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Genome-wide association analysis identifies 13 new risk loci for schizophrenia. Nature Genetics, 2013,
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Analysis of shared heritability in common disorders of the brain. Science, 2018, 360, . 12.6 1,085
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Journal of Human Genetics, 2003, 73, 34-48.

Mapping genomic loci implicates genes and synaptic biology in schizophrenia. Nature, 2022, 604, 9
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Contribution of copy number variants to schizophrenia from a genome-wide study of 41,321 subjects.
Nature Genetics, 2017, 49, 27-35.
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Support for Association of Schizophrenia with Genetic Variation in the 6p22.3 Gene, Dysbindin, in
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siba€“pair linkage analysis. Nature Genetics, 1995, 11, 325-327. 214 277

Serotonin transporter promoter and intron 2 polymorphisms: relationship between allelic variants
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Genotypea€“phenotype relationship in female carriers of the premutation and full mutation of FMR-1.
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Further Evidence for Association of Variants in the AKT1 Gene with Schizophrenia in a Sample of
European Sib-Pair Families. Biological Psychiatry, 2005, 58, 446-450.

Support for a Chromosome 18p Locus Conferring Susceptibility to Functional Psychoses in Families
with Schizophrenia, by Association and Linkage Analysis. American Journal of Human Genetics, 1998, 63, 6.2 136
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Estimation of Genetic Correlation via Linkage Disequilibrium Score Regression and Genomic
Restricted Maximum Likelihood. American Journal of Human Genetics, 2018, 102, 1185-1194.

A Comparison of Ten Polygenic Score Methods for Psychiatric Disorders Applied Across Multiple 13 103
Cohorts. Biological Psychiatry, 2021, 90, 611-620. )

Genetic polymorphism of cathepsin D is strongly associated with the risk for developing sporadic

Alzheimer's disease. Neuroscience Letters, 1999, 262, 171-174.

No Major Schizophrenia Locus Detected on Chromosome 1q in a Large Multicenter Sample. Science, 126 85
2002, 296, 739-741. ’
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Do schizophrenia and affective disorder share susceptibility genes?. Schizophrenia Research, 1999, 39,
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Support for Allelic Association of a Polymorphic Site in the Promoter Region of the Serotonin
Transporter Gene With Risk for Alcohol Dependence. American Journal of Psychiatry, 2000, 157, 7.2 83
2045-2047.

Sensorimotor Gating of Schizophrenia Patients Is Influenced by 5-HT2A Receptor Polymorphisms.
Biological Psychiatry, 2008, 64, 434-437.

Cis-Expression Quantitative Trait Loci Mapping Reveals Replicable Associations with Heroin Addiction 13 64
in OPRM1. Biological Psychiatry, 2015, 78, 474-484. )

Association analysis of NOTCH4 loci in schizophrenia using family and population-based controls.
Nature Genetics, 2001, 28, 126-128.

Genome-Wide Association Study of Multiplex Schizophrenia Pedigrees. American Journal of Psychiatry, 79 61
2012, 169, 963-973. ’

DAT1 gene polymorphism in alcoholism: a family-based association study. Biological Psychiatry, 1999,
45, 652-654.

Genetics of psychiatric disorders in the GWAS era: an update on schizophrenia. European Archives of 3.9 49
Psychiatry and Clinical Neuroscience, 2013, 263, 147-154. :

No association between bipolar disorder and alleles at a functional polymorphism in the COMT gene.
British Journal of Psychiatry, 1997, 170, 526-528.

Neuropsychological profiles of FMR-1 premutation and full-mutation carrier females. Psychiatry 3.3 46
Research, 1999, 87, 223-231. ’

Association of tumor necrosis factor alpha gene -G308A polymorphism with schizophrenia.
Schizophrenia Research, 2003, 65, 19-25.

Haplotypes spanning SPEC2, PDZ-GEF2 and ACSL6 genes are associated with schizophrenia. Human 9.9 46
Molecular Genetics, 2006, 15, 3329-3342. :

Neuregulin-1 haplotype HAPICE is associated with lower hippocampal volumes in schizophrenic
patients and in non-affected family members. Journal of Psychiatric Research, 2008, 43, 1-6.

Influence of SORL1 gene variants: Association with CSF amyloid-I2 products in probable Alzheimer's 01 43
disease. Neuroscience Letters, 2008, 440, 68-71. :

High-resolution snp scan of chromosome 6p21 in pooled samples from patients with complex diseases.
Genomics, 2003, 81, 510-518.

Update on key previously proposed candidate genes for schizophrenia. Current Opinion in Psychiatry, 6.3 38
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Association of DNA Polymorphisms in the Synaptic Vesicular Amine Transporter Gene (SLC18A2) with

Alcohol and Nicotine Dependence. Neuropsychopharmacology, 2005, 30, 2263-2268.

PCLO rs2522833 modulates HPA system response to antidepressant treatment in major depressive

disorder. International Journal of Neuropsychopharmacology, 2011, 14, 237-245. 21 36
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Apoptotic Engulfment Pathway and Schizophrenia. PLoS ONE, 2009, 4, e6875.

Early-Onset and Late-Onset Depression Are Independent of the Genetic Polymorphism of
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DAOA|G72 predicts the progression of prodromal syndromes to first episode psychosis. European
Archives of Psychiatry and Clinical Neuroscience, 2010, 260, 209-215.

How stress physically re-shapes the brain: Impact on brain cell shapes, numbers and connections in
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Association of rs1344706 in the ZNF804A gene with schizophrenia in a case/control sample from
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DNA sequence variants in the metabotropic glutamate receptor 3 and risk to schizophrenia: an
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Influence of 5-HTTLPR polymorphism on resting state perfusion in patients with major depression. a1 18
Journal of Psychiatric Research, 2011, 45, 442-451. ’
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No association between an intronic polymorphism in the presenilin-1 gene and Alzheimer disease in a
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Alpha-1-Antichymotrypsin Gene Polymorphism and Risk for Sporadic Alzheimera€™s Disease in a German
Population. Dementia and Geriatric Cognitive Disorders, 1999, 10, 469-472.

The Common Acid Sphingomyelinase Polymorphism p.G508R is Associated with Self-Reported Allergy.

Cellular Physiology and Biochemistry, 2014, 34, 82-91. 1.6 1

The genetics of schizophrenia. Current Opinion in Psychiatry, 2000, 13, 3-9.

No support for an association with TAAR6 and schizophrenia in a linked population of European
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Introducing a new recruitment approach to sample collection for genetic association studies in
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Understanding the pathology of psychiatric disorders in refugees. Psychiatry Research, 2021, 296,
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The association between overcommitment to work and depressive symptoms is moderated by the
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