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n Paper IF Citations

47 EffectorPwTpredictingTfungalTeffectorTproteinsTfromTsecretomesTusingTmachineTlearningkTNewn
PhytologisthT2016hTonmhTtqpisn 9.8 234

46 ImprovedTpredictionTofTfungalTeffectorTproteinsTfromTsecretomesTwithTEffectorPTokmkTMolecularn
PlantnPathologyhT2018hTnvhTomvqionnm 5.7 179

45 LOCALIZERwTsubcellularTlocalizationTpredictionTofTbothTplantTandTeffectorTproteinsTinTtheTplantTcellkT
ScientificnReportshT2017hTthTqqrvu 4.9 171

44 AdvancesTandTchallengesTinTcomputationalTpredictionTofTeffectorsTfromTplantTpathogenicTfungikT
PLoSnPathogenshT2015hTnnhTenmmqums 7.6 111

43 GenomeTsequencingTandTcomparativeTgenomicsTofTtheTbroadThostirangeTpathogenTRhizoctoniaT
solaniTAGukTPLoSnGeneticshT2014hTnmhTenmmqoun 6 102

42 LossTofTbyTsomaticTexchangeTinTstemTrustTleadsTtoTvirulenceTforTresistanceTinTwheatkTSciencehT2017hT
pruhTnsmtinsnm 33.3 101

41 ApoplastPwTpredictionTofTeffectorsTandTplantTproteinsTinTtheTapoplastTusingTmachineTlearningkTNewn
PhytologisthT2018hTonthTntsqinttu 9.8 80

40 DotKnotwTpseudoknotTpredictionTusingTtheTprobabilityTdotTplotTunderTaTrefinedTenergyTmodelkT
NucleicnAcidsnResearchhT2010hTpuhTenmp 20.1 70

39
ComparativeTgenomicsTandTpredictionTofTconditionallyTdispensableTsequencesTinTlegumeiinfectingT
FusariumToxysporumTformaeTspecialesTfacilitatesTidentificationTofTcandidateTeffectorskTBMCn
GenomicshT2016hTnthTnvn

4.5 68

38 GenomeiWideTAnalysisTinTThreeTFusariumTPathogensTIdentifiesTRapidlyTEvolvingTChromosomesTandT
GenesTAssociatedTwithTPathogenicitykTGenomenBiologynandnEvolutionhT2015hTthTnsnpiot 3.9 68

37
ComparativeTgenomicsTofTAustralianTisolatesTofTtheTwheatTstemTrustTpathogenTPucciniaTgraminisTfkT
spkTtriticiTrevealsTextensiveTpolymorphismTinTcandidateTeffectorTgeneskTFrontiersninnPlantnSciencehT
2014hTrhTtrv

6.2 64

36 ATNeariCompleteTHaplotypeiPhasedTGenomeTofTtheTDikaryoticTWheatTStripeTRustTFungusTfkTspkT
RevealsTHighTInterhaplotypeTDiversitykTMBiohT2018hTvhT 7.8 54

35 EmergenceTofTtheTUgvvTlineageTofTtheTwheatTstemTrustTpathogenTthroughTsomaticThybridisationkT
NaturenCommunicationshT2019hTnmhTrmsu 17.4 47

34 EvaluationTofTSecretionTPredictionTHighlightsTDifferingTApproachesTNeededTforTOomyceteTandT
FungalTEffectorskTFrontiersninnPlantnSciencehT2015hTshTnnsu 6.2 42

33 HeuristicTRNATpseudoknotTpredictionTincludingTintramolecularTkissingThairpinskTRnahT2011hTnthTotipu 5.8 38

32 DiversifyingTselectionTinTtheTwheatTstemTrustTfungusTactsTpredominantlyTonTpathogeniassociatedT
geneTfamiliesTandTrevealsTcandidateTeffectorskTFrontiersninnPlantnSciencehT2014hTrhTpto 6.2 37

31 ComparativeTsecretomeTanalysisTofTRhizoctoniaTsolaniTisolatesTwithTdifferentThostTrangesTrevealsT
uniqueTsecretomesTandTcellTdeathTinducingTeffectorskTScientificnReportshT2017hTthTnmqnm 4.9 32
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30 MachineTlearningTinTplantipathogenTinteractionswTempoweringTbiologicalTpredictionsTfromTfieldT
scaleTtoTgenomeTscalekTNewnPhytologisthT2020hToouhTpriqn 9.8 32

29 ChangingTtheTGamewTUsingTIntegrativeTGenomicsTtoTProbeTVirulenceTMechanismsTofTtheTStemTRustT
PathogenTPucciniaTgraminisTfkTspkTtriticikTFrontiersninnPlantnSciencehT2016hTthTomr 6.2 31

28 AssemblyTandTPhasingTofTDikaryoticTGenomesTfromTTwoTIsolatesTofTfkTspkThTtheTCausalTAgentTofTOatT
CrownTRustkTMBiohT2018hTvhT 7.8 27

27 KnotSeekerwTheuristicTpseudoknotTdetectionTinTlongTRNATsequenceskTRnahT2008hTnqhTspmiqm 5.8 25

26 ATcomparativeThiddenTMarkovTmodelTanalysisTpipelineTidentifiesTproteinsTcharacteristicTofT
cerealiinfectingTfungikTBMCnGenomicshT2013hTnqhTumt 4.5 21

25 EffectorPTpkmwTpredictionTofTapoplasticTandTcytoplasmicTeffectorsTinTfungiTandToomyceteskTMolecularn
Plant-MicrobenInteractionshT2021hT 3.6 16

24 DistinctTLifeTHistoriesTImpactTDikaryoticTGenomeTEvolutionTinTtheTRustTFungusTPucciniaTstriiformisT
CausingTStripeTRustTinTWheatkTGenomenBiologynandnEvolutionhT2020hTnohTrvtisnt 3.9 14

23 GenomicsTacceleratedTisolationTofTaTnewTstemTrustTavirulenceTgeneiwheatTresistanceTgeneTpairkT
NaturenPlantshT2021hTthTnoominoou 11.5 12

22 ComputationalTMethodsTforTPredictingTEffectorsTinTRustTPathogenskTMethodsninnMolecularnBiologyhT
2017hTnsrvhTtpiup 1.4 10

21
TheTcrystalTstructureTofTSnToxpTfromTtheTnecrotrophicTfungusTParastagonosporaTnodorumTrevealsTaT
uniqueTeffectorTfoldTandTprovidesTinsightTintoTSnnpTrecognitionTandTproidomainTproteaseT
processingTofTfungalTeffectorskTNewnPhytologisthT2021hTopnhToouoioovs

9.8 10

20 LongTreadsTandTHiiCTsequencingTilluminateTtheTtwoicompartmentTgenomeTofTtheTmodelTarbuscularT
mycorrhizalTsymbiontTRhizophagusTirregulariskTNewnPhytologisthT2021hT 9.8 6

19 ApoplastPwTpredictionTofTeffectorsTandTplantTproteinsTinTtheTapoplastTusingTmachineTlearning 5

18 FlaxTrustTinfectionTtranscriptomicsTrevealsTaTtranscriptionalTprofileTthatTmayTbeTindicativeTforTrustT
AvrTgeneskTPLoSnONEhT2019hTnqhTemoosnms 3.7 5

17 TheTstemTrustTfungusTPucciniaTgraminisTfkTspkTtriticiTinducesTcentromericTsmallTRNAsTduringTlateT
infectionTthatTareTassociatedTwithTgenomeiwideTDNATmethylationkTBMCnBiologyhT2021hTnvhTomp 7.3 5

16 PredictingTpseudoknottedTstructuresTacrossTtwoTRNATsequenceskTBioinformaticshT2012hTouhTpmruisr 7.2 4

15 TheTstemTrustTfungusTPucciniaTgraminisTfkTspkTtriticiTinducesTcentromericTsmallTRNAsTduringTlateT
infectionTthatTdirectTgenomeiwideTDNATmethylation 4

14 EffectorPTpkmwTpredictionTofTapoplasticTandTcytoplasmicTeffectorsTinTfungiTandToomycetes 4

13 TheTcrystalTstructureTofTSnToxpTfromTtheTnecrotrophicTfungusParastagonosporaTnodorumrevealsTaT
uniqueTeffectorTfoldTandTinsightsTintoTKexoTproteaseTprocessingTofTfungalTeffectors 3
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12 EmergenceTofTtheTUgvvTlineageTofTtheTwheatTstemTrustTpathogenTthroughTsomaticThybridisation 3

11 AustropucciniaTpsidiihTcausingTmyrtleTrusthThasTaTgigabaseisizedTgenomeTshapedTbyTtransposableT
elementskTG3:nGenes,nGenomes,nGeneticshT2021hTnnhT 3.2 2

10 DeTnovoTassemblyTandTphasingTofTdikaryoticTgenomesTfromTtwoTisolatesTofTPucciniaTcoronataTfkTspkT
avenaehTtheTcausalTagentTofToatTcrownTrust 2

9 ATnearTcompleteThaplotypeiphasedTgenomeTofTtheTdikaryoticTwheatTstripeTrustTfungusPucciniaT
striiformisfkTspktriticirevealsThighTinterihaplotypeTdiversity 2

8 PhysicalTseparationTofThaplotypesTinTdikaryonsTallowsTbenchmarkingTofTphasingTaccuracyTinT
NanoporeTandTHiFiTassembliesTwithTHiiCTdatakkTGenomenBiologyhT2022hTophTuq 18.3 2

7 ImprovedTpredictionTofTfungalTeffectorTproteinsTfromTsecretomesTwithTEffectorPTokm 1

6 AustropucciniaTpsidiihTcausingTmyrtleTrusthThasTaTgigabaseisizedTgenomeTshapedTbyTtransposableTelements 1

5 DistinctTlifeThistoriesTimpactTdikaryoticTgenomeTevolutionTinTtheTrustTfungusTPucciniaTstriiformisT
causingTstripeTrustTinTwheat 1

4 LOCALIZERwTsubcellularTlocalizationTpredictionTofTbothTplantTandTeffectorTproteinsTinTtheTplantTcell 1

3 IdentificationTandTcorrectionTofTphaseTswitchesTwithTHiiCTdataTinTtheTNanoporeTandTHiFiT
chromosomeiscaleTassembliesTofTtheTdikaryoticTleafTrustTfungusTPucciniaTtriticina 1

2 SeeingTisTbelievingwTExploitingTadvancesTinTstructuralTbiologyTtoTunderstandTandTengineerTplantT
immunitykkTCurrentnOpinionninnPlantnBiologyhT2022hTsthTnmoonm 9.9 1

1 AnTIntroductionTtoTRNATStructureTandTPseudoknotTPredictionT2010hTronirqs
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