIaIlargeI‘endelianIrandomisationIstudyWIBMCaMedicineUI2018UIZeUIZca 11.4 40

395 ProbabilisticIpartialIleastIsquaresImodeliIxdentifiabilityUIestimationIandIapplicationWIJournalaofa
MultivariateaAnalysisUI2018UIZefUIbbZVbce 1.4 3

394 s’pIsequenceVlevelIanalysesIrevealIpotentialIphenotypicImodifiersIinIaIlargeIfamilyIwithI
psychiatricIdisordersWIMolecularaPsychiatryUI2018UIabUIaadcVaaed 15.1 13

393 ‘ultiVethnicIgenomeVwideIassociationIstudyIforIatrialIfibrillationWINatureaGeneticsUI2018UIdYUIZaadVZabb 36.3 277

392 ’ovelIgeneticIassociationsIforIbloodIpressureIidentifiedIviaIgeneValcoholIinteractionIinIupItoIdfYzI
individualsIacrossImultipleIancestriesWIPLoSaONEUI2018UIZbUIeYZhgZee 3.7 31

391 ‘etaVanalysisIofIexomeIarrayIdataIidentifiesIsixInovelIgeneticIlociIforIlungIfunctionWIWellcomeaOpena
ResearchUI2018UIbUIc 4.8 16

(2018-2018)
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390 veneticIandIenvironmentalIdeterminantsIofIstressfulIlifeIeventsIandItheirIoverlapIwithIdepressionI
andIneuroticismWIWellcomeaOpenaResearchUI2018UIbUIZZ 4.8 11

389 veneticIandIenvironmentalIdeterminantsIofIstressfulIlifeIeventsIandItheirIoverlapIwithIdepressionI
andIneuroticismWIWellcomeaOpenaResearchUI2018UIbUIZZ 4.8 13

388 ProteinValteringIvariantsIassociatedIwithIbodyImassIindexIimplicateIpathwaysIthatIcontrolIenergyI
intakeIandIexpenditureIinIobesityWINatureaGeneticsUI2018UIdYUIaeVcZ 36.3 186

387 ’VvlycanIProfileIandIzidneyIsiseaseIinIεypeIZIsiabetesWIDiabetesaCareUI2018UIcZUIfhVgf 14.6 43

386 εransancestralIvWpαIofIalcoholIdependenceIrevealsIcommonIgeneticIunderpinningsIwithI
psychiatricIdisordersWINatureaNeuroscienceUI2018UIaZUIZedeVZeeh 25.5 257

385 venomeVwideIinteractionIstudyIofIaIproxyIforIstressVsensitivityIandIitsIpredictionIofImajorI
depressiveIdisorderWIPLoSaONEUI2018UIZbUIeYaYhZeY 3.7 6

384 ’euroticismIandIpainIcatastrophizingIaggravateIresponseItoIpainIinIhealthyIadultsiIanI
experimentalIstudyWIKoreanaJournalaofaPainUI2018UIbZUIZeVae 2.1 13

383 venomeVwideImetaVanalysisIofIZdgUYYYIindividualsIofIturopeanIancestryIidentifiesIthreeIlociI
associatedIwithIchronicIbackIpainWIPLoSaGeneticsUI2018UIZcUIeZYYfeYZ 6 60

382 txomerhipVWideIpnalysisIofIhdIeaeIxndividualsIxdentifiesIZYI’ovelI~ociIpssociatedIWithI×εIandIyεI
xntervalsWICirculationaGenomicaandaPrecisionaMedicineUI2018UIZZUIeYYZfdg 5.2 14

381 xntegratingIomicsIdatasetsIwithItheI micsP~αIpackageWIBMCaBioinformaticsUI2018UIZhUIbfZ 3.6 23

380
venomeIpnalysesIofImaYYUYYYIxndividualsIxdentifyIdgI~ociIforIrhronicIxnflammationIandIwighlightI
PathwaysIthatI~inkIxnflammationIandIromplexIsisordersWIAmericanaJournalaofaHumanaGeneticsUI
2018UIZYbUIehZVfYe

11 151

379 veneticIanalysisIofIoverIZImillionIpeopleIidentifiesIdbdInewIlociIassociatedIwithIbloodIpressureI
traitsWINatureaGeneticsUI2018UIdYUIZcZaVZcad 36.3 386

378 venomeVwideIassociationImetaVanalysisIhighlightsIlightVinducedIsignalingIasIaIdriverIforIrefractiveI
errorWINatureaGeneticsUI2018UIdYUIgbcVgcg 36.3 135

377 rommonIandI₁areIrodingIveneticIVariationIUnderlyingItheItlectrocardiographicIP₁IxntervalWI
CirculationaGenomicaandaPrecisionaMedicineUI2018UIZZUIeYYaYbf 5.2 11

376 αtudyIofIbYYUcgeIindividualsIidentifiesIZcgIindependentIgeneticIlociIinfluencingIgeneralIcognitiveI
functionWINatureaCommunicationsUI2018UIhUIaYhg 17.4 254

375 rrossVancestryIgenomeVwideIassociationIanalysisIofIcornealIthicknessIstrengthensIlinkIbetweenI
complexIandI‘endelianIeyeIdiseasesWINatureaCommunicationsUI2018UIhUIZgec 17.4 37

374 pIrombinedIPathwayIandI₁egionalIweritabilityIpnalysisIxndicatesI’tε₁x’ZIPathwayIxsIpssociatedI
WithI‘ajorIsepressiveIsisorderWIBiologicalaPsychiatryUI2017UIgZUIbbeVbce 7.9 25

373
venomeVwideIpssociationIforI‘ajorIsepressionIεhroughIpgeIatI nsetIαtratificationiI‘ajorI
sepressiveIsisorderIWorkingIvroupIofItheIPsychiatricIvenomicsIronsortiumWIBiologicalaPsychiatryUI
2017UIgZUIbadVbbd

7.9 129
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372 tvidenceIforIlargeVscaleIgeneVbyVsmokingIinteractionIeffectsIonIpulmonaryIfunctionWIInternationala
JournalaofaEpidemiologyUI2017UIceUIghcVhYc 7.8 25

371 venomeVwideIassociationIanalysisIidentifiesInovelIbloodIpressureIlociIandIoffersIbiologicalIinsightsI
intoIcardiovascularIriskWINatureaGeneticsUI2017UIchUIcYbVcZd 36.3 313

370 ₁areIandIlowVfrequencyIcodingIvariantsIalterIhumanIadultIheightWINatureUI2017UIdcaUIZgeVZhY 50.4 412

369 txplorationIofIhaplotypeIresearchIconsortiumIimputationIforIgenomeVwideIassociationIstudiesIinI
aYUYbaIvenerationIαcotlandIparticipantsWIGenomeaMedicineUI2017UIhUIab 14.4 85

368 venomeVwideIassociationIanalysesIforIlungIfunctionIandIchronicIobstructiveIpulmonaryIdiseaseI
identifyInewIlociIandIpotentialIdruggableItargetsWINatureaGeneticsUI2017UIchUIcZeVcad 36.3 170

367 siscoveryIofInovelIheartIrateVassociatedIlociIusingItheItxomeIrhipWIHumanaMolecularaGeneticsUI2017
UIaeUIabceVabeb 5.6 17

366 venomicIanalysesIidentifyIhundredsIofIvariantsIassociatedIwithIageIatImenarcheIandIsupportIaIroleI
forIpubertyItimingIinIcancerIriskWINatureaGeneticsUI2017UIchUIgbcVgcZ 36.3 257

365 ~argeVscaleIanalysesIofIcommonIandIrareIvariantsIidentifyIZaInewIlociIassociatedIwithIatrialI
fibrillationWINatureaGeneticsUI2017UIchUIhceVhda 36.3 176

364 pssessingItheIpresenceIofIsharedIgeneticIarchitectureIbetweenIplzheimerPsIdiseaseIandImajorI
depressiveIdisorderIusingIgenomeVwideIassociationIdataWITranslationalaPsychiatryUI2017UIfUIeZYhc 8.6 25

363 venomeVwideImetaVanalysisIofIacZUadgIadultsIaccountingIforIsmokingIbehaviourIidentifiesInovelI
lociIforIobesityItraitsWINatureaCommunicationsUI2017UIgUIZchff 17.4 105

362 rommonIvariantsIinIr~s’ZcIareIassociatedIwithIdifferentialIexcretionIofImagnesiumIoverIcalciumI
inIurineWIPflugersaArchivaEuropeanaJournalaofaPhysiologyUI2017UIcehUIhZVZYb 4.6 21

361 ValidationIofIαurrogatesIofIUrineI smolalityIinIPopulationIαtudiesWIAmericanaJournalaofaNephrologyUI
2017UIceUIaeVbe 4.6 7

360 veneticIeffectsIinfluencingIriskIforImajorIdepressiveIdisorderIinIrhinaIandIturopeWITranslationala
PsychiatryUI2017UIfUIeZYfc 8.6 48

359 andI~ociIxdentifiedIthroughI~argeVαcaleItxomeIrhipIpnalysisI₁egulateIzidneyIsevelopmentIandI
uunctionWIJournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2017UIagUIhgZVhhc 12.7 30

358 venomeVwideI₁egionalIweritabilityI‘appingIxdentifiesIaI~ocusIWithinItheIε XaIveneIpssociatedI
WithI‘ajorIsepressiveIsisorderWIBiologicalaPsychiatryUI2017UIgaUIbZaVbaZ 7.9 17

357 txomeVwideIassociationIstudyIofIplasmaIlipidsIinImbYYUYYYIindividualsWINatureaGeneticsUI2017UIchUIZfdgVZfee36.3 310

356 r’VVassociationImetaVanalysisIinIZhZUZeZIturopeanIadultsIrevealsInewIlociIassociatedIwithI
anthropometricItraitsWINatureaCommunicationsUI2017UIgUIfcc 17.4 37

355 ₁egionalIvariationIinIhealthIisIpredominantlyIdrivenIbyIlifestyleIratherIthanIgeneticsWINaturea
CommunicationsUI2017UIgUIgYZ 17.4 11

(2017-2017)
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354 ’ovelIpathogenicImutationsIinIrZ×ε’udIsupportIaIdominantInegativeIdiseaseImechanismIinI
lateVonsetIretinalIdegenerationWIScientificaReportsUI2017UIfUIZaZcf 4.9 17

353 venomeVwideImetaVanalysisIassociatesIw~pVs×pZXs₁qZIandI~PpIandIlifestyleIfactorsIwithIhumanI
longevityWINatureaCommunicationsUI2017UIgUIhZY 17.4 78

352 ’ewIqloodIPressureVpssociatedI~ociIxdentifiedIinI‘etaVpnalysesIofIcfdIYYYIxndividualsWICirculation:a
CardiovascularaGeneticsUI2017UIZYUI 33

351
xmpactIofIcommonIgeneticIdeterminantsIofIwemoglobinIpZcIonItypeIaIdiabetesIriskIandIdiagnosisI
inIancestrallyIdiverseIpopulationsiIpItransethnicIgenomeVwideImetaVanalysisWIPLoSaMedicineUI2017UI
ZcUIeZYYabgb

11.6 223

350 UnderstandingIbiologicalImechanismsIunderlyingIadverseIbirthIoutcomesIinIdevelopingIcountriesiI
protocolIforIaIprospectiveIcohortIQp‘p’wxIbioVbankingRIstudyWIJournalaofaGlobalaHealthUI2017UIfUIYaZaYa4.3 18

349
soIregionalIbrainIvolumesIandImajorIdepressiveIdisorderIshareIgeneticIarchitecturenIpIstudyIofI
venerationIαcotlandIQnlZhIfeaRUIUzIqiobankIQnlacIYcgRIandItheItnglishI~ongitudinalIαtudyIofI
pgeingIQnldfeeRWITranslationalaPsychiatryUI2017UIfUIeZaYd

8.6 37

348 ‘ultivariateIdiscoveryIandIreplicationIofIfiveInovelIlociIassociatedIwithIxmmunoglobulinIvI
’VglycosylationWINatureaCommunicationsUI2017UIgUIccf 17.4 48

347 ’ovelIqloodIPressureI~ocusIandIveneIsiscoveryIUsingIvenomeVWideIpssociationIαtudyIandI
txpressionIsataIαetsIuromIqloodIandItheIzidneyWIHypertensionUI2017UI 8.5 85

346 venomeVwideIassociationIstudyIofIalcoholIconsumptionIandIgeneticIoverlapIwithIotherI
healthVrelatedItraitsIinIUzIqiobankIQ’lZZaIZZfRWIMolecularaPsychiatryUI2017UIaaUIZbfeVZbgc 15.1 225

345 ~argeImetaVanalysisIofIgenomeVwideIassociationIstudiesIidentifiesIfiveIlociIforIleanIbodyImassWI
NatureaCommunicationsUI2017UIgUIgY 17.4 88

344 εheIlowIsingleInucleotideIpolymorphismIheritabilityIofIplasmaIandIsalivaIcortisolIlevelsWI
PsychoneuroendocrinologyUI2017UIgdUIggVhd 5 13

343 venomeVwideIhaplotypeVbasedIassociationIanalysisIofImajorIdepressiveIdisorderIinIvenerationI
αcotlandIandIUzIqiobankWITranslationalaPsychiatryUI2017UIfUIZaeb 8.6 15

342 ’etworkIinferenceIfromIglycoproteomicsIdataIrevealsInewIreactionsIinItheIxgvIglycosylationI
pathwayWINatureaCommunicationsUI2017UIgUIZcgb 17.4 26

341 xgvIglycanIpatternsIareIassociatedIwithItypeIaIdiabetesIinIindependentIturopeanIpopulationsWI
BiochimicaaEtaBiophysicaaActaanaGeneralaSubjectsUI2017UIZgeZUIaacYVaach 4 64

340
xnvestigatingIsharedIaetiologyIbetweenItypeIaIdiabetesIandImajorIdepressiveIdisorderIinIaI
populationIbasedIcohortWIAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsUI
2017UIZfcUIaafVabc

3.5 20

339 veneticIαtratificationItoIxdentifyI₁iskIvroupsIforIplzheimerPsIsiseaseWIJournalaofaAlzheimerhsaDisease
UI2017UIdfUIafdVagb 4.3 21

338 sietaryIuactorsIpssociatedIwithIPlasmaIεhyroidIPeroxidaseIandIεhyroglobulinIpntibodiesWINutrients
UI2017UIhUI 6.7 5

337 ’utIronsumptionIandIrardiovascularI₁iskIuactorsiIpIrrossVαectionalIαtudyIinIaI‘editerraneanI
PopulationWINutrientsUI2017UIhUI 6.7 16
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336 waplotypeVbasedIassociationIanalysisIofIgeneralIcognitiveIabilityIinIvenerationIαcotlandUItheI
tnglishI~ongitudinalIαtudyIofIpgeingUIandIUzIqiobankWIWellcomeaOpenaResearchUI2017UIaUIeZ 4.8 3

335 tlectronicIhealthIrecordIandIgenomeVwideIgeneticIdataIinIvenerationIαcotlandIparticipantsWI
WellcomeaOpenaResearchUI2017UIaUIgd 4.8 9

334 venomeVwideIphysicalIactivityIinteractionsIinIadiposityIVIpImetaVanalysisIofIaYYUcdaIadultsWIPLoSa
GeneticsUI2017UIZbUIeZYYedag 6 103

333 ×uantifyingItheIextentItoIwhichIindexIeventIbiasesIinfluenceIlargeIgeneticIassociationIstudiesWI
HumanaMolecularaGeneticsUI2017UIaeUIZYZgVZYbY 5.6 30

332 εheIvreeksIinItheIWestiIgeneticIsignaturesIofItheIwellenicIcolonisationIinIsouthernIxtalyIandIαicilyWI
EuropeanaJournalaofaHumanaGeneticsUI2016UIacUIcahVbe 5.3 21

331 vWpαIforIexecutiveIfunctionIandIprocessingIspeedIsuggestsIinvolvementIofItheIrps‘aIgeneWI
MolecularaPsychiatryUI2016UIaZUIZghVZhf 15.1 85

330 pIprincipalIcomponentImetaVanalysisIonImultipleIanthropometricItraitsIidentifiesInovelIlociIforI
bodyIshapeWINatureaCommunicationsUI2016UIfUIZbbdf 17.4 46

329 daIveneticI~ociIxnfluencingI‘yocardial´ ‘assWIJournalaofatheaAmericanaCollegeaofaCardiologyUI2016UI
egUIZcbdVZccg 15.1 76

328 εransVancestryImetaVanalysesIidentifyIrareIandIcommonIvariantsIassociatedIwithIbloodIpressureI
andIhypertensionWINatureaGeneticsUI2016UIcgUIZZdZVZZeZ 36.3 181

327 εheIgeneticsIofIbloodIpressureIregulationIandIitsItargetIorgansIfromIassociationIstudiesIinIbcaUcZdI
individualsWINatureaGeneticsUI2016UIcgUIZZfZVZZgc 36.3 251

326 ‘etaVanalysisIofIgeneVenvironmentVwideIassociationIscansIaccountingIforIeducationIlevelIidentifiesI
additionalIlociIforIrefractiveIerrorWINatureaCommunicationsUI2016UIfUIZZYYg 17.4 79

325 αharedIveneticsIandIroupleVpssociatedItnvironmentIpreI‘ajorIrontributorsItoItheI₁iskIofIqothI
rlinicalIandIαelfVseclaredIsepressionWIEBioMedicineUI2016UIZcUIZeZVZef 8.8 26

324 sissectionIofImajorIdepressiveIdisorderIusingIpolygenicIriskIscoresIforIschizophreniaIinItwoI
independentIcohortsWITranslationalaPsychiatryUI2016UIeUIehbg 8.6 19

323 venomeVwideIanalysisIidentifiesIZaIlociIinfluencingIhumanIreproductiveIbehaviorWINatureaGeneticsUI
2016UIcgUIZceaVZcfa 36.3 198

322 veneticIvariantsIlinkedItoIeducationIpredictIlongevityWIProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaUI2016UIZZbUIZbbeeVZbbfZ 11.5 90

321 WholeVexomeIsequencingIinIanIisolatedIpopulationIfromItheIsalmatianIislandIofIVisWIEuropeana
JournalaofaHumanaGeneticsUI2016UIacUIZcfhVgf 5.3 5

320 venomeVwideIassociationIstudyIofIcopyInumberIvariationIwithIlungIfunctionIidentifiesIaInovelI
signalIofIassociationInearIqp’PIforIforcedIvitalIcapacityWIBMCaGeneticsUI2016UIZfUIZZe 2.6

319 PlateletV₁elatedIVariantsIxdentifiedIbyItxomechipI‘etaVanalysisIinIZdfUahbIxndividualsWIAmericana
JournalaofaHumanaGeneticsUI2016UIhhUIcYVdd 11 61

(2016-2017)
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318 ~argeVαcaleItxomeVwideIpssociationIpnalysisIxdentifiesI~ociIforIWhiteIqloodIrellIεraitsIandI
PleiotropyIwithIxmmuneV‘ediatedIsiseasesWIAmericanaJournalaofaHumanaGeneticsUI2016UIhhUIaaVbh 11 42

317 rommonIpolygenicIriskIforIautismIspectrumIdisorderIQpαsRIisIassociatedIwithIcognitiveIabilityIinI
theIgeneralIpopulationWIMolecularaPsychiatryUI2016UIaZUIcZhVad 15.1 101

316 venomeVwideIpssociationIαtudiesIxdentifyIveneticI~ociIpssociatedIWithIplbuminuriaIinIsiabetesWI
DiabetesUI2016UIedUIgYbVZf 0.9 96

315 ₁areIvariantIinIscavengerIreceptorIqxIraisesIws~IcholesterolIandIincreasesIriskIofIcoronaryIheartI
diseaseWIScienceUI2016UIbdZUIZZeeVfZ 33.3 325

314 ’ewIlociIforIbodyIfatIpercentageIrevealIlinkIbetweenIadiposityIandIcardiometabolicIdiseaseIriskWI
NatureaCommunicationsUI2016UIfUIZYchd 17.4 180

313 pssessingItheIgeneticIoverlapIbetweenIq‘xIandIcognitiveIfunctionWIMolecularaPsychiatryUI2016UIaZUIZcffVga15.1 29

312 veneticIassociationsIatIdbIlociIhighlightIcellItypesIandIbiologicalIpathwaysIrelevantIforIkidneyI
functionWINatureaCommunicationsUI2016UIfUIZYYab 17.4 295

311 PolygenicIriskIforIcoronaryIarteryIdiseaseIisIassociatedIwithIcognitiveIabilityIinIolderIadultsWI
InternationalaJournalaofaEpidemiologyUI2016UIcdUIcbbVccY 7.8 15

310 εheIUromodulinIveneI~ocusIαhowsItvidenceIofIPathogenIpdaptationIthroughIwumanItvolutionWI
JournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2016UIafUIahgbVahhe 12.7 30

309 pIlargeIgenomeVwideIassociationIstudyIofIageVrelatedImacularIdegenerationIhighlightsI
contributionsIofIrareIandIcommonIvariantsWINatureaGeneticsUI2016UIcgUIZbcVcb 36.3 769

308 αystemsIgeneticsIidentifiesIaIconvergentIgeneInetworkIforIcognitionIandIneurodevelopmentalI
diseaseWINatureaNeuroscienceUI2016UIZhUIaabVba 25.5 88

307 ₁egionalIheritabilityImappingImethodIhelpsIexplainImissingIheritabilityIofIbloodIlipidItraitsIinI
isolatedIpopulationsWIHeredityUI2016UIZZeUIbbbVg 3.6 15

306 PolygenicIriskIofIischemicIstrokeIisIassociatedIwithIcognitiveIabilityWINeurologyUI2016UIgeUIeZZVg 6.5 13

305 pImetaVanalysisIofIZaYIaceIindividualsIidentifiesIZgInewIlociIforIfibrinogenIconcentrationWIHumana
MolecularaGeneticsUI2016UIadUIbdgVfY 5.6 54

304 ‘etaVanalysisIofIvenomeVWideIpssociationIαtudiesIforItxtraversioniIuindingsIfromItheIveneticsIofI
PersonalityIronsortiumWIBehavioraGeneticsUI2016UIceUIZfYVga 3.2 122

303 venomeVwideIassociationIstudiesIidentifyIgeneticIlociIforIlowIvonIWillebrandIfactorIlevelsWI
EuropeanaJournalaofaHumanaGeneticsUI2016UIacUIZYbdVcY 5.3 34

302 εheIPedivu₁IconsortiumiIstudyingItheIgeneticsIofIcomplexIkidneyItraitsIinIchildrenWINephrologya
DialysisaTransplantationUI2016UIbZUIZfbVd 4.3

301 PedigreeVIandIα’PVpssociatedIveneticsIandI₁ecentItnvironmentIareItheI‘ajorIrontributorsItoI
pnthropometricIandIrardiometabolicIεraitIVariationWIPLoSaGeneticsUI2016UIZaUIeZYYdgYc 6 50
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300 venomeVWideIpssociationIpnalysesIinIZagUaeeIxndividualsIxdentifiesI’ewI‘orningnessIandIαleepI
surationI~ociWIPLoSaGeneticsUI2016UIZaUIeZYYeZad 6 222

299 ₁areIuunctionalIVariantIinIε‘asbIisIpssociatedIwithI~ateV nsetIplzheimerPsIsiseaseWIPLoSaGeneticsUI
2016UIZaUIeZYYebaf 6 38

298 veneticIandItnvironmentalI₁iskIforIrhronicIPainIandItheIrontributionIofI₁iskIVariantsIforI‘ajorI
sepressiveIsisorderiIpIuamilyVqasedI‘ixedV‘odelIpnalysisWIPLoSaMedicineUI2016UIZbUIeZYYaYhY 11.6 41

297 ‘editerraneanIdietIinItheIsouthernIrroatiaIVIdoesIitIstillIexistnWICroatianaMedicalaJournalUI2016UIdfUIcZdVcac1.6 23

296
pnItmpiricalIromparisonIofIyointIandIαtratifiedIurameworksIforIαtudyingIvIˆ�ItIxnteractionsiI
αystolicIqloodIPressureIandIαmokingIinItheIrwp₁vtIveneV~ifestyleIxnteractionsIWorkingIvroupWI
GeneticaEpidemiologyUI2016UIcYUIcYcVZd

2.6 15

295 txomeIvenotypingIxdentifiesIPleiotropicIVariantsIpssociatedIwithI₁edIqloodIrellIεraitsWIAmericana
JournalaofaHumanaGeneticsUI2016UIhhUIgVaZ 11 47

294 sifferentialIeffectsIofItheIpP tIecIalleleIonIdifferentIdomainsIofIcognitiveIabilityIacrossItheI
lifeVcourseWIEuropeanaJournalaofaHumanaGeneticsUI2016UIacUIhZhVab 5.3 47

293 ‘etaVanalysisIofIchIdchIindividualsIimputedIwithItheIZYYYIvenomesIProjectIrevealsIanIexonicI
damagingIvariantIinIp’vPε~cIdeterminingIfastingIεvIlevelsWIJournalaofaMedicalaGeneticsUI2016UIdbUIccZVh5.8 27

292 αolubleItransferrinIreceptorIlevelsIareIpositivelyIassociatedIwithIinsulinIresistanceIbutInotIwithItheI
metabolicIsyndromeIorIitsIindividualIcomponentsWIBritishaJournalaofaNutritionUI2016UIZZeUIZZedVZZfc 3.6 10

291 venomeVwideIassociationIstudyIofIcognitiveIfunctionsIandIeducationalIattainmentIinIUzIqiobankI
Q’lZZaIZdZRWIMolecularaPsychiatryUI2016UIaZUIfdgVef 15.1 221

290 veneticIvariantsIassociatedIwithIsubjectiveIwellVbeingUIdepressiveIsymptomsUIandIneuroticismI
identifiedIthroughIgenomeVwideIanalysesWINatureaGeneticsUI2016UIcgUIeacVbb 36.3 602

289 venomeVwideIanalysisIofIoverIZYeIYYYIindividualsIidentifiesIhIneuroticismVassociatedIlociWI
MolecularaPsychiatryUI2016UIaZUIfchVdf 15.1 175

288 veneticIvariantsIinI₁qu XbIareIassociatedIwithIsleepIlatencyWIEuropeanaJournalaofaHumanaGeneticsUI
2016UIacUIZcggVhd 5.3 18

287 veneticItvidenceIforIaI~inkIqetweenIuavorableIpdiposityIandI~owerI₁iskIofIεypeIaIsiabetesUI
wypertensionUIandIweartIsiseaseWIDiabetesUI2016UIedUIaccgVeY 0.9 86

286 venomeVwideIassociationIstudyIidentifiesIfcIlociIassociatedIwithIeducationalIattainmentWINatureUI
2016UIdbbUIdbhVca 50.4 850

285 veneralIurameworkIforI‘etaVpnalysisIofIwaplotypeIpssociationIεestsWIGeneticaEpidemiologyUI2016UI
cYUIaccVda 2.6

284 PolygenicIriskIforIalcoholIdependenceIassociatesIwithIalcoholIconsumptionUIcognitiveIfunctionIandI
socialIdeprivationIinIaIpopulationVbasedIcohortWIAddictionaBiologyUI2016UIaZUIcehVgY 4.6 21

283 veneticIcontributionsItoIvariationIinIgeneralIcognitiveIfunctioniIaImetaVanalysisIofIgenomeVwideI
associationIstudiesIinItheIrwp₁vtIconsortiumIQ’ldbhchRWIMolecularaPsychiatryUI2015UIaYUIZgbVha 15.1 250

(2015-2016)
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282 ppplicationIofIhighVdimensionalIfeatureIselectioniIevaluationIforIgenomicIpredictionIinImanWI
ScientificaReportsUI2015UIdUIZYbZa 4.9 171

281 sirectionalIdominanceIonIstatureIandIcognitionIin´ diverseIhumanIpopulationsWINatureUI2015UIdabUIcdhVcea50.4 119

280 txomeIsequencingItoIdetectIrareIvariantsIassociatedIwithIgeneralIcognitiveIabilityiIaIpilotIstudyWI
TwinaResearchaandaHumanaGeneticsUI2015UIZgUIZZfVad 2.2 6

279 venomeVwideIassociationIstudyIforIrefractiveIastigmatismIrevealsIgeneticIcoVdeterminationIwithI
sphericalIequivalentIrefractiveIerroriItheIr₁tp‘IconsortiumWIHumanaGeneticsUI2015UIZbcUIZbZVce 6.3 20

278 xdentificationIofImyopiaVassociatedIW’εfqIpolymorphismsIprovidesIinsightsIintoItheImechanismI
underlyingItheIdevelopmentIofImyopiaWINatureaCommunicationsUI2015UIeUIeegh 17.4 56

277 ‘olecularImechanismsIunderlyingIvariationsIinIlungIfunctioniIaIsystemsIgeneticsIanalysisWILanceta
RespiratoryaMedicinemtheUI2015UIbUIfgaVhd 35.1 52

276 ~argeVscaleIgenomicIanalysesIlinkIreproductiveIagingItoIhypothalamicIsignalingUIbreastIcancerI
susceptibilityIandIq₁rpZVmediatedIs’pIrepairWINatureaGeneticsUI2015UIcfUIZahcVZbYb 36.3 226

275 xntegrativeIpathwayIgenomicsIofIlungIfunctionIandIairflowIobstructionWIHumanaMolecularaGeneticsUI
2015UIacUIegbeVcg 5.6 20

274 ‘ajorIdepressiveIdisorderIandIcurrentIpsychologicalIdistressImoderateItheIeffectIofIpolygenicIriskI
forIobesityIonIbodyImassIindexWITranslationalaPsychiatryUI2015UIdUIedha 8.6 20

273 ₁ecentIgenomicIheritageIinIαcotlandWIBMCaGenomicsUI2015UIZeUIcbf 4.5 33

272 venomeIofIεheI’etherlandsIpopulationVspecificIimputationsIidentifyIanIpqrpeIvariantIassociatedI
withIcholesterolIlevelsWINatureaCommunicationsUI2015UIeUIeYed 17.4 32

271 εheI₁oleIofI₁ecentIpdmixtureIinIuormingItheIrontemporaryIWestIturasianIvenomicI~andscapeWI
CurrentaBiologyUI2015UIadUIadZgVae 6.3 42

270 venomeVwideIstudiesIofIverbalIdeclarativeImemoryIinInondementedIolderIpeopleiItheIrohortsIforI
weartIandIpgingI₁esearchIinIvenomicItpidemiologyIconsortiumWIBiologicalaPsychiatryUI2015UIffUIfchVeb 7.9 48

269 ₁ecurrentIrodingIαequenceIVariationItxplainsI nlyIpIαmallIuractionIofItheIveneticIprchitectureIofI
rolorectalIrancerWIScientificaReportsUI2015UIdUIZeage 4.9 21

268 ₁areIandIlowVfrequencyIvariantsIandItheirIassociationIwithIplasmaIlevelsIofIfibrinogenUIuVxxUIuVxxxUI
andIvWuWIBloodUI2015UIZaeUIeZhVah 2.2 45

267 uineImappingItheIregionIrevealsIaIcommonIintronicIinsertionIassociatedItoIws~VrWINpjaAgingaanda
MechanismsaofaDiseaseUI2015UIZUIZdYZZ 5.5 5

266 rurrentIversusIlifetimeIdepressionUIpP tIvariationUIandItheirIinteractionIonIcognitiveIperformanceI
inIyoungerIandIolderIadultsWIPsychosomaticaMedicineUI2015UIffUIcgYVha 3.7 10

265 εheIxnfluenceIofIpgeIandIαexIonIveneticIpssociationsIwithIpdultIqodyIαizeIandIαhapeiIpI
~argeVαcaleIvenomeVWideIxnteractionIαtudyWIPLoSaGeneticsUI2015UIZZUIeZYYdbfg 6 220

CarolineuHayward

16



264 ‘etaVanalysisIofIvenomeVwideIpssociationIαtudiesIforI’euroticismUIandItheIPolygenicIpssociationI
WithI‘ajorIsepressiveIsisorderWIJAMAaPsychiatryUI2015UIfaUIecaVdY 14.5 222

263 venomicIpredictionIofIcomplexIhumanItraitsiIrelatednessUItraitIarchitectureIandIpredictiveI
metaVmodelsWIHumanaMolecularaGeneticsUI2015UIacUIcZefVga 5.6 19

262 womozygousIlossVofVfunctionIvariantsIinIturopeanIcosmopolitanIandIisolateIpopulationsWIHumana
MolecularaGeneticsUI2015UIacUIdcecVfc 5.6 18

261 αixteenInewIlungIfunctionIsignalsIidentifiedIthroughIZYYYIvenomesIProjectIreferenceIpanelI
imputationWINatureaCommunicationsUI2015UIeUIgedg 17.4 79

260
weavierIsmokingImayIleadItoIaIrelativeIincreaseIinIwaistIcircumferenceiIevidenceIforIaIcausalI
relationshipIfromIaI‘endelianIrandomisationImetaVanalysisWIεheIrp₁εpIconsortiumWIBMJaOpenUI
2015UIdUIeYYggYg

3 39

259 ₁areIcodingIvariantsIandIXVlinkedIlociIassociatedIwithIageIatImenarcheWINatureaCommunicationsUI
2015UIeUIffde 17.4 23

258 ’ewIgeneticIlociIlinkIadiposeIandIinsulinIbiologyItoIbodyIfatIdistributionWINatureUI2015UIdZgUIZgfVZhe 50.4 920

257 veneticIstudiesIofIbodyImassIindexIyieldInewIinsightsIforIobesityIbiologyWINatureUI2015UIdZgUIZhfVaYe 50.4 2687

256 ~owVfrequencyIandIrareIexomeIchipIvariantsIassociateIwithIfastingIglucoseIandItypeIaIdiabetesI
susceptibilityWINatureaCommunicationsUI2015UIeUIdghf 17.4 147

255 ‘odulationIofIgeneticIassociationsIwithIserumIurateIlevelsIbyIbodyVmassVindexIinIhumansWIPLoSa
ONEUI2015UIZYUIeYZZhfda 3.7 31

254 rommonIgeneticIvariantsIexplainItheImajorityIofItheIcorrelationIbetweenIheightIandIintelligenceiI
theIgenerationIαcotlandIstudyWIBehavioraGeneticsUI2014UIccUIhZVe 3.2 30

253 pssociationIofIlowVfrequencyIandIrareIcodingVsequenceIvariantsIwithIbloodIlipidsIandIcoronaryI
heartIdiseaseIinIdeUYYYIwhitesIandIblacksWIAmericanaJournalaofaHumanaGeneticsUI2014UIhcUIaabVba 11 233

252 WholeVexomeIsequencingIidentifiesIrareIandIlowVfrequencyIcodingIvariantsIassociatedIwithI~s~I
cholesterolWIAmericanaJournalaofaHumanaGeneticsUI2014UIhcUIabbVcd 11 170

251 rommonIvariantsIinIU‘ sIassociateIwithIurinaryIuromodulinIlevelsiIaImetaVanalysisWIJournalaofathea
AmericanaSocietyaofaNephrology:aJASNUI2014UIadUIZgehVga 12.7 71

250 venomeVwideIassociationIanalysisIidentifiesIsixInewIlociIassociatedIwithIforcedIvitalIcapacityWI
NatureaGeneticsUI2014UIceUIeehVff 36.3 104

249 xdentificationIofIsusceptibilityIlociIforIcolorectalIcancerIinIaIgenomeVwideImetaVanalysisWIHumana
MolecularaGeneticsUI2014UIabUIcfahVbf 5.6 107

248 sefiningItheIroleIofIcommonIvariationIinItheIgenomicIandIbiologicalIarchitectureIofIadultIhumanI
heightWINatureaGeneticsUI2014UIceUIZZfbVge 36.3 1339

247
warmonizationIofI’euroticismIandItxtraversionIphenotypesIacrossIinventoriesIandIcohortsIinItheI
veneticsIofIPersonalityIronsortiumiIanIapplicationIofIxtemI₁esponseIεheoryWIBehavioraGeneticsUI
2014UIccUIahdVbZb

3.2 80

(2014-2015)
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246 venomeVwideItransVancestryImetaVanalysisIprovidesIinsightIintoItheIgeneticIarchitectureIofItypeIaI
diabetesIsusceptibilityWINatureaGeneticsUI2014UIceUIabcVcc 36.3 784

245 veneticIassociationIstudyIofI×εIintervalIhighlightsIroleIforIcalciumIsignalingIpathwaysIinI
myocardialIrepolarizationWINatureaGeneticsUI2014UIceUIgaeVbe 36.3 199

244 εheIassociationIbetweenIgalactosylationIofIimmunoglobulinIvIandIbodyImassIindexWIProgressaina
NeuronPsychopharmacologyaandaBiologicalaPsychiatryUI2014UIcgUIaYVd 5.5 33

243 ‘olecularIgeneticIcontributionsItoIsocioeconomicIstatusIandIintelligenceWIIntelligenceUI2014UIccUIaeVba 3 131

242 venomeVwideImetaVanalysisIofImyopiaIandIhyperopiaIprovidesIevidenceIforIreplicationIofIZZIlociWI
PLoSaONEUI2014UIhUIeZYfZZY 3.7 36

241 ’oIevidenceIforIgenomeVwideIinteractionsIonIplasmaIfibrinogenIbyIsmokingUIalcoholIconsumptionI
andIbodyImassIindexiIresultsIfromImetaVanalysesIofIgYUeYfIsubjectsWIPLoSaONEUI2014UIhUIeZZZZde 3.7 5

240 εheItotalIburdenIofIrareUInonVsynonymousIexomeIgeneticIvariantsIisInotIassociatedIwithIchildhoodI
orIlateVlifeIcognitiveIabilityWIProceedingsaofatheaRoyalaSocietyaB:aBiologicalaSciencesUI2014UIagZUIaYZcYZZf 4.4 17

239 xnvestigatingItheIpossibleIcausalIassociationIofIsmokingIwithIdepressionIandIanxietyIusingI
‘endelianIrandomisationImetaVanalysisiItheIrp₁εpIconsortiumWIBMJaOpenUI2014UIcUIeYYeZcZ 3 115

238 αtratificationIbyIsmokingIstatusIrevealsIanIassociationIofIrw₁’pdVpbVqcIgenotypeIwithIbodyImassI
indexIinIneverIsmokersWIPLoSaGeneticsUI2014UIZYUIeZYYcfhh 6 40

237
venomeVwideIassociationIstudyIforIcirculatingItissueIplasminogenIactivatorIlevelsIandIfunctionalI
followVupIimplicatesIendothelialIαεXqPdIandIαεXaWIArteriosclerosismaThrombosismaandaVasculara
BiologyUI2014UIbcUIZYhbVZYZ

9.4 33

236 αaltVinducibleIkinaseIbUIαxzbUIisIaInewIgeneIassociatedIwithIhearingWIHumanaMolecularaGeneticsUI
2014UIabUIecYfVZg 5.6 23

235 ’ovelIapproachIidentifiesIα’PsIinIα~rapZYIandIzr’zhIwithIevidenceIforIparentVofVoriginIeffectIonI
bodyImassIindexWIPLoSaGeneticsUI2014UIZYUIeZYYcdYg 6 45

234 pIgeneralIapproachIforIhaplotypeIphasingIacrossItheIfullIspectrumIofIrelatednessWIPLoSaGeneticsUI
2014UIZYUIeZYYcabc 6 377

233 venomeIwideIassociationIidentifiesIcommonIvariantsIatItheIαt₁Px’peXαt₁Px’pZIlocusIinfluencingI
plasmaIcortisolIandIcorticosteroidIbindingIglobulinWIPLoSaGeneticsUI2014UIZYUIeZYYccfc 6 71

232
rommonIgeneticIvariantsIassociatedIwithIcognitiveIperformanceIidentifiedIusingItheI
proxyVphenotypeImethodWIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofa
AmericaUI2014UIZZZUIZbfhYVc

11.5 181

231
romparativeIperformanceIofIfourImethodsIforIhighVthroughputIglycosylationIanalysisIofI
immunoglobulinIvIinIgeneticIandIepidemiologicalIresearchWIMolecularaandaCellularaProteomicsUI2014
UIZbUIZdhgVeZY

7.6 120

230 veneticIdeterminantsIofIheelIboneIpropertiesiIgenomeVwideIassociationImetaVanalysisIandI
replicationIinItheIvtu αXvt’ ‘ αIconsortiumWIHumanaMolecularaGeneticsUI2014UIabUIbYdcVeg 5.6 78

229 vlycansIareIaInovelIbiomarkerIofIchronologicalIandIbiologicalIagesWIJournalsaofaGerontologyanaSeriesa
AaBiologicalaSciencesaandaMedicalaSciencesUI2014UIehUIffhVgh 6.4 192
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228 s’pImismatchIrepairIgeneI‘αweIimplicatedIinIdeterminingIageIatInaturalImenopauseWIHumana
MolecularaGeneticsUI2014UIabUIachYVf 5.6 35

227 xsIexperimentallyIinducedIpainIassociatedIwithIsocioeconomicIstatusnIsoIpoorIpeopleIhurtImorenWI
MedicalaScienceaMonitorUI2014UIaYUIZabaVg 3.2 11

226 wighVPerformanceI‘ixedI‘odelsIqasedIvenomeVWideIpssociationIpnalysisIwithIomicpqt~I
softwareWIFsrrrResearchUI2014UIbUIaYY 3.6 13

225 PedigreeIandIgenotypingIqualityIanalysesIofIoverIZYUYYYIs’pIsamplesIfromItheIvenerationI
αcotlandiIαcottishIuamilyIwealthIαtudyWIBMCaMedicalaGeneticsUI2013UIZcUIbg 2.1 41

224 ‘etaVanalysisIofIgeneVlevelIassociationsIforIrareIvariantsIbasedIonIsingleVvariantIstatisticsWI
AmericanaJournalaofaHumanaGeneticsUI2013UIhbUIabeVcg 11 49

223 siscoveryIandIrefinementIofIlociIassociatedIwithIlipidIlevelsWINatureaGeneticsUI2013UIcdUIZafcVZagb 36.3 1904

222 rommonIvariantsIassociatedIwithIplasmaItriglyceridesIandIriskIforIcoronaryIarteryIdiseaseWINaturea
GeneticsUI2013UIcdUIZbcdVda 36.3 597

221
‘etaVanalysisIofIgenomeVwideIassociationIstudiesIinIfiveIcohortsIrevealsIcommonIvariantsIinI
₁qu XZUIaIregulatorIofItissueVspecificIsplicingUIassociatedIwithIrefractiveIerrorWIHumanaMoleculara
GeneticsUI2013UIaaUIafdcVec

5.6 52

220 putomatedIworkflowVbasedIexploitationIofIpathwayIdatabasesIprovidesInewIinsightsIintoIgeneticI
associationsIofImetaboliteIprofilesWIBMCaGenomicsUI2013UIZcUIged 4.5 13

219 venomeVwideIassociationIanalysesIidentifyIZgInewIlociIassociatedIwithIserumIurateIconcentrationsWI
NatureaGeneticsUI2013UIcdUIZcdVdc 36.3 505

218 rommonIvariantsIinI‘endelianIkidneyIdiseaseIgenesIandItheirIassociationIwithIrenalIfunctionWI
JournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2013UIacUIaZYdVZf 12.7 27

217 venomeVwideImetaVanalysesIofImultiancestryIcohortsIidentifyImultipleInewIsusceptibilityIlociIforI
refractiveIerrorIandImyopiaWINatureaGeneticsUI2013UIcdUIbZcVg 36.3 314

216 ‘utationsIinIw’uZpIresultIinImarkedIalterationsIofIplasmaIglycanIprofileWIDiabetesUI2013UIeaUIZbahVbf 0.9 74

215 venomeVwideImetaVanalysisIidentifiesIZZInewIlociIforIanthropometricItraitsIandIprovidesIinsightsI
intoIgeneticIarchitectureWINatureaGeneticsUI2013UIcdUIdYZVZa 36.3 437

214 xdentificationIofIheartIrateVassociatedIlociIandItheirIeffectsIonIcardiacIconductionIandIrhythmI
disordersWINatureaGeneticsUI2013UIcdUIeaZVbZ 36.3 219

213 vWpαIofIZaeUddhIindividualsIidentifiesIgeneticIvariantsIassociatedIwithIeducationalIattainmentWI
ScienceUI2013UIbcYUIZcefVfZ 33.3 563

212 ‘etaVanalysisIofIgenomeVwideIassociationIstudiesIidentifiesIsixInewI~ociIforIserumIcalciumI
concentrationsWIPLoSaGeneticsUI2013UIhUIeZYYbfhe 6 100

211 ~ociIassociatedIwithI’VglycosylationIofIhumanIimmunoglobulinIvIshowIpleiotropyIwithI
autoimmuneIdiseasesIandIhaematologicalIcancersWIPLoSaGeneticsUI2013UIhUIeZYYbaad 6 242

(2013-2014)
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210 αexVstratifiedIgenomeVwideIassociationIstudiesIincludingIafYUYYYIindividualsIshowIsexualI
dimorphismIinIgeneticIlociIforIanthropometricItraitsWIPLoSaGeneticsUI2013UIhUIeZYYbdYY 6 277

209 xndividualImultiVlocusIheterozygosityIisIassociatedIwithIlowerImorningIplasmaIcortisolI
concentrationsWIEuropeanaJournalaofaEndocrinologyUI2013UIZehUIdhVec 6.5 16

208 rausalIandIsyntheticIassociationsIofIvariantsIinItheIαt₁Px’pIgeneIclusterIwithIalphaZVantitrypsinI
serumIlevelsWIPLoSaGeneticsUI2013UIhUIeZYYbdgd 6 37

207 xnferenceIofIidentityIbyIdescentIinIpopulationIisolatesIandIoptimalIsequencingIstudiesWIEuropeana
JournalaofaHumanaGeneticsUI2013UIaZUIZZcYVd 5.3 13

206 veneticIinfluencesIonIplasmaIruwIandIruw₁ZIconcentrationsIandItheirIroleIinIsusceptibilityItoI
ageVrelatedImacularIdegenerationWIHumanaMolecularaGeneticsUI2013UIaaUIcgdfVeh 5.6 62

205 venomeVwideIassociationIstudyIidentifiesIgeneticIriskIunderlyingIprimaryIrhegmatogenousIretinalI
detachmentWIHumanaMolecularaGeneticsUI2013UIaaUIbZfcVgd 5.6 28

204
‘ultiethnicImetaVanalysisIofIgenomeVwideIassociationIstudiesIinImZYYIYYYIsubjectsIidentifiesIabI
fibrinogenVassociatedI~ociIbutInoIstrongIevidenceIofIaIcausalIassociationIbetweenIcirculatingI
fibrinogenIandIcardiovascularIdiseaseWICirculationUI2013UIZagUIZbZYVac

16.7 107

203 pssociationIofIadiposityIgeneticIvariantsIwithImenarcheItimingIinIhaUZYdIwomenIofIturopeanI
descentWIAmericanaJournalaofaEpidemiologyUI2013UIZfgUIcdZVeY 3.8 48

202 venomeVwideIassociationIanalysesIidentifyImultipleIlociIassociatedIwithIcentralIcornealIthicknessI
andIkeratoconusWINatureaGeneticsUI2013UIcdUIZddVeb 36.3 222

201 pIcommonIbiologicalIbasisIofIobesityIandInicotineIaddictionWITranslationalaPsychiatryUI2013UIbUIebYg 8.6 37

200 pIzQpεPRIchannelIgeneIeffectIonIsleepIdurationiIfromIgenomeVwideIassociationIstudiesItoIfunctionI
inIsrosophilaWIMolecularaPsychiatryUI2013UIZgUIZaaVba 15.1 113

199 εheIpowerIofIregionalIheritabilityIanalysisIforIrareIandIcommonIvariantIdetectioniIsimulationsIandI
applicationItoIeyeIbiometricalItraitsWIFrontiersainaGeneticsUI2013UIcUIaba 4.5 27

198 ~ocalIexomeIsequencesIfacilitateIimputationIofIlessIcommonIvariantsIandIincreaseIpowerIofI
genomeIwideIassociationIstudiesWIPLoSaONEUI2013UIgUIeegeYc 3.7 8

197 α‘psfIvariantIrschbhgafIisIassociatedIwithIcolorectalIcancerIriskIinIrroatianIpopulationWIPLoSaONE
UI2013UIgUIefcYca 3.7 11

196 ranIgeneticsIaggravateItheIhealthIofIisolatedIandIremoteIpopulationsnIεheIcaseIofIgoutUI
hyperuricaemiaIandIosteoarthritisIinIsalmatiaWIRuralaandaRemoteaHealthUI2013UIZbUIaZdb 1.3 7

195 weritabilityIanalysisIsuggestsIcomparableIgeneticIcomponentIofImechanicalIpainIthresholdIandI
toleranceWIPainaMedicineUI2012UIZbUIZacgVh 2.8 1

194 ~argeIscaleIinternationalIreplicationIandImetaVanalysisIstudyIconfirmsIassociationIofItheIZdqZcI
locusIwithImyopiaWIεheIr₁tp‘IconsortiumWIHumanaGeneticsUI2012UIZbZUIZcefVgY 6.3 57

193 venomeVwideImetaVanalysisIofIcommonIvariantIdifferencesIbetweenImenIandIwomenWIHumana
MolecularaGeneticsUI2012UIaZUIcgYdVZd 5.6 24
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192 pssociationIbetweenIchromosomeIhpaZIvariantsIandItheIankleVbrachialIindexIidentifiedIbyIaI
metaVanalysisIofIaZIgenomeVwideIassociationIstudiesWICirculation:aCardiovascularaGeneticsUI2012UIdUIZYYVZa 84

191 veneticIvariationIinIcomplementIregulatorsIandIsusceptibilityItoIageVrelatedImacularIdegenerationWI
ImmunobiologyUI2012UIaZfUIZdgVeZ 3.4 20

190 uε IgenotypeIisIassociatedIwithIphenotypicIvariabilityIofIbodyImassIindexWINatureUI2012UIchYUIaefVfa 50.4 304

189 ‘etaVanalysesIidentifyIZbIlociIassociatedIwithIageIatImenopauseIandIhighlightIs’pIrepairIandI
immuneIpathwaysWINatureaGeneticsUI2012UIccUIaeYVg 36.3 243

188 siscoveryIandIfineImappingIofIserumIproteinIlociIthroughItransethnicImetaVanalysisWIAmericana
JournalaofaHumanaGeneticsUI2012UIhZUIfccVdb 11 58

187 pIgenomeVwideIassociationIsearchIforItypeIaIdiabetesIgenesIinIpfricanIpmericansWIPLoSaONEUI2012UI
fUIeahaYa 3.7 138

186 ~ocalisingIlociIunderlyingIcomplexItraitIvariationIusingI₁egionalIvenomicI₁elationshipI‘appingWI
PLoSaONEUI2012UIfUIecedYZ 3.7 75

185 pIgenomeVwideIapproachIaccountingIforIbodyImassIindexIidentifiesIgeneticIvariantsIinfluencingI
fastingIglycemicItraitsIandIinsulinIresistanceWINatureaGeneticsUI2012UIccUIedhVeh 36.3 615

184 pssociationIofImedicationIwithItheIhumanIplasmaI’VglycomeWIJournalaofaProteomeaResearchUI2012UI
ZZUIZgaZVbZ 5.6 29

183 venomeVwideIassociationIuncoversIsharedIgeneticIeffectsIamongIpersonalityItraitsIandImoodI
statesWIAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsUI2012UIZdhqUIegcVhd 3.5 98

182 αequencingIofIhighVcomplexityIs’pIpoolsIforIidentificationIofInucleotideIandIstructuralIvariantsIinI
regionsIassociatedIwithIcomplexItraitsWIEuropeanaJournalaofaHumanaGeneticsUI2012UIaYUIffVgb 5.3 9

181 tvidenceIofIinbreedingIdepressionIonIhumanIheightWIPLoSaGeneticsUI2012UIgUIeZYYaedd 6 62

180 venomeVwideIassociationIstudyIidentifiesInovelIlociIassociatedIwithIcirculatingIphosphoVIandI
sphingolipidIconcentrationsWIPLoSaGeneticsUI2012UIgUIeZYYachY 6 145

179 venomeVwideIassociationIandIfunctionalIfollowVupIrevealsInewIlociIforIkidneyIfunctionWIPLoSa
GeneticsUI2012UIgUIeZYYadgc 6 143

178 UncoveringInetworksIfromIgenomeVwideIassociationIstudiesIviaIcircularIgenomicIpermutationWIGu:a
GenesmaGenomesmaGeneticsUI2012UIaUIZYefVfd 3.2 45

177 ’oIevidenceIofIassociationIbetweenIcomplementIfactorIxIgeneticIvariantIrsZYYbbhYYIandI
ageVrelatedImacularIdegenerationWIEuropeanaJournalaofaHumanaGeneticsUI2012UIaYUIZVajIauthorIreplyIb 5.3 19

176 ’ovelIlociIforIadiponectinIlevelsIandItheirIinfluenceIonItypeIaIdiabetesIandImetabolicItraitsiIaI
multiVethnicImetaVanalysisIofIcdUghZIindividualsWIPLoSaGeneticsUI2012UIgUIeZYYaeYf 6 326

175 xntegrationIofIgenomeVwideIassociationIstudiesIwithIbiologicalIknowledgeIidentifiesIsixInovelI
genesIrelatedItoIkidneyIfunctionWIHumanaMolecularaGeneticsUI2012UIaZUIdbahVcb 5.6 54

(2012-2012)
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174 tpigeneticIsilencingIofIw’uZpIassociatesIwithIchangesIinItheIcompositionIofItheIhumanIplasmaI
’VglycomeWIEpigeneticsUI2012UIfUIZecVfa 5.7 31

173 xncreasedIgeneticIvulnerabilityItoIsmokingIatIrw₁’pdIinIearlyVonsetIsmokersWIArchivesaofaGenerala
PsychiatryUI2012UIehUIgdcVeY 65

172 venomeVwideIanalysisIofIepistasisIinIbodyImassIindexIusingImultipleIhumanIpopulationsWIEuropeana
JournalaofaHumanaGeneticsUI2012UIaYUIgdfVea 5.3 26

171 ~argeVscaleIassociationIanalysesIidentifyInewIlociIinfluencingIglycemicItraitsIandIprovideIinsightI
intoItheIunderlyingIbiologicalIpathwaysWINatureaGeneticsUI2012UIccUIhhZVZYYd 36.3 621

170 venomeVwideIassociationIstudyIofIageVrelatedImacularIdegenerationIidentifiesIassociatedIvariantsI
inItheIε’XqVuzqP~V’ εrwcIregionIofIchromosomeIepaZWbWIHumanaMolecularaGeneticsUI2012UIaZUIcZbgVdY5.6 66

169 venomeVwideIassociationIstudyItoIidentifyIcommonIvariantsIassociatedIwithIbrachialI
circumferenceiIaImetaVanalysisIofIZcIcohortsWIPLoSaONEUI2012UIfUIebZbeh 3.7 2

168 veneticIvariationInearIx₁αZIassociatesIwithIreducedIadiposityIandIanIimpairedImetabolicIprofileWI
NatureaGeneticsUI2011UIcbUIfdbVeY 36.3 237

167 veneticIvariantsIinInovelIpathwaysIinfluenceIbloodIpressureIandIcardiovascularIdiseaseIriskWINature
UI2011UIcfgUIZYbVh 50.4 1564

166 ~eprosyIepidemicsIduringIhistoryIincreasedIprotectiveIalleleIfrequencyIofIPp₁zaXPpr₁vIgenesIinI
theIpopulationIofItheI‘ljetIxslandUIrroatiaWIEuropeanaJournalaofaMedicalaGeneticsUI2011UIdcUIedcgVda 2.6 5

165 venomeVwideIassociationIidentifiesInineIcommonIvariantsIassociatedIwithIfastingIproinsulinIlevelsI
andIprovidesInewIinsightsIintoItheIpathophysiologyIofItypeIaIdiabetesWIDiabetesUI2011UIeYUIaeacVbc 0.9 285

164 ropyInumberIvariationIacrossIturopeanIpopulationsWIPLoSaONEUI2011UIeUIeabYgf 3.7 20

163 veneticIarchitectureIofIcirculatingIlipidIlevelsWIEuropeanaJournalaofaHumanaGeneticsUI2011UIZhUIgZbVh 5.3 19

162 soesIinbreedingIaffectI’VglycosylationIofIhumanIplasmaIproteinsnWIMolecularaGeneticsaanda
GenomicsUI2011UIagdUIcafVba 3.1 2

161 VariationIinItheIuricIacidItransporterIgeneIα~raphIandIitsIassociationIwithIpp IofIParkinsonPsI
diseaseWIJournalaofaMolecularaNeuroscienceUI2011UIcbUIaceVdY 3.3 38

160 α’PImistypingIinIgenotypingIarraysVVanIimportantIcauseIofIspuriousIassociationIinIcaseVcontrolI
studiesWIGeneticaEpidemiologyUI2011UIbdUIcabVe 2.6 5

159 tvidenceIofIassociationIofIpP tIwithIageVrelatedImacularIdegenerationiIaIpooledIanalysisIofIZdI
studiesWIHumanaMutationUI2011UIbaUIZcYfVZe 4.7 99

158 ‘etaVanalysisIofIgenomeVwideIassociationIstudiesIinImgYIYYYIsubjectsIidentifiesImultipleIlociIforI
rVreactiveIproteinIlevelsWICirculationUI2011UIZabUIfbZVg 16.7 395

157 rUq’IisIaIgeneIlocusIforIalbuminuriaWIJournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2011UIaaUIdddVfY12.7 170
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156 PolymorphismsIinIqbvpεZUIα~rhphIandI‘vpεdIareIassociatedIwithIvariationIwithinItheIhumanI
plasmaI’VglycomeIofIbdbbIturopeanIadultsWIHumanaMolecularaGeneticsUI2011UIaYUIdYYYVZZ 5.6 61

155 VariationsIinIapolipoproteinItIfrequencyIwithIageIinIaIpooledIanalysisIofIaIlargeIgroupIofIolderI
peopleWIAmericanaJournalaofaEpidemiologyUI2011UIZfbUIZbdfVec 3.8 67

154 wearingIfunctionIandIthresholdsiIaIgenomeVwideIassociationIstudyIinIturopeanIisolatedI
populationsIidentifiesInewIlociIandIpathwaysWIJournalaofaMedicalaGeneticsUI2011UIcgUIbehVfc 5.8 59

153 ’ovelIassociationItoItheIproproteinIconvertaseIPrαzfIgeneIlocusIrevealedIbyIanalysingIsolubleI
transferrinIreceptorIQsεf₁RIlevelsWIHumanaMolecularaGeneticsUI2011UIaYUIZYcaVf 5.6 51

152 romplementIfactorIsIinIageVrelatedImacularIdegenerationI2011UIdaUIggagVbc 72

151 veneticIpredictorsIofIfibrinIsVdimerIlevelsIinIhealthyIadultsWICirculationUI2011UIZabUIZgecVfa 16.7 47

150 venomeVwideIassociationIstudyIidentifiesIsixInewIlociIinfluencingIpulseIpressureIandImeanIarterialI
pressureWINatureaGeneticsUI2011UIcbUIZYYdVZZ 36.3 338

149 ‘etaVanalysisIofIgenomeVwideIassociationIstudiesIfromItheIrwp₁vtIconsortiumIidentifiesIcommonI
variantsIassociatedIwithIcarotidIintimaImediaIthicknessIandIplaqueWINatureaGeneticsUI2011UIcbUIhcYVf 36.3 168

148 venomeVwideIassociationIandIlargeVscaleIfollowIupIidentifiesIZeInewIlociIinfluencingIlungIfunctionWI
NatureaGeneticsUI2011UIcbUIZYgaVhY 36.3 313

147 pIcomprehensiveIevaluationIofIpotentialIlungIfunctionIassociatedIgenesIinItheIαpiro‘etaIgeneralI
populationIsampleWIPLoSaONEUI2011UIeUIeZhbga 3.7 41

146 rharacterisationIofIgenomeVwideIassociationIepistasisIsignalsIforIserumIuricIacidIinIhumanI
populationIisolatesWIPLoSaONEUI2011UIeUIeabgbe 3.7 15

145 εheIεruf~aIdiabetesIriskIvariantIisIassociatedIwithIwbpâ��QrRIlevelsiIaIgenomeVwideIassociationI
metaVanalysisWIAnnalsaofaHumanaGeneticsUI2010UIfcUIcfZVg 2.2 29

144 venesIpredictIvillageIofIoriginIinIruralIturopeWIEuropeanaJournalaofaHumanaGeneticsUI2010UIZgUIZaehVfY 5.3 19

143 qiologicalUIclinicalIandIpopulationIrelevanceIofIhdIlociIforIbloodIlipidsWINatureUI2010UIceeUIfYfVZb 50.4 2742

142 wundredsIofIvariantsIclusteredIinIgenomicIlociIandIbiologicalIpathwaysIaffectIhumanIheightWI
NatureUI2010UIcefUIgbaVg 50.4 1514

141 venomeVwideIassociationIstudyIidentifiesIfiveIlociIassociatedIwithIlungIfunctionWINatureaGeneticsUI
2010UIcaUIbeVcc 36.3 430

140 ’ewIlociIassociatedIwithIkidneyIfunctionIandIchronicIkidneyIdiseaseWINatureaGeneticsUI2010UIcaUIbfeVgc 36.3 599

139 ‘etaVanalysisIandIimputationIrefinesItheIassociationIofIZdqadIwithIsmokingIquantityWINaturea
GeneticsUI2010UIcaUIcbeVcY 36.3 521

(2010-2011)
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138 ‘etaVanalysisIidentifiesIZbInewIlociIassociatedIwithIwaistVhipIratioIandIrevealsIsexualIdimorphismI
inItheIgeneticIbasisIofIfatIdistributionWINatureaGeneticsUI2010UIcaUIhchVeY 36.3 724

137 pssociationIanalysesIofIachUfheIindividualsIrevealIZgInewIlociIassociatedIwithIbodyImassIindexWI
NatureaGeneticsUI2010UIcaUIhbfVcg 36.3 2267

136 εhirtyInewIlociIforIageIatImenarcheIidentifiedIbyIaImetaVanalysisIofIgenomeVwideIassociationI
studiesWINatureaGeneticsUI2010UIcaUIZYffVgd 36.3 372

135 rommonIvariantsIinIaaIlociIareIassociatedIwithI×₁αIdurationIandIcardiacIventricularIconductionWI
NatureaGeneticsUI2010UIcaUIZYegVfe 36.3 249

134 romplementIfactorIhIautoantibodiesIandIageVrelatedImacularIdegenerationI2010UIdZUIdgdgVeb 25

133
’ovelIassociationsIofImultipleIgeneticIlociIwithIplasmaIlevelsIofIfactorIVxxUIfactorIVxxxUIandIvonI
WillebrandIfactoriIεheIrwp₁vtIQrohortsIforIweartIandIpgingI₁esearchIinIvenomeItpidemiologyRI
ronsortiumWICirculationUI2010UIZaZUIZbgaVha

16.7 260

132 rommonIvariantsIatIZYIgenomicIlociIinfluenceIhemoglobinIpâ��QrRIlevelsIviaIglycemicIandI
nonglycemicIpathwaysWIDiabetesUI2010UIdhUIbaahVbh 0.9 314

131 roncordantIassociationIofIinsulinIdegradingIenzymeIgeneIQxstRIvariantsIwithIxstIm₁’pUIpbetaUIandI
plzheimerPsIdiseaseWIPLoSaONEUI2010UIdUIegfec 3.7 40

130 weritabilitiesIofIocularIbiometricalItraitsIinItwoIcroatianIisolatesIwithIextendedIpedigreesI2010UIdZUIfbfVcb 19

129 rommonIgeneticIvariantsIassociateIwithIserumIphosphorusIconcentrationWIJournalaofatheaAmericana
SocietyaofaNephrology:aJASNUI2010UIaZUIZaabVba 12.7 93

128 ‘odelingIofIenvironmentalIeffectsIinIgenomeVwideIassociationIstudiesIidentifiesIα~rapaIandIwPIasI
novelIlociIinfluencingIserumIcholesterolIlevelsWIPLoSaGeneticsUI2010UIeUIeZYYYfhg 6 46

127
qayesianImethodsIforIinstrumentalIvariableIanalysisIwithIgeneticIinstrumentsIQP‘endelianI
randomizationPRiIexampleIwithIurateItransporterIα~raphIasIanIinstrumentalIvariableIforIeffectIofI
urateIlevelsIonImetabolicIsyndromeWIInternationalaJournalaofaEpidemiologyUI2010UIbhUIhYfVZg

7.8 37

126 VariationIinItheIuricIacidItransporterIgeneIQα~raphRIandImemoryIperformanceWIHumanaMoleculara
GeneticsUI2010UIZhUIabaZVbY 5.6 29

125 venomicsImeetsIglycomicsVtheIfirstIvWpαIstudyIofIhumanI’VvlycomeIidentifiesIw’uZ˛–IasIaImasterI
regulatorIofIplasmaIproteinIfucosylationWIPLoSaGeneticsUI2010UIeUIeZYYZade 6 177

124 ’ewIlociIassociatedIwithIcentralIcorneaIthicknessIincludeIr ~dpZUIpzpPZbIandIpVv₁gWIHumana
MolecularaGeneticsUI2010UIZhUIcbYcVZZ 5.6 125

123 ’ewIgeneticIlociIimplicatedIinIfastingIglucoseIhomeostasisIandItheirIimpactIonItypeIaIdiabetesIriskWI
NatureaGeneticsUI2010UIcaUIZYdVZe 36.3 1673

122 ~inkageIandIgenomeVwideIassociationIanalysisIofIobesityVrelatedIphenotypesiIassociationIofI
weightIwithItheI‘vpεZIgeneWIObesityUI2010UIZgUIgYbVg 8 37

121 pssociationIofIexistingIandInewIcandidateIgenesIforIanxietyUIdepressionIandIpersonalityItraitsIinI
olderIpeopleWIBehavioraGeneticsUI2010UIcYUIdZgVba 3.2 38
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120 romparativeIassessmentIofImethodsIforIestimatingIindividualIgenomeVwideI
homozygosityVbyVdescentIfromIhumanIgenomicIdataWIBMCaGenomicsUI2010UIZZUIZbh 4.5 26

119 veneticIcomparisonIofIaIrroatianIisolateIandIrtPwIturopeanIfoundersWIGeneticaEpidemiologyUI2010UI
bcUIZcYVd 2.6 6

118 pImetaVanalysisIofIgenomeVwideIdataIfromIfiveIturopeanIisolatesIrevealsIanIassociationIofI
r ~aapZUIαYεZUIandIvpq₁₁aIwithIserumIcreatinineIlevelWIBMCaMedicalaGeneticsUI2010UIZZUIcZ 2.1 39

117
wistoricUIdemographicUIandIgeneticIevidenceIforIincreasedIpopulationIfrequenciesIofIrr₁dseltabaI
mutationIinIrroatianIxslandIisolatesIafterIlethalIZdthIcenturyIepidemicsWICroatianaMedicalaJournalUI
2009UIdYUIbcVca

1.6 8

116 venomeVwideIassociationIstudyIofIbiochemicalItraitsIinIzorculaIxslandUIrroatiaWICroatianaMedicala
JournalUI2009UIdYUIabVbb 1.6 47

115 venomeVwideIassociationIstudyIofIanthropometricItraitsIinIzorculaIxslandUIrroatiaWICroatianaMedicala
JournalUI2009UIdYUIfVZe 1.6 27

114
venomeVwideIassociationIstudyIidentifiesIuUεgIandItα₁aIasIcoVregulatorsIofIaIbiVantennaryI
’VlinkedIglycanIpaIQvlc’pc~a~‘an~b~vlc’pc~a~RIinIhumanIplasmaIproteinsWINatureaPrecedingsUI
2009UI

6

113 veneticIdeterminantsIofIcirculatingIsphingolipidIconcentrationsIinIturopeanIpopulationsWIPLoSa
GeneticsUI2009UIdUIeZYYYefa 6 150

112 rommonIvariantsIinItheIypZuZIgeneIassociatedIwithIheightIidentifiedIbyIlinkageIandIgenomeVwideI
associationIanalysisWIHumanaMolecularaGeneticsUI2009UIZgUIbfbVgY 5.6 81

111 ppolipoproteinItIisInotIrelatedItoImemoryIabilitiesIatIfYIyearsIofIageWIBehavioraGeneticsUI2009UIbhUIeVZc 3.2 27

110 VariationIinItheIdysbindinIgeneIandInormalIcognitiveIfunctionIinIthreeIindependentIpopulationI
samplesWIGenesmaBrainaandaBehaviorUI2009UIgUIaZgVaf 3.6 40

109 ~ociIinfluencingIlipidIlevelsIandIcoronaryIheartIdiseaseIriskIinIZeIturopeanIpopulationIcohortsWI
NatureaGeneticsUI2009UIcZUIcfVdd 36.3 708

108 venomeVwideIlinkageIanalysisIofIserumIcreatinineIinIthreeIisolatedIturopeanIpopulationsWIKidneya
InternationalUI2009UIfeUIahfVbYe 9.9 57

107 VariabilityUIheritabilityIandIenvironmentalIdeterminantsIofIhumanIplasmaI’VglycomeWIJournalaofa
ProteomeaResearchUI2009UIgUIehcVfYZ 5.6 191

106 rognitiveIabilityIatIageIZZIandIfYIyearsUIinformationIprocessingIspeedUIandIpP tIvariationiItheI
~othianIqirthIrohortIZhbeIstudyWIPsychologyaandaAgingUI2009UIacUIZahVbg 3.6 72

105 ×uantifyingItheIincreaseIinIaverageIhumanIheterozygosityIdueItoIurbanisationWIEuropeanaJournalaofa
HumanaGeneticsUI2008UIZeUIZYhfVZYa 5.3 20

104 α~raphIisIaInewlyIidentifiedIurateItransporterIinfluencingIserumIurateIconcentrationUIurateI
excretionIandIgoutWINatureaGeneticsUI2008UIcYUIcbfVca 36.3 563

103 wighIprevalenceIofIglaucomaIinIVeliIqrgudUIrroatiaUIisIcausedIbyIaIdominantlyIinheritedIεbff‘I
mutationIinItheI‘Y rIgeneWIBritishaJournalaofaOphthalmologyUI2008UIhaUIZdefVg 5.5 6

(2008-2010)
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102
dYbpIdeletionIinItheIpromoterIforIsuperoxideIdismutaseIZIQα sZRIreducesIα sZIexpressionIinIvitroI
andImayIcorrelateIwithIincreasedIageIofIonsetIofIsporadicIamyotrophicIlateralIsclerosisWI
AmyotrophicaLateralaSclerosisaandaOtheraMotoraNeuronaDisordersUI2008UIhUIaahVbf

25

101 ₁unsIofIhomozygosityIinIturopeanIpopulationsWIAmericanaJournalaofaHumanaGeneticsUI2008UIgbUIbdhVfa 11 624

100 ₁unsIofIwomozygosityIinIturopeanIPopulationsWIAmericanaJournalaofaHumanaGeneticsUI2008UIgbUIedg 11 10

99 pIgeneticIassociationIanalysisIofIcognitiveIabilityIandIcognitiveIageingIusingIbadImarkersIforIZYhI
genesIassociatedIwithIoxidativeIstressIorIcognitionWIBMCaGeneticsUI2007UIgUIcb 2.6 57

98
εheItysenckIpersonalityIfactorsiIPsychometricIstructureUIreliabilityUIheritabilityIandIphenotypicIandI
geneticIcorrelationsIwithIpsychologicalIdistressIinIanIisolatedIrroatianIpopulationWIPersonalityaanda
IndividualaDifferencesUI2007UIcaUIZabVZbb

3.3 51

97 tffectsIofIgenomeVwideIheterozygosityIonIaIrangeIofIbiomedicallyIrelevantIhumanIquantitativeI
traitsWIHumanaMolecularaGeneticsUI2007UIZeUIabbVcZ 5.6 150

96 romplementIrbIvariantIandItheIriskIofIageVrelatedImacularIdegenerationWINewaEnglandaJournalaofa
MedicineUI2007UIbdfUIddbVeZ 59.2 675

95 ₁ecurrenceIofIα XaIanophthalmiaIsyndromeIwithIgonosomalImosaicismIinIaIphenotypicallyInormalI
motherWIAmericanaJournalaofaMedicalaGeneticsmaPartaAUI2006UIZcYUIebeVh 2.5 44

94 siseaseImechanismsIinIlateVonsetIretinalImacularIdegenerationIassociatedIwithImutationIinI
rZ×ε’udWIHumanaMolecularaGeneticsUI2006UIZdUIZegYVh 5.6 46

93 PolymorphismsIinItheIgeneIencodingIZZqVhydroxysteroidIdehydrogenaseItypeIZIQwαsZZqZRIandI
lifetimeIcognitiveIchangeWINeuroscienceaLettersUI2006UIbhbUIfcVf 3.3 12

92 tstimatingIhumanIinbreedingIcoefficientsiIcomparisonIofIgenealogicalIandImarkerIheterozygosityI
approachesWIAnnalsaofaHumanaGeneticsUI2006UIfYUIeeeVfe 2.2 61

91 bYYYIyearsIofIsolitudeiIextremeIdifferentiationIinItheIislandIisolatesIofIsalmatiaUIrroatiaWIEuropeana
JournalaofaHumanaGeneticsUI2006UIZcUIcfgVgf 5.3 58

90 εheIbrainVderivedIneurotrophicIfactorIValee‘etIpolymorphismIisIassociatedIwithIageVrelatedI
changeIinIreasoningIskillsWIMolecularaPsychiatryUI2006UIZZUIdYdVZb 15.1 130

89 wistoricIexposureItoIplagueIandIpresentVdayIfrequencyIofIrr₁ddelbaIinItwoIisolatedIislandI
communitiesIofIsalmatiaUIrroatiaWICroatianaMedicalaJournalUI2006UIcfUIdfhVgc 1.6 5

88
qiochemicalIcharacterisationIofItheIrZ×ε’udIgeneIassociatedIwithIlateVonsetIretinalIdegenerationWI
pIgeneticImodelIofIageVrelatedImacularIdegenerationWIAdvancesainaExperimentalaMedicineaanda
BiologyUI2006UIdfaUIcZVg

3.6 8

87 xncreasedIlevelIofIlinkageIdisequilibriumIinIruralIcomparedIwithIurbanIcommunitiesiIaIfactorItoI
considerIinIassociationVstudyIdesignWIAmericanaJournalaofaHumanaGeneticsUI2005UIfeUIfebVfa 11 22

86 ’icastrinIgeneIpolymorphismsUIcognitiveIabilityIlevelIandIcognitiveIageingWINeuroscienceaLettersUI
2005UIbfbUIZZYVc 3.3 20

85 z~ εw IgenotypeIandIcognitiveIabilityIinIchildhoodIandIoldIageIinItheIsameIindividualsWI
NeuroscienceaLettersUI2005UIbfgUIaaVf 3.3 70
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84
εheIfunctionalIr ‘εIpolymorphismUIValIZdgI‘etUIisIassociatedIwithIlogicalImemoryIandItheI
personalityItraitIintellectXimaginationIinIaIcohortIofIhealthyIfhIyearIoldsWINeuroscienceaLettersUI
2005UIbgdUIZVe

3.3 73

83 veneticIinfluencesIonIoxidativeIstressIandItheirIassociationIwithInormalIcognitiveIageingWI
NeuroscienceaLettersUI2005UIbgeUIZZeVaY 3.3 32

82 txtentIofIlinkageIdisequilibriumIinIaIαardinianIsubVisolateiIsamplingIandImethodologicalI
considerationsWIHumanaMolecularaGeneticsUI2004UIZbUIadVbb 5.6 34

81 ppolipoproteinIeIgeneIvariabilityIandIcognitiveIfunctionsIatIageIfhiIaIfollowVupIofItheIαcottishI
mentalIsurveyIofIZhbaWIPsychologyaandaAgingUI2004UIZhUIbefVfZ 3.6 61

80 ~ostIinItransitionVVtheIxslandIofIαusakIQZhdZVaYYZRWICollegiumaAntropologicumUI2004UIagUIcYbVaZ 0.1 3

79 ‘utationsIinIα XaIcauseIanophthalmiaWINatureaGeneticsUI2003UIbbUIceZVb 36.3 391

78 εheIinfluenceIofItheI˛µcIalleleIofItheIapolipoproteinItIgeneIonIchildhoodIx×UInonverbalIreasoningIinI
oldIageUIandIlifetimeIcognitiveIchangeWIIntelligenceUI2003UIbZUIgdVha 3 28

77
~ackIofIassociationIbetweenIpolymorphismsIinIangiotensinVconvertingVenzymeIandI
methylenetetrahydrofolateIreductaseIgenesIandInormalIcognitiveIageingIinIhumansWINeurosciencea
LettersUI2003UIbcfUIZfdVg

3.3 32

76
‘utationIinIaIshortVchainIcollagenIgeneUIrε₁PdUIresultsIinIextracellularIdepositIformationIinI
lateVonsetIretinalIdegenerationiIaIgeneticImodelIforIageVrelatedImacularIdegenerationWIHumana
MolecularaGeneticsUI2003UIZaUIaedfVef

5.6 150

75 xdentificationIofIαpεqaIasItheIcleftIpalateIgeneIonIaqbaVqbbWIHumanaMolecularaGeneticsUI2003UIZaUIachZVdYZ5.6 209

74 rognitiveIchangeIandItheIpP tIepsilonIcIalleleWINatureUI2002UIcZgUIhba 50.4 223

73 ‘olecularIgeneticIanalysisIofItheIpPtXInucleaseIgeneIinIamyotrophicIlateralIsclerosisWINeurologyUI
1999UIdaUIZghhVhYZ 6.5 64

72 ‘arfanIsatabaseIQthirdIeditionRiInewImutationsIandInewIroutinesIforItheIsoftwareWINucleicaAcidsa
ResearchUI1998UIaeUIaahVb 20.1 78

71
womozygosityIforIpsngeαerImutationIinItheIruZnVsuperoxideIdismutaseIgeneIproducesIaIsevereI
clinicalIphenotypeIinIaIjuvenileIonsetIcaseIofIfamilialIamyotrophicIlateralIsclerosisWIJournalaofa
MedicalaGeneticsUI1998UIbdUIZfc

5.8 46

70 qeckwithVWiedemannIsyndromeIinIaIchildIwithIchromosomeIZgqIdeletionWIJournalaofaMedicala
GeneticsUI1998UIbdUIZeaVc 5.8 8

69 ‘arfanIsatabaseIQsecondIeditionRiIsoftwareIandIdatabaseIforItheIanalysisIofImutationsIinItheI
humanIuq’ZIgeneWINucleicaAcidsaResearchUI1997UIadUIZcfVdY 20.1 30

68 tvidenceIforIaIfamilialIpregnancyVinducedIhypertensionIlocusIinItheIe’ αVgeneIregionWIAmericana
JournalaofaHumanaGeneticsUI1997UIeZUIbdcVea 11 113

67 ‘utationIscreeningIofIallIedIexonsIofItheIfibrillinVZIgeneIinIeYIpatientsIwithI‘arfanIsyndromeiI
reportIofIZaInovelImutationsWIHumanaMutationUI1997UIZYUIagYVh 4.7 37

(1997-2005)
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66 uibrillinVZImutationsIinI‘arfanIsyndromeIandIotherItypeVZIfibrillinopathiesWIHumanaMutationUI1997UI
ZYUIcZdVab 4.7 71

65 uructoseVZUeVbisphosphataseiIgeneticIandIphysicalImappingItoIhumanIchromosomeIhqaaWbIandI
evaluationIinInonVinsulinVdependentIdiabetesImellitusWIGenomicsUI1995UIahUIZgfVhc 4.3 11

64 εwoInovelImutationsIandIaIneutralIpolymorphismIinItvuVlikeIdomainsIofItheIfibrillinIgeneIQuq’ZRiI
ααrPIscreeningIofIexonsIZdVaZIinI‘arfanIsyndromeIpatientsWIHumanaMolecularaGeneticsUI1994UIbUIbfbVd 5.6 34

63 xdentificationIofIaInovelInonsenseImutationIinItheIfibrillinIgeneIQuq’ZRIusingInonisotopicI
techniquesWIHumanaMutationUI1994UIbUIZdhVea 4.7 20

62 pInovelImutationIinItheIfibrillinIgeneIQuq’ZRIinIfamilialIarachnodactylyWIMolecularaandaCellulara
ProbesUI1994UIgUIbadVf 3.3 35

61 pIlinkageImapIofIZYIlociIflankingItheI‘arfanIsyndromeIlocusIonIZdqiIresultsIofIanIxnternationalI
ronsortiumIstudyWIJournalaofaMedicalaGeneticsUI1992UIahUIfdVgY 5.8 19

60 uibrillinIQuq’ZRImutationsIinI‘arfanIsyndromeWIHumanaMutationUI1992UIZUIfh 4.7 9

59 pnIexclusionImapIforIpreVeclampsiaiIassumingIautosomalIrecessiveIinheritanceWIAmericanaJournalaofa
HumanaGeneticsUI1992UIdYUIfchVdf 11 41

58 w~pVs₁IandIpreVeclampsiaIinItdinburghWILancetmaTheUI1990UIbbdUIZcdgVh 40 7

57 αerumIrVreactiveIproteinIinIassessmentIofIpulmonaryIexacerbationsIandIantimicrobialItherapyIinI
cysticIfibrosisWIJournalaofaPediatricsUI1988UIZZbUIfeVh 3.6 37

56 xmmunoglobulinIlevelsIinImaternalIandIneonatalIseraIfromInormalIandIabnormalIpregnanciesWI
JournalaofaPerinatalaMedicineUI1988UIZeUIabbVh 2.7 1

55 αerumIconcentrationsIofIaIgranulocyteVderivedIcalciumVbindingIproteinIinIcysticIfibrosisIpatientsI
andIheterozygotesWIClinicaaChimicaaActaUI1987UIZfYUIcdVdd 6.2 13

54 ‘onoclonalIantibodiesItoIcysticIfibrosisIantigenWIJournalaofaImmunologicalaMethodsUI1986UIhZUIZZfVaa 2.5 12

53 εissueIlocalizationIandIchromosomalIassignmentIofIaIserumIproteinIthatItracksItheIcysticIfibrosisI
geneWINatureUI1985UIbZdUIdZbVd 50.4 46

52 ProspectiveIprenatalIdiagnosisIofIcysticIfibrosisWILancetmaTheUI1985UIZUIZZfdVg 40 52

51 pImonoclonalIantibodyVbasedIimmunoassayIforIhumanIlactoferrinWIJournalaofaImmunologicala
MethodsUI1985UIgcUIZbdVcZ 2.5 13

50 xmmunoreactiveItrypsinIandItheIprenatalIdiagnosisIofIcysticIfibrosisWIBJOG:aanaInternationalaJournala
ofaObstetricsaandaGynaecologyUI1984UIhZUIcchVda 3.7 6

49 pmnioticIfluidImicrovillarIenzymeIactivitiesIinItheIearlyIdetectionIofIfetalIabnormalitiesWIPrenatala
DiagnosisUI1984UIcUIaeZVe 3.2 24
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48 PrenatalIdiagnosisIofIcysticIfibrosisIbyIassayIofIamnioticIfluidImicrovillarIenzymesWIHumanaGeneticsUI
1984UIedUIacgVdZ 6.3 31

47 pmnioticIfluidIvvεPIinIprenatalIdiagnosisIofIcysticIfibrosisiIaIwordIofIwarningWILancetmaTheUI1983UIZUIZYhh40 7

46 PrenatalIdiagnosisIofIcysticIfibrosisIbyImethylumbelliferylguanidinobenzoateIproteaseItitrationIinI
amnioticIfluidWIPrenatalaDiagnosisUI1983UIbUIZVd 3.2 12

45 ×uantitativeIimmunoassaysIforIdiagnosisIandIcarrierIdetectionIinIcysticIfibrosisWIClinicalaGeneticsUI
1982UIaZUIbbeVcZ 4 18

44 rontrolledItrialIofIserumIisoelectricIfocusingIinItheIdetectionIofItheIcysticIfibrosisIgeneWIHumana
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