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196 UsingIrayesianInetworksItoIanalyzeIexpressionIdataWIJournalbofbComputationalbBiologyUI2000UIgUIfYaVbY 1.7 2033

195 ynsightsIintoIsocialIinsectsIfromItheIgenomeIofItheIhoneybeeIqpisImelliferaWINatureUI2006UIddcUIicaVdi 50.4 1414

194 qIlargeVscaleIevaluationIofIcomputationalIproteinIfunctionIpredictionWINaturebMethodsUI2013UIaYUIbbaVg 21.6 587

193 VesicularIneurotransmitterItransportersjIfromIbacteriaItoIhumansWIPhysiologicalbReviewsUI1995UIgeUIcfiVib47.9 272

192 qnIexpandedIevaluationIofIproteinIfunctionIpredictionImethodsIshowsIanIimprovementIinI
accuracyWIGenomebBiologyUI2016UIagUIahd 18.3 218

191 sellularIandImolecularIbiologyIofItheIpresynapticInerveIterminalWIAnnualbReviewbofbNeuroscienceUI
1991UIadUIicVabb 17 162

190 ViralIadaptationItoIhostjIaIproteomeVbasedIanalysisIofIcodonIusageIandIaminoIacidIpreferencesWI
MolecularbSystemsbBiologyUI2009UIeUIcaa 12.2 156

189 rrainIcontainsItwoIformsIofIsynapticIvesicleIproteinIbWIProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaUI1993UIiYUIbaeYVd 11.5 154

188 PolysaccharideVoligoamineIbasedIconjugatesIforIgeneIdeliveryWIJournalbofbMedicinalbChemistryUI2002
UIdeUIahagVbd 8.3 152

187 ProteinIfunctionIannotationIbyIhomologyVbasedIinferenceWIGenomebBiologyUI2009UIaYUIbYg 18.3 144

186
NonlinearIopticalImeasurementIofImembraneIpotentialIaroundIsingleImoleculesIatIselectedI
cellularIsitesWIProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI1999UI
ifUIfgYYVd

11.5 113

185 TheIsqvqIchallengeIreportsIimprovedIproteinIfunctionIpredictionIandInewIfunctionalIannotationsI
forIhundredsIofIgenesIthroughIexperimentalIscreensWIGenomebBiologyUI2019UIbYUIbdd 18.3 111

184 ProtoMapjIautomaticIclassificationIofIproteinIsequencesIandIhierarchyIofIproteinIfamiliesWINucleicb
AcidsbResearchUI2000UIbhUIdiVee 20.1 107

183 StructureIandIchromosomalIlocalizationIofItheImammalianIagrinIgeneWIJournalbofbNeuroscienceUI
1992UIabUIceceVdd 6.6 102

182 TheISqRSVsoVVbIuxertsIaItistinctiveIStrategyIforIynteractingIwithItheIqsubIxumanIReceptorWI
VirusesUI2020UIabUI 6.2 94

181 NovelIunsupervisedIfeatureIfilteringIofIbiologicalIdataWIBioinformaticsUI2006UIbbUIeeYgVac 7.2 89

180 ufficientIalgorithmsIforIaccurateIhierarchicalIclusteringIofIhugeIdatasetsjItacklingItheIentireI
proteinIspaceWIBioinformaticsUI2008UIbdUIidaVi 7.2 88
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179 xydrophobizedIdextranVspermineIconjugateIasIpotentialIvectorIforIinIvitroIgeneItransfectionWI
JournalbofbControlledbReleaseUI2004UIifUIcYiVbc 11.7 87

178 qpoptoticIcellIthrombospondinVaIandIheparinVbindingIdomainIleadItoIdendriticVcellIphagocyticIandI
tolerizingIstatesWIBloodUI2006UIaYhUIcehYVi 2.2 86

177 tirectIinteractionIofIaIbrainIvoltageVgatedI–TIchannelIwithIsyntaxinIaqjIfunctionalIimpactIonI
channelIgatingWIJournalbofbNeuroscienceUI2001UIbaUIaifdVgd 6.6 86

176 sooperativityIwithinIproximalIphosphorylationIsitesIisIrevealedIfromIlargeVscaleIproteomicsIdataWI
BiologybDirectUI2010UIeUIf 7.2 83

175 ySsrXSPRyNwuRIseriesIinIcomputationalIbiologyWIBioinformaticsUI2013UIbiUIcbdfVcbdg 7.2 78

174 UsingIrayesianInetworksItoIanalyzeIexpressionIdataI2000UI 78

173 ProtoMapjIqutomaticIclassificationIofIproteinIsequencesUIaIhierarchyIofIproteinIfamiliesUIandIlocalI
mapsIofItheIproteinIspaceWIProteins:bStructureobFunctionbandbBioinformaticsUI1999UIcgUIcfYVcgh 4.2 74

172 SNqRuIproteinsVVwhyIsoImanyUIwhyIsoIfewoWIJournalbofbNeurochemistryUI1997UIfiUIaghaVib 6 69

171 VqTVajIanIabundantImembraneIproteinIfromITorpedoIcholinergicIsynapticIvesiclesWINeuronUI1989UIbUIabfeVgc13.9 63

170 VoltageVdependentIinteractionIbetweenItheImuscarinicIqshIreceptorIandIproteinsIofItheIexocyticI
machineryWIJournalbofbPhysiologyUI1997UIeYdIQIPtIbRUIbeaVh 3.9 62

169 qnxietyIinducedIbyIprenatalIstressIisIassociatedIwithIsuppressionIofIhippocampalIgenesIinvolvedIinI
synapticIfunctionWIJournalbofbNeurochemistryUI2007UIaYaUIaYahVcY 6 58

168 ProtoNetjIhierarchicalIclassificationIofItheIproteinIspaceWINucleicbAcidsbResearchUI2003UIcaUIcdhVeb 20.1 58

167 NucleotideIbindingIbyItheIsynapseIassociatedIproteinISqPiYWIFEBSbLettersUI1995UIceiUIaeiVfc 3.8 58

166 tirectIinteractionIofItargetISNqRusIwithItheI–vbWaIchannelWIModalIregulationIofIchannelIactivationI
andIinactivationIgatingWIJournalbofbBiologicalbChemistryUI2003UIbghUIcdcbYVcY 5.4 54

165 qdvancingIcellIbiologyIthroughIproteomicsIinIspaceIandItimeIQPROSPusTSRWIMolecularbandbCellularb
ProteomicsUI2012UIaaUIOaabWYaggca 7.6 52

164 MiRrorjIaIcombinatorialIanalysisIwebItoolIforIensemblesIofImicroRNqsIandItheirItargetsWI
BioinformaticsUI2010UIbfUIaibYVa 7.2 50

163 PrenatalIstressIdiminishesIgenderIdifferencesIinIbehaviorIandIinIexpressionIofIhippocampalI
synapticIgenesIandIproteinsIinIratsWIHippocampusUI2011UIbaUIaaadVbe 3.5 49

162 sodonIusageIisIassociatedIwithItheIevolutionaryIageIofIgenesIinImetazoanIgenomesWIBMCb
EvolutionarybBiologyUI2009UIiUIbhe 3 48
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161 ProtoNetIdWYjIaIhierarchicalIclassificationIofIoneImillionIproteinIsequencesWINucleicbAcidsbResearchUI
2005UIccUItbafVh 20.1 48

160 slanToxjIaIclassifierIofIshortIanimalItoxinsWINucleicbAcidsbResearchUI2009UIcgUIWcfcVh 20.1 47

159 ProvuTjIveatureIengineeringIcapturesIhighVlevelIproteinIfunctionsWIBioinformaticsUI2015UIcaUIcdbiVcf 7.2 46

158 wlobalIselfVorganizationIofIallIknownIproteinIsequencesIrevealsIinherentIbiologicalIsignaturesWI
JournalbofbMolecularbBiologyUI1997UIbfhUIeciVef 6.5 46

157 TorpedoIsynaptophysinjIevolutionIofIaIsynapticIvesicleIproteinWIBrainbResearchUI1990UIeYiUIaVg 3.7 44

156 ProtectionIofIpancreaticIbetaVcellsIfromIvariousIstressIconditionsIisImediatedIbyItzVaWIJournalbofb
BiologicalbChemistryUI2010UIbheUIbefhfVih 5.4 43

155 ysIwqSaIaIcoVreceptorIforItheIwtNvIfamilyIofIligandsoWITrendsbinbPharmacologicalbSciencesUI2006UIbgUIgbVg 13.2 43

154 sulturingIneuronalIcellsIonIsurfacesIcoatedIbyIaInovelIpolyethyleneimineVbasedIpolymerWIBrainb
ResearchbProtocolsUI2000UIeUIbhbVi 43

153 SignificantlyIymprovedIsOVytVaiIOutcomesIinIsountriesIwithIxigherIrswIVaccinationIsoveragejIqI
MultivariableIqnalysisWIVaccinesUI2020UIhUI 5.3 42

152 weneIoverlappingIandIsizeIconstraintsIinItheIviralIworldWIBiologybDirectUI2016UIaaUIbf 7.2 42

151 QuaternaryIammoniumIpolysaccharidesIforIgeneIdeliveryWIBioconjugatebChemistryUI2005UIafUIaaifVbYc 6.3 41

150 ProtoNetIfWYjIorganizingIaYImillionIproteinIsequencesIinIaIcompactIhierarchicalIfamilyItreeWINucleicb
AcidsbResearchUI2012UIdYUItcacVbY 20.1 39

149 sholinergicIpropertiesIofIneuronsIdifferentiatedIfromIanIembryonalIcarcinomaIcellVlineIQPaiRWI
InternationalbJournalbofbDevelopmentalbNeuroscienceUI1995UIacUIgfgVha 2.7 39

148 sonservationIofItheIrelativeItRNqIcompositionIinIhealthyIandIcancerousItissuesWIRnaUI2012UIahUIfdYVeb 5.8 35

147 xumanIgenesIescapingIXVinactivationIrevealedIbyIsingleIcellIexpressionIdataWIBMCbGenomicsUI2019UI
bYUIbYa 4.5 33

146 TowardIaIcombinatorialInatureIofImicroRNqIregulationIinIhumanIcellsWINucleicbAcidsbResearchUI2012UI
dYUIidYdVaf 20.1 33

145 NovelIfamiliesIofItoxinVlikeIpeptidesIinIinsectsIandImammalsjIaIcomputationalIapproachWIJournalbofb
MolecularbBiologyUI2007UIcfiUIeecVff 6.5 33

144 SequenceVdirectedIbentItNqIhelixIisItheIspecificIbindingIsiteIforIsrithidiaIfasciculataInickingI
enzymeWIProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI1987UIhdUIhbYeVi11.5 33
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143 qccelerationIofIneuronalImaturationIofIPaiIcellsIbyIincreasingIcultureIdensityWIDevelopmentalbBrainb
ResearchUI1997UIaYaUIaaeVbd 31

142 TheImetricIspaceIofIproteinsVcomparativeIstudyIofIclusteringIalgorithmsWIBioinformaticsUI2002UIahI
SupplIaUISadVba 7.2 31

141 tepolarizationIaffectsItheIbindingIpropertiesIofImuscarinicIacetylcholineIreceptorsIandItheirI
interactionIwithIproteinsIofItheIexocyticIapparatusWIJournalbofbBiologicalbChemistryUI1999UIbgdUIbieaiVbh5.4 31

140 MethodologiesIforItargetIselectionIinIstructuralIgenomicsWIProgressbinbBiophysicsbandbMolecularb
BiologyUI2000UIgcUIbigVcbY 4.7 30

139 uVuRuSTjIautomaticIidentificationIandIclassificationIofIproteinIdomainsIinIallIproteinIsequencesWI
BMCbBioinformaticsUI2006UIgUIbgg 3.6 29

138
wiganticIopticalInonVlinearitiesIfromInanoparticleVenhancedImolecularIprobesIwithIpotentialIforI
selectivelyIimagingItheIstructureIandIphysiologyIofInanometricIregionsIinIcellularIsystemsWI
BioimagingUI1996UIdUIbaeVbbd

28

137 qIfunctionalIhierarchicalIorganizationIofItheIproteinIsequenceIspaceWIBMCbBioinformaticsUI2004UIeUIaif 3.6 27

136 wiantIVirusesVrigISurprisesWIVirusesUI2019UIaaUI 6.2 26

135 PROsuutjIqIproteomicImethodIforIanalysingIplasmaImembraneIproteinsIinIlivingImammalianIcellsWI
BriefingsbinbFunctionalbGenomicsbhbProteomicsUI2003UIbUIbedVfe 26

134 xowIincorrectIannotationsIevolveVVtheIcaseIofIshortIORvsWITrendsbinbBiotechnologyUI2003UIbaUIbihVcYY 15.1 26

133 PqNtORqjIkeywordVbasedIanalysisIofIproteinIsetsIbyIintegrationIofIannotationIsourcesWINucleicb
AcidsbResearchUI2003UIcaUIefagVbf 20.1 26

132 vunctionalIannotationIpredictionjIallIforIoneIandIoneIforIallWIProteinbScienceUI2006UIaeUIaeegVfb 6.3 25

131 ViralIproteinsIacquiredIfromIaIhostIconvergeItoIsimplifiedIdomainIarchitecturesWIPLoSb
ComputationalbBiologyUI2012UIhUIeaYYbcfd 5 24

130 NeuroPytjIaIpredictorIforIidentifyingIneuropeptideIprecursorsIfromImetazoanIproteomesWI
BioinformaticsUI2014UIcYUIicaVdY 7.2 23

129 ustimatingItheIprobabilityIforIaIproteinItoIhaveIaInewIfoldjIqIstatisticalIcomputationalImodelWI
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaUI2000UIigUIeafaVf 11.5 23

128 tecipheringIneuronalIsecretionjItoolsIofItheItradeWIBBAbpbBiomembranesUI1996UIabhfUIaagVeb 23

127 sellularIprocessesIunderlyingImaturationIofIPaiIneuronsjIshangesIinIproteinIfoldingIregimenIandI
cytoskeletonIorganizationWIProteomicsUI2007UIgUIiaYVbY 4.8 22

126 VqTVaIfromITorpedoIisIaImembranousIhomologueIofIzetaIcrystallinWIFEBSbLettersUI1993UIcaeUIiaVd 3.8 22
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125 rentItNqIstructuresIassociatedIwithIseveralIoriginsIofIreplicationIareIrecognizedIbyIaIuniqueI
enzymeIfromItrypanosomatidsWINucleicbAcidsbResearchUI1988UIafUIfdggVib 20.1 22

124 TheIcompleteIpeptideIdictionaryVVaImetaVproteomicsIresourceWIProteomicsUI2010UIaYUIdcYfVaY 4.8 21

123 TheIlanguageIofIproteinsjINLPUImachineIlearningIOIproteinIsequencesWIComputationalbandbStructuralb
BiotechnologybJournalUI2021UIaiUIageYVageh 6.8 21

122 WorkingItogetherjIcombinatorialIregulationIbyImicroRNqsWIAdvancesbinbExperimentalbMedicinebandb
BiologyUI2013UIggdUIcagVcg 3.6 20

121 wenerativeIprobabilisticImodelsIforIproteinVproteinIinteractionInetworksVVtheIbicliqueIperspectiveWI
BioinformaticsUI2011UIbgUIiadbVh 7.2 19

120 UnsupervisedIfeatureIselectionIunderIperturbationsjImeetingItheIchallengesIofIbiologicalIdataWI
BioinformaticsUI2007UIbcUIccdcVi 7.2 18

119 uVuRuSTjIaIcollectionIofIevolutionaryIconservedIproteinIdomainsWINucleicbAcidsbResearchUI2007UIceUItbdaVf20.1 18

118 PardaxinIstimulationIofIphospholipasesIqbIandItheirIinvolvementIinIexocytosisIinIPsVabIcellsWI
JournalbofbPharmacologybandbExperimentalbTherapeuticsUI2002UIcYaUIiecVfb 4.7 17

117 SelectingItargetsIforIstructuralIdeterminationIbyInavigatingIinIaIgraphIofIproteinIfamiliesWI
BioinformaticsUI2002UIahUIhiiViYg 7.2 17

116 TheIproteinIVqTVaIfromITorpedoIelectricIorganIexhibitsIanIqTPaseIactivityWINeurosciencebLettersUI
1993UIaebUIaeeVg 3.3 17

115 TheISqRSVsoVVbIexertsIaIdistinctiveIstrategyIforIinteractingIwithItheIqsubIhumanIreceptor 17

114 uxtendedIfertilityIandIlongevityjItheIgeneticIandIepigeneticIlinkWIFertilitybandbSterilityUI2015UIaYcUIaaagVbd4.8 16

113 SpeedIcontrolsIinItranslatingIsecretoryIproteinsIinIeukaryotesVVanIevolutionaryIperspectiveWIPLoSb
ComputationalbBiologyUI2014UIaYUIeaYYcbid 5 16

112 tesignIofImultispecificIproteinIsequencesIusingIprobabilisticIgraphicalImodelingWIProteins:b
StructureobFunctionbandbBioinformaticsUI2010UIghUIecYVdg 4.2 15

111 qIuniqueIneurofilamentIfromITorpedoIelectricIlobejIsequenceUIexpressionUIandIlocalizationIanalysisWI
JournalbofbNeurochemistryUI1990UIedUIgfbVgY 6 15

110 ProtoNetjIchartingItheIexpandingIuniverseIofIproteinIsequencesWINaturebBiotechnologyUI2013UIcaUIbiYVb 44.5 14

109 miRrorVSuitejIdecodingIcoordinatedIregulationIbyImicroRNqsWIDatabase:bthebJournalbofbBiologicalb
DatabasesbandbCurationUI2014UIbYadUI 5 14

108 weneIexpressionIinIwomenIconceivingIspontaneouslyIoverItheIageIofIdeIyearsWIFertilitybandbSterilityUI
2008UIhiUIafdaVeY 4.8 14

Michal Linial

6



107 qIUniqueISqRSVsoVVbISpikeIProteinIPfhaxIVariantItetectedIinIysraelWIVaccinesUI2021UIiUI 5.3 14

106 qSqPjIaImachineIlearningIframeworkIforIlocalIproteinIpropertiesWIDatabase:bthebJournalbofb
BiologicalbDatabasesbandbCurationUI2016UIbYafUI 5 12

105 ShortItoxinVlikeIproteinsIattackItheIdefenseIlineIofIinnateIimmunityWIToxinsUI2013UIeUIacadVca 4.9 12

104 sultureIdensityIregulatesIbothItheIcholinergicIphenotypeIandItheIexpressionIofItheIsNTvIreceptorI
inIPaiIneuronsWIJournalbofbMolecularbNeuroscienceUI1997UIhUIaaeVcY 3.3 12

103 uxpressionIandIlocalizationIofImuscarinicIreceptorsIinIPaiVderivedIneuronsWIJournalbofbMolecularb
NeuroscienceUI1998UIaYUIagVbi 3.3 12

102 wlobalIconsiderationsIinIhierarchicalIclusteringIrevealImeaningfulIpatternsIinIdataWIPLoSbONEUI2008UI
cUIebbdg 3.7 12

101 PredictingIfoldInoveltyIbasedIonIProtoNetIhierarchicalIclassificationWIBioinformaticsUI2005UIbaUIaYbYVg 7.2 12

100 TheIadvantageIofIfunctionalIpredictionIbasedIonIclusteringIofIyeastIgenesIandIitsIcorrelationIwithI
nonVsequenceIbasedIclassificationsWIJournalbofbComputationalbBiologyUI2002UIiUIaicVbaY 1.7 12

99 VesicularItransportersIjoinItheImajorIfacilitatorIsuperfamilyIQMvSRWITrendsbinbBiochemicalbSciencesUI
1993UIahUIbdhVi 10.3 12

98 rladderIsancerIymmunotherapyIbyIrswIysIqssociatedIwithIaISignificantlyIReducedIRiskIofI
qlzheimerPsItiseaseIandIParkinsonPsItiseaseWIVaccinesUI2021UIiUI 5.3 12

97 SPRyNTjIsideVchainIpredictionIinferenceItoolboxIforImultistateIproteinIdesignWIBioinformaticsUI2010UI
bfUIbdffVg 7.2 11

96 xighlyIsensitiveIuLySqVbasedIassayIforIquantifyingIproteinIlevelsIinIneuronalIculturesWIBrainb
ResearchbProtocolsUI1998UIbUIcccVh 11

95 uvolutionIofIinsectIproteomesjIinsightsIintoIsynapseIorganizationIandIsynapticIvesicleIlifeIcycleWI
GenomebBiologyUI2008UIiUIRbg 18.3 11

94 ProtoreejIhierarchicalIclassificationIandIannotationIofItheIhoneyIbeeIproteomeWIGenomebResearchUI
2006UIafUIadcaVh 9.7 11

93 QuantifyingIgeneIselectionIinIcancerIthroughIproteinIfunctionalIalterationIbiasWINucleicbAcidsb
ResearchUI2019UIdgUIffdbVffee 20.1 10

92 PqNtORqjIanalysisIofIproteinIandIpeptideIsetsIthroughItheIhierarchicalIintegrationIofIannotationsWI
NucleicbAcidsbResearchUI2010UIchUIWhdVi 20.1 10

91 tifferentialIexpressionIpatternIofIRabVwtyIisoformsIduringItheIparotidIglandIsecretionIcycleWI
ExperimentalbCellbResearchUI1997UIbccUIbYgVae 4.2 10

90 qIrobustImethodItoIdetectIstructuralIandIfunctionalIremoteIhomologuesWIProteins:bStructureob
FunctionbandbBioinformaticsUI2004UIegUIecaVh 4.2 10

(2004-2021)
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89 ProlineIclusteringIinIproteinsIfromIsynapticIvesiclesWINeuroReportUI1994UIeUIbYYiVae 1.7 10

88 ProteinruRTjIqIuniversalIdeepVlearningImodelIofIproteinIsequenceIandIfunctionWWIBioinformaticsUI
2022UI 7.2 10

87 unhancingIidentificationIofIcancerItypesIviaIlowlyVexpressedImicroRNqsWINucleicbAcidsbResearchUI
2017UIdeUIeYdhVeYfY 20.1 9

86 NeuroPytjIaIclassifierIofIneuropeptideIprecursorsWINucleicbAcidsbResearchUI2014UIdbUIWahbVf 20.1 9

85 RecoveringIkeyIbiologicalIconstituentsIthroughIsparseIrepresentationIofIgeneIexpressionWI
BioinformaticsUI2011UIbgUIfeeVfa 7.2 9

84 soordinatedIexpressionIofIcytoskeletonIregulatingIgenesIinItheIacceleratedIneuriteIoutgrowthIofI
PaiIembryonicIcarcinomaIcellsWIExperimentalbCellbResearchUI2008UIcadUIfggViY 4.2 9

83 vamiliesIofImembranousIproteinsIcanIbeIcharacterizedIbyItheIaminoIacidIcompositionIofItheirI
transmembraneIdomainsWIBioinformaticsUI2005UIbaISupplIaUIicghVhf 7.2 9

82 SUViIandIrqsxajIaInewIsubfamilyIofImammalianIhelicasesoWIMutationbResearchbDNAbRepairUI2001UI
dhgUIfgVga 9

81
wiganticIopticalInonVlinearitiesIfromInanoparticleVenhancedImolecularIprobesIwithIpotentialIforI
selectivelyIimagingItheIstructureIandIphysiologyIofInanometricIregionsIinIcellularIsystemsWI
BioimagingUI1996UIdUIbaeVbbd

9

80 SharingIofIantigenicIepitopesIbetweenIsynaptophysinIandIgranulophysinWIJournalbofbCellularb
BiochemistryUI1992UIdiUIeiVfe 4.7 9

79 VqTVaIfromITorpedoIelectricIorganIformsIaIhighVmolecularVmassIproteinIcomplexIwithinItheI
synapticIvesicleImembraneWIFEBSbJournalUI1993UIbafUIahiVig 9

78 PWqSjIproteomeVwideIassociationIstudyVlinkingIgenesIandIphenotypesIbyIfunctionalIvariationIinI
proteinsWIGenomebBiologyUI2020UIbaUIagc 18.3 9

77 sOMPqsTjIqIsomparativeIPackageIforIslusteringIqssessmentWILecturebNotesbinbComputerbScienceUI
2005UIaeiVafg 0.9 9

76 qIpredictorIforItoxinVlikeIproteinsIexposesIcellImodulatorIcandidatesIwithinIviralIgenomesWI
BioinformaticsUI2010UIbfUIidhbVh 7.2 8

75 SusceptibilityIofItheIhumanIpathwaysIgraphsItoIfragmentationIbyIsmallIsetsIofImicroRNqsWI
BioinformaticsUI2012UIbhUIihcViY 7.2 8

74 SynapticIproteinsIasImultiVsensorIdevicesIofIneurotransmissionWIBMCbNeuroscienceUI2006UIgISupplIaUISd 3.2 8

73 uvolutionalIinsightsIonIuncharacterizedISqRSIcoronavirusIgenesWIFEBSbLettersUI2004UIeggUIaeiVfd 3.8 8

72 qutomaticIdetectionIofIfalseIannotationsIviaIbinaryIpropertyIclusteringWIBMCbBioinformaticsUI2005UI
fUIdf 3.6 8
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71 alphaVlatrotoxinIisIaIpotentIinducerIofIneurotransmitterIreleaseIinITorpedoIelectricI
organVVfunctionalIandImorphologicalIcharacterizationWIEuropeanbJournalbofbNeuroscienceUI1995UIgUIgdbVeb3.5 8

70 VqTVaIfromITorpedoIsynapticIvesiclesIisIaIcalciumIbindingIproteinjIaIstudyIinIbacterialIexpressionI
systemsWICellularbandbMolecularbNeurobiologyUI1993UIacUIdhcVib 4.6 8

69 SignificantlyIymprovedIsOVytVaiIOutcomesIinIsountriesIwithIxigherIrswIVaccinationIsoveragejIqI
MultivariableIqnalysis 8

68 qgeVynducedISpatialIMemoryIteficitsIinIRatsIqreIsorrelatedIwithISpecificIrrainIRegionIqlterationsI
inIMicroglialIMorphologyIandIweneIuxpressionWIJournalbofbNeuroImmunebPharmacologyUI2019UIadUIbeaVbfb6.9 8

67
TargetedIinIsituIcrossVlinkingImassIspectrometryIandIintegrativeImodelingIrevealItheIarchitecturesI
ofIthreeIproteinsIfromISqRSVsoVVbWIProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaUI2021UIaahUI

11.5 8

66 SubstantialIbatchIeffectsIinITswqIexomeIsequencesIundermineIpanVcancerIanalysisIofIgermlineI
variantsWIBMCbCancerUI2019UIaiUIghc 4.8 7

65 qRySTOjIontologicalIclassificationIofIsmallImoleculesIbyIelectronIionizationVmassIspectrometryWI
NucleicbAcidsbResearchUI2011UIciUIWeYeVaY 20.1 7

64 ProTeusjIidentifyingIsignaturesIinIproteinIterminiWINucleicbAcidsbResearchUI2005UIccUIWbggVhY 20.1 7

63 TheIsqvqIchallengeIreportsIimprovedIproteinIfunctionIpredictionIandInewIfunctionalIannotationsI
forIhundredsIofIgenesIthroughIexperimentalIscreens 7

62 SmallIRNqIsequencesIderivedIfromIpreVmicroRNqsIinItheIsupraspliceosomeWINucleicbAcidsbResearchUI
2018UIdfUIaaYadVaaYbi 20.1 7

61 TheIRiseIandIvallIofIaILocalISqRSVsoVVbIVariantIwithItheISpikeIProteinIMutationILdebRWIVaccinesUI
2021UIiUI 5.3 7

60 SpliceosomeVqssociatedImicroRNqsISignifyIrreastIsancerIsellsIandIPortrayIPotentialINovelI
NuclearITargetsWIInternationalbJournalbofbMolecularbSciencesUI2020UIbaUI 6.3 6

59 uxpansionIofItandemIrepeatsIinIseaIanemoneINematostellaIvectensisIproteomejIqIsourceIforIgeneI
noveltyoWIBMCbGenomicsUI2009UIaYUIeic 4.5 6

58 TheIsecretsIofIaIfunctionalIsynapseVVfromIaIcomputationalIandIexperimentalIviewpointWIBMCb
BioinformaticsUI2006UIgISupplIaUISf 3.6 6

57 qIuniqueISqRSVsoVVbIspikeIproteinIPfhaxIstrainIdetectedIinIysrael 6

56 sharacteristicsIofImyeloproliferativeIneoplasmsIinIpatientsIexposedItoIionizingIradiationIfollowingI
theIshernobylInuclearIaccidentWIAmericanbJournalbofbHematologyUI2019UIidUIfbVgc 7.1 6

55 ymprovedIsensitivityUIsafetyUIandIrapidityIofIsOVytVaiItestsIbyIreplacingIviralIstorageIsolutionIwithI
lysisIbufferWIPLoSbONEUI2021UIafUIeYbdiadi 3.7 6

54 sonnectItheIdotsjIexposingIhiddenIproteinIfamilyIconnectionsIfromItheIentireIsequenceItreeWI
BioinformaticsUI2008UIbdUIiaicVi 7.2 5

(2008-1995)
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53 rodyIMassIyndexIandIrirthIWeightIymproveIPolygenicIRiskIScoreIforITypeIbItiabetesWIJournalbofb
PersonalizedbMedicineUI2021UIaaUI 3.6 5

52 SerineIsubstitutionsIareIlinkedItoIcodonIusageIandIdifferIforIvariableIandIconservedIproteinI
regionsWIScientificbReportsUI2019UIiUIagbch 4.9 5

51 TrendsIinIgenomeIdynamicsIamongImajorIordersIofIinsectsIrevealedIthroughIvariationsIinIproteinI
familiesWIBMCbGenomicsUI2015UIafUIehc 4.5 4

50 OverlookedIShortIToxinVLikeIProteinsjIqIShortcutItoItrugItesignWIToxinsUI2017UIiUI 4.9 4

49 RaalinUIaItranscriptIenrichedIinItheIhoneyIbeeIbrainUIisIaIremnantIofIgenomicIrearrangementIinI
xymenopteraWIInsectbMolecularbBiologyUI2012UIbaUIcYeVah 3.4 4

48 ShortItoxinVlikeIproteinsIaboundIinIsnidariaIgenomesWIToxinsUI2012UIdUIacfgVhd 4.9 4

47 uxposingItheIcoVadaptiveIpotentialIofIproteinVproteinIinterfacesIthroughIcomputationalIsequenceI
designWIBioinformaticsUI2010UIbfUIbbffVgb 7.2 4

46 vunctionalIgroupingIbasedIonIsignaturesIinIproteinIterminiWIProteins:bStructureobFunctionbandb
BioinformaticsUI2006UIfcUIiifVaYYd 4.2 4

45 SNqRuIProteinsIVIvromIMembranesItoIwenomesWICurrentbGenomicsUI2001UIbUIccgVcdg 2.6 4

44 slusteringIqlgorithmsIOptimizerjIqIvrameworkIforILargeItatasetsI2007UIheVif 4

43 ProteinruRTjIqIuniversalIdeepVlearningImodelIofIproteinIsequenceIandIfunction 4

42 ProTargetjIautomaticIpredictionIofIproteinIstructureInoveltyWINucleicbAcidsbResearchUI2005UIccUIWhaVd 20.1 3

41 SignificantlyIymprovedIsOVytVaiIOutcomesIinIsountriesIwithIxigherIrswIVaccinationIsoveragejIqI
MultivariableIqnalysis 3

40 WhenILessIysIMorejIymprovingIslassificationIofIProteinIvamiliesIwithIaIMinimalISetIofIwlobalI
veaturesWILecturebNotesbinbComputerbScienceUI2007UIabVbd 0.9 3

39 qIcellVbasedIprobabilisticIapproachIunveilsItheIconcertedIactionIofImiRNqsWIPLoSbComputationalb
BiologyUI2019UIaeUIeaYYgbYd 5 3

38 ySsrIubolaIqwardIforIymportantIvutureIResearchIonItheIsomputationalIriologyIofIubolaIVirusWI
PLoSbComputationalbBiologyUI2015UIaaUIeaYYdYhg 5 2

37 MessageIfromItheIySsrjIySsrIubolaIawardIforIimportantIfutureIresearchIonItheIcomputationalI
biologyIofIubolaIvirusWIBioinformaticsUI2015UIcaUIfafVg 7.2 2

36 untropyVdrivenIpartitioningIofItheIhierarchicalIproteinIspaceWIBioinformaticsUI2014UIcYUIifbdVcY 7.2 2
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35 ymplicitIbiologyIinIpeptideIspectralIlibrariesWIAnalyticalbChemistryUI2012UIhdUIgiaiVbe 7.8 2

34 miRrorbWYjIaIplatformIforIassessingItheIjointIactionIofImicroRNqsIinIcellIregulationWIJournalbofb
BioinformaticsbandbComputationalbBiologyUI2013UIaaUIacdcYab 1 2

33 UvvizijIaIgenericIplatformIforIrankingIinformativeIfeaturesWIBMCbBioinformaticsUI2010UIaaUIcYY 3.6 2

32 wiantIVirusesIOndashkIrigISurprises 2

31 PWqSjIProteomeVWideIqssociationIStudyWILecturebNotesbinbComputerbScienceUI2020UIbcgVbci 0.9 2

30 SingleIsellIuxpressionItataIRevealIxumanIwenesIthatIuscapeIXVshromosomeIynactivation 2

29 qlleleISpecificIuxpressionIinIxumanIâ��IwenomicIMakeupIandIPhenotypicIymplications 2

28 uxpandingIcancerIpredispositionIgenesIwithIultraVrareIcancerVexclusiveIhumanIvariationsWIScientificb
ReportsUI2020UIaYUIacdfb 4.9 2

27
teInovoISTXrPaImutationIinIaIchildIwithIdevelopmentalIdelayIandIspasticityIrevealsIaImajorI
structuralIalterationIinItheIinterfaceIwithIsyntaxinIaqWIAmericanbJournalbofbMedicalbGeneticsbPartbB:b
NeuropsychiatricbGeneticsUI2020UIahcUIdabVdbb

3.5 2

26 ProtoMapjIqutomaticIclassificationIofIproteinIsequencesUIaIhierarchyIofIproteinIfamiliesUIandIlocalI
mapsIofItheIproteinIspaceI1999UIcgUIcfY 2

25 OpenIproblemsIinIhumanItraitIgeneticsWIGenomebBiologyUI2022UIbcUI 18.3 2

24 ySsrIubolaIqwardIforIymportantIvutureIResearchIonItheIsomputationalIriologyIofIubolaIVirusWI
FutttResearchUI2015UIdUIab 3.6 1

23 TheILittleI–nownIUniverseIofIShortIProteinsIinIynsectsjIqIMachineILearningIqpproachWITruebBugsb
jHeteropteralbofbthebNeotropicsUI2015UIaggVbYb 1

22 vunctionalIinferenceIbyIProtoNetIfamilyItreejItheIuncharacterizedIproteomeIofItaphniaIpulexWI
BMCbBioinformaticsUI2013UIadISupplIcUISaa 3.6 1

21 ProtorugjIfunctionalIfamiliesIfromItheIcompleteIproteomesIofIinsectsWIDatabase:bthebJournalbofb
BiologicalbDatabasesbandbCurationUI2015UIbYaeUIbauabb 5 1

20 MassIynformaticsjIvromIMassISpectrometryIPeaksItoIriologicalIPathwaysWIIsraelbJournalbofb
ChemistryUI2013UIecUIaegVafe 3.4 1

19 NeurotoxinsIasItoolsIinIdissectingItheIexocyticImachineryWISubpCellularbBiochemistryUI2000UIcdUIciVgb 5.5 1

18 ProbabilitiesIforIhavingIaInewIfoldIonItheIbasisIofIaImapIofIallIproteinIsequencesI2000UI 1

(2000-2012)
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17 TheIvqrRysIsancerIPortaljIqIRankedIsatalogueIofIweneISelectionIinITumorsIOverItheIxumanI
sodingIwenomeWICancerbResearchUI2021UIhaUIaaghVaahe 10.1 1

16 UnveilingItheImolecularIeventsIleadingItoIaIneurotransmitterIphenotypeIswitchIinIdevelopingI
neuronsI2004UIacgVadd 1

15 PWqSjIProteomeVWideIqssociationIStudy 1

14 xumanIwenesIuscapingIXVinactivationIRevealedIbyISingleIsellIuxpressionItata 1

13 LowestIexpressingImicroRNqsIcaptureIindispensableIinformationjIidentifyingIcancerItypes 1

12 ryRtjIidentifyingIcellIdoubletsIviaIbiallelicIexpressionIfromIsingleIcellsWIBioinformaticsUI2020UIcfUIibeaVibeg7.2 1

11 uffectIofIladostigilItreatmentIofIagingIratsIonIgeneIexpressionIinIfourIbrainIareasIassociatedIwithI
regulationIofImemoryWINeuropharmacologyUI2020UIaggUIaYhbbi 5.5 1

10 weneticIassociationIstudiesIofIalterationsIinIproteinIfunctionIexposeIrecessiveIeffectsIonIcancerI
predispositionWIScientificbReportsUI2021UIaaUIadiYa 4.9 1

9 TheIriseIandIfallIofIanIemergingISqRSVsoVVbIvariantIwithItheIspikeIproteinImutationILdebR 1

8 LadostigilIqttenuatesIynducedIOxidativeIStressIinIxumanINeuroblastVlikeISxVSYeYIsellsWI
BiomedicinesUI2021UIiUI 4.8 1

7 vunctionalIsonsequencesIinIMetabolicIPathwaysIfromIPhylogeneticIProfilesWILecturebNotesbinb
ComputerbScienceUI2002UIbfcVbgf 0.9 1

6 uvolutionaryIandIfunctionalIlessonsIfromIhumanVspecificIaminoIacidIsubstitutionImatricesWINARb
GenomicsbandbBioinformaticsUI2021UIcUIlqabYgi 3.7 0

5 miRNqIsombinatoricsIandIitsIRoleIinIsellIStateIsontrolVqIProbabilisticIqpproachWWIFrontiersbinb
MolecularbBiosciencesUI2021UIhUIggbheb 5.6 0

4 ySMrIbYYhITorontoWIPLoSbComputationalbBiologyUI2008UIdUIeaYYYYid 5

3 vishingIwithIQProtoRNetVaIprincipledIapproachItoIproteinItargetIselectionWIComparativebandb
FunctionalbGenomicsUI2003UIdUIedbVh

2 vunctionalIuvolutionaryIModelingIuxposesIOverlookedIProteinVsodingIwenesIynvolvedIinIsancerWI
LecturebNotesbinbComputerbScienceUI2020UIaaiVabf 0.9

1 weometricIynterpretationIofIweneIuxpressionIbyISparseIReconstructionIofITranscriptIProfilesWI
LecturebNotesbinbComputerbScienceUI2011UIceeVceg 0.9
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