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Subpopulations of hyphae secrete proteins or resist heat stress in <i>Aspergillus oryzae</i> colonies.
Environmental Microbiology, 2020, 22, 447-455.

The low affinity glucose transporter HxtB is also involved in glucose signalling and metabolism in

Aspergillus nidulans. Scientific Reports, 2017, 7, 45073. L6 20

A Transcriptome Meta-Analysis Proposes Novel Biological Roles for the Antifungal Protein AnAFP in
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Transcriptomic and molecular genetic analysis of the cell wall salvage response of<i>Aspergillus
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Systems Approaches to Predict the Functions of Glycoside Hydrolases during the Life Cycle of

Aspergillus niger Using Developmental Mutants 4°tbrlA and 4"flbA. PLoS ONE, 2015, 10, e0116269. 11 22

The Cell Factory Aspergillus Enters the Big Data Era: Opportunities and Challenges for Optimising
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9 Transcriptomics of Industrial Filamentous Fungi: A New View on Regulation, Physiology, and
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The capacity of Aspergillus niger to sense and respond to cell wall stress requires at least three
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Chitinases CtcB and Cfcl modify the cell wall in sporulating aerial mycelium of Aspergillus niger. o7 17
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Autophagy promotes survival in aging submerged cultures of the filamentous fungus Aspergillus
niger. Applied Microbiology and Biotechnology, 2013, 97, 8205-8218.

Deletion of <i>flbA</i> Results in Increased Secretome Complexity and Reduced Secretion
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The Transcriptional Repressor TupA in Aspergillus niger Is Involved in Controlling Gene Expression
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Genome-wide expression analysis upon constitutive activation of the HacA bZIP transcription factor
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The carbon starvation response of Aspergillus niger during submerged cultivation: Insights from the
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