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ARTICLE IF CITATIONS

TWAS results are complementary to and less affected by linkage disequilibrium than GWAS. Plant

Physiology, 2021, 186, 1800-1811.

Maize glossyé6 is involved in cuticular wax deposition and drought tolerance. Journal of Experimental 48 62
Botany, 2019, 70, 3089-3099. )

<i>Zm<scp>MADS«<[scp>69<[i> functions as a flowering activator through the
<i>ZmRap2.7&€xscp>ZCN</[scp>8<[i> regulatory module and contributes to maize flowering time
adaptation. New Phytologist, 2019, 221, 2335-2347.

Substantial contribution of genetic variation in the expression of transcription factors to

phenotypic variation revealed by eRD-GWAS. Genome Biology, 2017, 18, 192. 8.8 56

Characterization of maize roothairless6 which encodes a D-type cellulose synthase and controls the

switch from bulge formation to tip growth. Scientific Reports, 2016, 6, 34395.




