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i Paper IF Citations

244 uevelopmentLofLaLmethodLforLdansylationLofLmetabolitesLusingLorganicLsolventYcompatibleLbufferL
systemsLforLamine]phenolLsubmetabolomeLanalysis[LAnalyticahChimicahActaXL2022XLbbijXLddjcbi 6.6 0

243 MicrobialLmetabolitesLinLtheLmarineLcarbonLcycle[[LNaturehMicrobiologyXL2022XLhXLfaiYfcd 26.6 2

242 tomprehensiveLMetabolomicLtomparisonLofLwiveLterealLVinegarsLUsingLNonYTargetedLandL
themicalLzsotopeLβabelingLβtYMSLrnalysis[LMetabolitesXL2022XLbcXLech 5.6 0

241 MetabolomicsLofLSmallLNumbersLofLtellsLUsingLthemicalLzsotopeLβabelingLtombinedLwithLNanoflowL
βtYMS[LNeuromethodsXL2021XLejYga 0.4

240 vndoplasmicLreticulumLstress]XsPbLpromotesLairwayLmucinLsecretionLunderLtheLinfluenceLofL
neutrophilLelastase[LInternationalhJournalhofhMolecularhMedicineXL2021XLehXL 4.4 2

239 yighYcoverageLquantitativeLliverLmetabolomicsLusingLperfusedLandLnonYperfusedLliverLtissues[L
AnalyticahChimicahActaXL2021XLbbfdXLddidaa 6.6 0

238 yighYtoverageLMetabolomeLrnalysisLRevealsLSignificantLuietLvffectsLofLrutoclavedLandLzrradiatedL
weedLonLMouseLwecalLandLUrineLMetabolomics[LMolecularhNutritionhandhFoodhResearchXL2021XLgfXLecbaabba5.9 0

237 tomprehensiveLSerumLβipidomicsLforLuetectingLzncipientLuementiaLinLParkinsonSsLuisease[LJournalh
ofhProteomehResearchXL2021XLcaXLeafdYeagh 5.6 4

236 βipidomeLrlterationsLznducedLbyLtysticLwibrosisXLtwTRLMutationXLandLβungLwunction[LJournalhofh
ProteomehResearchXL2021XLcaXLfejYfge 5.6 6

235 rlteredLxutLMicrobialLMetabolitesLinLrmnesticLMildLtognitiveLzmpairmentLandLrlzheimerSsLuiseasekL
SignalsLinLyostYMicrobeLznterplay[LNutrientsXL2021XLbdXL 6.7 23

234 themicalLzsotopeLβabelingLβtYMSLforLMetabolomics[LAdvanceshinhExperimentalhMedicinehandhBiologyXL
2021XLbciaXLbYbi 3.6 0

233 uistinctiveLmetabolicLprofilesLbetweenLtysticLwibrosisLmutationalLsubclassesLandLlungLfunction[L
MetabolomicsXL2021XLbhXLe 4.7 3

232
NormalizationLofLSamplesLofLβimitedLrmountsLinLQuantitativeLMetabolomicsLUsingLβiquidL
thromatographyLwluorescenceLuetectionLwithLuansylLβabelingLofLMetabolites[LAnalyticalhChemistryXL
2021XLjdXLdebiYdecf

7.8 1

231 TissueLβipidomicLrlterationsLznducedLbyLProlongedLuexamethasoneLTreatment[LJournalhofh
ProteomehResearchXL2021XLcaXLbffiYbfha 5.6 4

230
NonYsurgicalLmanagementLofLanLabruptLcavitationLandLlargeLovalYshapedLlungLabscessLsecondaryLtoL
acuteLthromboembolicLpulmonaryLinfarctionkLaLcaseLreport[LJournalhofhInternationalhMedicalh
ResearchXL2021XLejXLdaaagafcbbadbgic

1.4

229
ToxicityLmechanismsLofLpolystyreneLmicroplasticsLinLmarineLmusselsLrevealedLbyLhighYcoverageL
quantitativeLmetabolomicsLusingLchemicalLisotopeLlabelingLliquidLchromatographyLmassL
spectrometry[LJournalhofhHazardoushMaterialsXL2021XLebhXLbcgaad

12.8 24

228 MetabolicLprofileLofLirradiatedLwholeLbloodLbyLchemicalLisotopeYlabelingLliquidL
chromatographyYmassLspectrometry[LJournalhofhPharmaceuticalhandhBiomedicalhAnalysisXL2021XLcaeXLbbeceh3.5 0
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227 vffectsLofLwreezeYThawLtyclesLofLsloodLSamplesLonLyighYtoverageLQuantitativeLMetabolomics[L
AnalyticalhChemistryXL2020XLjcXLjcgfYjchc 7.8 5

226 tomprehensiveLβipidomicLandLMetabolomicLrnalysisLforLStudyingLMetabolicLthangesLinLβungLTissueL
znducedLbyLaLVaccineLagainstLRespiratoryLSyncytialLVirus[LACShInfectioushDiseasesXL2020XLgXLcbdaYcbec 5.5 6

225 uexamethasoneYznducedLPerturbationsLinLTissueLMetabolomicsLRevealedLbyLthemicalLzsotopeL
βabelingLβtYMSLanalysis[LMetabolitesXL2020XLbaXL 5.6 13

224
RetentionLtimeLshiftLanalysisLandLcorrectionLinLchemicalLisotopeLlabelingLliquidL
chromatography]massLspectrometryLforLmetabolomeLanalysis[LRapidhCommunicationshinhMassh
SpectrometryXL2020XLdeLSupplLbXLeiged

2.2 2

223 MetabolomicLprofileLoverlapLinLprototypicalLautoimmuneLhumoralLdiseasekLaLcomparisonLofL
myastheniaLgravisLandLrheumatoidLarthritis[LMetabolomicsXL2020XLbgXLba 4.7 6

222 rLmultiomicsLapproachLtoLheterogeneityLinLrlzheimerSsLdiseasekLfocusedLreviewLandLroadmap[LBrain
XL2020XLbedXLbdbfYbddb 11.2 40

221
tharacterizingLtheLeffectsLofLhypoxiaLonLtheLmetabolicLprofilesLofLmesenchymalLstromalLcellsL
derivedLfromLthreeLtissueLsourcesLusingLchemicalLisotopeLlabelingLliquidLchromatographyYmassL
spectrometry[LCellhandhTissuehResearchXL2020XLdiaXLhjYjb

4.2 1

220 vvaluatingLandLminimizingLbatchLeffectsLinLmetabolomics[LMasshSpectrometryhReviewsXL2020XL 11 15

219 themicalLderivatizationLinLβtYMSYbasedLmetabolomicsLstudy[LTrAChvhTrendshinhAnalyticalhChemistryXL
2020XLbdbXLbbfjii 14.6 30

218 uevelopmentLofLaLNanoβtYMSLworkflowLforLhighYsensitivityLglobalLlipidomicLanalysis[LAnalyticah
ChimicahActaXL2020XLbbdjXLiiYjj 6.6 6

217 uistinctiveLMetabolomicsLPatternsLrssociatedLWithLznsulinLResistanceLandLTypeLcLuiabetesLMellitus[L
FrontiershinhMolecularhBiosciencesXL2020XLhXLgajiag 5.6 11

216
yighLtoleranceLtoLinstrumentLdriftsLbyLdifferentialLchemicalLisotopeLlabelingLβtYMSkLrLcaseLstudyLofL
theLeffectLofLβtLleakLinLlongYtermLsampleLrunsLonLquantitativeLmetabolomeLanalysis[LJournalhofh
MasshSpectrometryXL2020XLfgXLeefij

2.2 1

215 ObesityLtonnectedLMetabolicLthangesLinLTypeLcLuiabeticLPatientsLTreatedLWithLMetformin[L
FrontiershinhPharmacologyXL2020XLbbXLgbgbfh 5.6 2

214 TheLsiochemicalLMarkersLrssociatedLwithLtheLOccurrenceLofLtoronaryLSpasm[LBioMedhResearchh
InternationalXL2019XLcabjXLeidecac 3 1

213 MetabolomicLtoverageLofLthemicalYxroupYSubmetabolomeLrnalysiskLxroupLtlassificationLandL
wourYthannelLthemicalLzsotopeLβabelingLβtYMS[LAnalyticalhChemistryXL2019XLjbXLbcbaiYbcbbf 7.8 48

212
themicalLisotopeLlabelingLliquidLchromatographyLmassLspectrometryLforLinvestigatingLacuteLdietaryL
effectsLofLcowLmilkLconsumptionLonLhumanLurineLmetabolome[LJournalhofhFoodhandhDrughAnalysisXL
2019XLchXLfgfYfhe

7 4

211 MetabolomicLandLzmmunologicalLProfilingLofLRespiratoryLSyncytialLVirusLznfectionLafterLzntranasalL
zmmunizationLwithLaLSubunitLVaccineLtandidate[LJournalhofhProteomehResearchXL2019XLbiXLbbefYbbgb 5.6 8

210 rLNewLSegmentedLVirusLrssociatedLwithLyumanLwebrileLzllnessLinLthina[LNewhEnglandhJournalhofh
MedicineXL2019XLdiaXLcbbgYcbcf 59.2 63

(2019-2020)
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209 MassLrccuracyLtheckLUsingLtommonLsackgroundLPeaksLforLzmprovingLMetabolomeLuataLQualityLinL
themicalLzsotopeLβabelingLβtYMS[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL2019XLdaXLbhddYbheb3.5 3

208 ThioimidateLsondLwormationLbetweenLtardiacLTroponinLtLandLNitrileYcontainingLtompounds[LACSh
MedicinalhChemistryhLettersXL2019XLbaXLbaahYbabc 4.3 3

207 tontrollingLPreanalyticalLProcessLinLyighYtoverageLQuantitativeLMetabolomicskLSpotYSampleL
tollectionLforLMouseLUrineLandLwecalLMetabolomeLProfiling[LAnalyticalhChemistryXL2019XLjbXLejfiYejgd 7.8 10

206
TargetingLamineYLandLphenolYcontainingLmetabolitesLinLurineLbyLdansylationLisotopeLlabelingLandL
liquidLchromatographyLmassLspectrometryLforLevaluationLofLbladderLcancerLbiomarkers[LJournalhofh
FoodhandhDrughAnalysisXL2019XLchXLegaYehe

7 6

205 seyondLtheLantibodieskLserumLmetabolomicLprofilingLofLmyastheniaLgravis[LMetabolomicsXL2019XLbfXLbaj 4.7 3

204
MetabolomicLstudyLofLstressLresponsesLleadingLtoLplantLresistanceLinLmandarinLfruitLmediatedLbyL
preventiveLapplicationsLofLsacillusLsubtilisLcyclicLlipopeptides[LPostharvesthBiologyhandhTechnologyXL
2019XLbfgXLbbajeg

6.2 3

203 MStYtriggeredLmetabolomicLalterationsLinLliverYresidentLimmuneLcellsLisolatedLfromLttlYinducedL
mouseLrβzLmodel[LExperimentalhCellhResearchXL2019XLdidXLbbbfbb 4.2 6

202 MetabolomicsLuistinguishesLuOt−iLueficiencyLfromLrtopicLuermatitiskLTowardsLaLsiomarkerL
uiscovery[LMetabolitesXL2019XLjXL 5.6 9

201 StructureLandLproteolyticLsusceptibilityLofLtheLinhibitoryLtYterminalLtailLofLcardiacLtroponinLz[L
BiochimicahEthBiophysicahActahvhGeneralhSubjectsXL2019XLbigdXLggbYghb 4 5

200 zntegratedLanalysesLutilizingLmetabolomicsLandLtranscriptomicsLrevealLperturbationLofLtheL
polyamineLpathwayLinLoralLcavityLsquamousLcellLcarcinoma[LAnalyticahChimicahActaXL2019XLbafaXLbbdYbcc 6.6 22

199
uevelopmentLofLchemicalLisotopeLlabelingLβtYMSLforLtissueLmetabolomicsLandLitsLapplicationLforL
brainLandLliverLmetabolomeLprofilingLinLrlzheimerSsLdiseaseLmouseLmodel[LAnalyticahChimicahActaXL
2019XLbafaXLjfYbae

6.6 18

198
zmpactLofLOxygenLtoncentrationLonLMetabolicLProfileLofLyumanLPlacentaYuerivedLMesenchymalL
StemLtellsLrsLueterminedLbyLthemicalLzsotopeLβabelingLβtYMS[LJournalhofhProteomehResearchXL2018
XLbhXLbiggYbihi

5.6 8

197 ReversibleLtovalentLReactionLofLβevosimendanLwithLtardiacLTroponinLtLinLVitroLandLinLSitu[L
BiochemistryXL2018XLfhXLccfgYccgf 3.2 6

196 yighYPerformanceLthemicalLzsotopeLβabelingLβiquidLthromatographyLMassLSpectrometryLforL
vxosomeLMetabolomics[LAnalyticalhChemistryXL2018XLjaXLidbeYidbj 7.8 47

195 themicalLzsotopeLβabelingLβtYMSLforLyumanLsloodLMetabolomeLrnalysis[LMethodshinhMolecularh
BiologyXL2018XLbhdaXLcbdYccf 1.4 8

194
uevelopmentLofLaLsimpleLandLefficientLmethodLofLharvestingLandLlysingLadherentLmammalianLcellsL
forLchemicalLisotopeLlabelingLβtYMSYbasedLcellularLmetabolomics[LAnalyticahChimicahActaXL2018XL
badhXLjhYbag

6.6 14

193 rpplyingLquantitativeLmetabolomicsLbasedLonLchemicalLisotopeLlabelingLβtYMSLforLdetectingL
potentialLmilkLadulterantLinLhumanLmilk[LAnalyticahChimicahActaXL2018XLbaabXLhiYif 6.6 17

192 sretschneiderLsolutionYinducedLalterationsLinLtheLurineLmetabolomeLinLcardiacLsurgeryLpatients[L
ScientifichReportsXL2018XLiXLbhhhe 4.9 6
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191
zmprovingLaccuracyLofLpeakYpairLintensityLratioLmeasurementLinLdifferentialLchemicalLisotopeL
labelingLβtâ��MSLforLquantitativeLmetabolomics[LInternationalhJournalhofhMasshSpectrometryXL2018XL
edeXLcacYcai

1.9 1

190
rlzheimerSsLsiomarkersLwromLMultipleLModalitiesLSelectivelyLuiscriminateLtlinicalLStatuskLRelativeL
zmportanceLofLSalivaryLMetabolomicsLPanelsXLxeneticXLβifestyleXLtognitiveXLwunctionalLyealthLandL
uemographicLRiskLMarkers[LFrontiershinhAginghNeuroscienceXL2018XLbaXLcjg

5.3 14

189 uansylhydrazineLzsotopeLβabelingLβtYMSLforLtomprehensiveLtarboxylicLrcidLSubmetabolomeL
Profiling[LAnalyticalhChemistryXL2018XLjaXLbdfbeYbdfcc 7.8 23

188 MetabolicLprofilingLassociatedLwithLautophagyLofLhumanLplacentaYderivedLmesenchymalLstemLcellsL
byLchemicalLisotopeLlabelingLβtYMS[LExperimentalhCellhResearchXL2018XLdhcXLfcYga 4.2 2

187 MetabolomicsLrnalysesLofLSalivaLuetectLNovelLsiomarkersLofLrlzheimerSsLuisease[LJournalhofh
AlzheimeroshDiseaseXL2018XLgfXLbeabYbebg 4.3 35

186
QuantificationLofLdiLdietaryLpolyphenolsLinLplasmaLbyLdifferentialLisotopeLlabellingLandLliquidL
chromatographyLelectrosprayLionizationLtandemLmassLspectrometry[LJournalhofhChromatographyhAXL
2018XLbffiXLfaYfi

4.5 23

185 themicalLzsotopeLβabelingLβtYMSLforLMonitoringLuiseaseLProgressionLandLTreatmentLinLrnimalL
ModelskLPlasmaLMetabolomicsLStudyLofLOsteoarthritisLRatLModel[LScientifichReportsXL2017XLhXLeafed 4.9 14

184 zmpactLofLβowYzntensityLPulsedLUltrasoundLonLTranscriptLandLMetaboliteLrbundanceLinL
SaccharomycesLcerevisiae[LJournalhofhProteomehResearchXL2017XLbgXLcjhfYcjic 5.6 5

183 uevelopmentLofLyighYPerformanceLthemicalLzsotopeLβabelingLβtYMSLforLProfilingLtheLtarbonylL
Submetabolome[LAnalyticalhChemistryXL2017XLijXLghfiYghgf 7.8 64

182 uevelopmentLofLthemicalLzsotopeLβabelingLβtYMSLforLMilkLMetabolomicskLtomprehensiveLandL
QuantitativeLProfilingLofLtheLrmine]PhenolLSubmetabolome[LAnalyticalhChemistryXL2017XLijXLeedfYeeed 7.8 25

181 MetabolomicsLofLSmallLNumbersLofLtellskLMetabolomicLProfilingLofLbaaXLbaaaXLandLbaaaaLyumanL
sreastLtancerLtells[LAnalyticalhChemistryXL2017XLijXLbbggeYbbghb 7.8 54

180 MetabolomicLanalysisLofLoxidativeLstresskLSuperoxideLdismutaseLmutationLandLparaquatLinducedL
stressLinLurosophilaLmelanogaster[LFreehRadicalhBiologyhandhMedicineXL2017XLbbdXLdcdYdde 7.8 17

179 TheLzmpactLofLxwPLReporterLxeneLTransductionLandLvxpressionLonLMetabolomicsLofLPlacentalL
MesenchymalLStemLtellsLueterminedLbyLUyPβtYQ]TOwYMS[LStemhCellshInternationalXL2017XLcabhXLdbghjif5 4

178 ProfilingLnovelLmetabolicLbiomarkersLforLParkinsonSsLdiseaseLusingLinYdepthLmetabolomicLanalysis[L
MovementhDisordersXL2017XLdcXLbhcaYbhci 7 47

177 OvercomingLSampleLMatrixLvffectLinLQuantitativeLsloodLMetabolomicsLUsingLthemicalLzsotopeL
βabelingLβiquidLthromatographyLMassLSpectrometry[LAnalyticalhChemistryXL2017XLijXLjeceYjedb 7.8 19

176 zdentificationLofLrstLtransportersLactingLinLvitaminLsLmetabolismLinLtaenorhabditisLelegans[L
MolecularhGeneticshandhMetabolismXL2017XLbccXLbgaYbhb 3.7 2

175 srainLTransformingLxrowthLwactorY˛†LResistsLyypertensionLViaLRegulatingLMicroglialLrctivation[L
StrokeXL2017XLeiXLcffhYcfge 6.7 17

174
NonocclusiveLSweatLtollectionLtombinedLwithLthemicalLzsotopeLβabelingLβtYMSLforLyumanLSweatL
MetabolomicsLandLMappingLtheLSweatLMetabolomesLatLuifferentLSkinLβocations[LAnalyticalh
ChemistryXL2017XLijXLhiehYhifb

7.8 22

(2017-2018)
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173 vlevatedLacetylYtorLbyLaminoLacidLrecyclingLfuelsLmicroalgalLneutralLlipidLaccumulationLinL
exponentialLgrowthLphaseLforLbiofuelLproduction[LPlanthBiotechnologyhJournalXL2017XLbfXLejhYfaj 11.6 28

172 uownregulationLofLPutueLbyLmiRYcbLsuppressesLtumorLtransformationLandLproliferationLinLaLnudeL
mouseLrenalLcancerLmodel[LOncologyhLettersXL2017XLbeXLddhbYddhi 2.6 11

171 rctivationLofLtheLNa]yLexchangerLinLisolatedLcardiomyocytesLthroughL˛†YRafLdependentLpathways[L
RoleLofLThrLofLtheLcytosolicLtail[LJournalhofhMolecularhandhCellularhCardiologyXL2016XLjjXLgfYhf 5.8 5

170 MetaboliteLrnalysisLandLyistologyLonLtheLvxactLSameLTissuekLtomprehensiveLMetabolomicLProfilingL
andLMetabolicLtlassificationLofLProstateLtancer[LScientifichReportsXL2016XLgXLdcchc 4.9 24

169 uevelopmentLofLchemicalLisotopeLlabelingLliquidLchromatographyLmassLspectrometryLforLsilkwormL
hemolymphLmetabolomics[LAnalyticahChimicahActaXL2016XLjecXLbYbb 6.6 8

168 SampleLnormalizationLmethodsLinLquantitativeLmetabolomics[LJournalhofhChromatographyhAXL2016XL
bedaXLiaYjf 4.5 158

167
uifferentialLzsotopeLβabelingLofLdiLuietaryLPolyphenolsLandLTheirLQuantificationLinLUrineLbyLβiquidL
thromatographyLvlectrosprayLzonizationLTandemLMassLSpectrometry[LAnalyticalhChemistryXL2016XL
iiXLcgdhYee

7.8 50

166
yighYPerformanceLthemicalLzsotopeLβabelingLβiquidLthromatographyYMassLSpectrometryLforL
ProfilingLtheLMetabolomicLReprogrammingLvlicitedLbyLrmmoniumLβimitationLinLYeast[LJournalhofh
ProteomehResearchXL2016XLbfXLbgacYbc

5.6 15

165 uansylationLisotopeLlabelingLliquidLchromatographyLmassLspectrometryLforLparallelLprofilingLofL
humanLurinaryLandLfecalLsubmetabolomes[LAnalyticahChimicahActaXL2016XLjadXLbaaYj 6.6 24

164 tomprehensiveLandLQuantitativeLProfilingLofLtheLyumanLSweatLSubmetabolomeLUsingL
yighYPerformanceLthemicalLzsotopeLβabelingLβtYMS[LAnalyticalhChemistryXL2016XLiiXLhdhiYig 7.8 30

163 ParallelLMetabolomicLProfilingLofLterebrospinalLwluidLandLSerumLforLzdentifyingLsiomarkersLofL
znjuryLSeverityLafterLrcuteLyumanLSpinalLtordLznjury[LScientifichReportsXL2016XLgXLdihbi 4.9 26

162
tognitiveLvnhancementLinLznfantsLrssociatedLwithLzncreasedLMaternalLwruitLzntakeLuuringL
PregnancykLResultsLfromLaLsirthLtohortLStudyLwithLValidationLinLanLrnimalLModel[LEBioMedicineXL
2016XLiXLddbYdea

8.8 13

161 terebrospinalLwluidLMetabolomicsLrfterLNaturalLProductLTreatmentLinLanLvxperimentalLModelLofL
terebralLzschemia[LOMICShAhJournalhofhIntegrativehBiologyXL2016XLcaXLghaYgia 3.8 6

160 themicalLzsotopeLβabelingLβtYMSLforLyighLtoverageLandLQuantitativeLProfilingLofLtheLyydroxylL
SubmetabolomeLinLMetabolomics[LAnalyticalhChemistryXL2016XLiiXLbagbhYbagcd 7.8 58

159 QuantitativeLMetabolomeLrnalysisLsasedLonLthromatographicLPeakLReconstructionLinLthemicalL
zsotopeLβabelingLβiquidLthromatographyLMassLSpectrometry[LAnalyticalhChemistryXL2015XLihXLhabbYg 7.8 54

158 yydrolysisLenhancesLbioavailabilityLofLproanthocyanidinYderivedLmetabolitesLandLimprovesL˛†YcellL
functionLinLglucoseLintolerantLrats[LJournalhofhNutritionalhBiochemistryXL2015XLcgXLifaYj 6.3 13

157 uevelopmentLofLversatileLisotopicLlabelingLreagentsLforLprofilingLtheLamineLsubmetabolomeLbyL
liquidLchromatographyYmassLspectrometry[LAnalyticahChimicahActaXL2015XLiibXLbahYbg 6.6 17

156
vffectsLofLsampleLinjectionLamountLandLtimeYofYflightLmassLspectrometricLdetectionLdynamicLrangeL
onLmetabolomeLanalysisLbyLhighYperformanceLchemicalLisotopeLlabelingLβtYMS[LJournalhofh
ProteomicsXL2015XLbbiXLbdaYj

3.9 14
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155 NanoflowLβtYMSLforLyighYPerformanceLthemicalLzsotopeLβabelingLQuantitativeLMetabolomics[L
AnalyticalhChemistryXL2015XLihXLbbegiYhe 7.8 26

154 MatrixLeffectLonLchemicalLisotopeLlabelingLandLitsLimplicationLinLmetabolomicLsampleLpreparationL
forLquantitativeLmetabolomics[LMetabolomicsXL2015XLbbXLbhddYbhec 4.7 16

153 MytompoundzuLMS]MSLSearchkLMetaboliteLzdentificationLUsingLaLβibraryLofLPredictedL
wragmentYzonYSpectraLofLdidXidaLPossibleLyumanLMetabolites[LAnalyticalhChemistryXL2015XLihXLbagbjYcg 7.8 78

152 unszuLinLMytompoundzuLforLrapidLidentificationLofLdansylatedLamineYLandLphenolYcontainingL
metabolitesLinLβtYMSYbasedLmetabolomics[LAnalyticalhChemistryXL2015XLihXLjidiYef 7.8 78

151 yighLglucoseLpromotesLgastricLcancerLchemoresistanceLinLvivoLandLinLvitro[LMolecularhMedicineh
ReportsXL2015XLbcXLiedYfa 2.9 25

150
rlterationLofLmevalonateLpathwayLinLproliferatedLvascularLsmoothLmuscleLfromLdiabeticLmicekL
possibleLroleLinLhighYglucoseYinducedLatherogenicLprocess[LJournalhofhDiabeteshResearchXL2015XL
cabfXLdhjcih

3.9 19

149 tountingLmissingLvaluesLinLaLmetaboliteYintensityLdataLsetLforLmeasuringLtheLanalyticalL
performanceLofLaLmetabolomicsLplatform[LAnalyticalhChemistryXL2015XLihXLbdagYbd 7.8 61

148 MMPYcLinhibitsLPtS−jYinducedLdegradationLofLtheLβuβLreceptorLinLyepabYcbchLcells[LFEBShLettersXL
2015XLfijXLejaYg 3.8 8

147 uevelopmentLofLhighYperformanceLchemicalLisotopeLlabelingLβtYMSLforLprofilingLtheLhumanLfecalL
metabolome[LAnalyticalhChemistryXL2015XLihXLicjYdg 7.8 58

146
PvPLsearchLinLMytompoundzukLdetectionLandLidentificationLofLdipeptidesLandLtripeptidesLusingL
dimethylLlabelingLandLhydrophilicLinteractionLliquidLchromatographyLtandemLmassLspectrometry[L
AnalyticalhChemistryXL2014XLigXLdfgiYhe

7.8 22

145 themicalYvaporYassistedLelectrosprayLionizationLforLincreasingLanalyteLsignalsLinLelectrosprayL
ionizationLmassLspectrometry[LAnalyticalhChemistryXL2014XLigXLddbYf 7.8 11

144
MicrowaveYassistedLacidLhydrolysisLofLproteinsLcombinedLwithLpeptideLfractionationLandLmassL
spectrometryLanalysisLforLcharacterizingLproteinLterminalLsequences[LJournalhofhProteomicsXL2014XL
baaXLgiYhi

3.9 3

143
uevelopmentLofLaLuniversalLmetabolomeYstandardLmethodLforLlongYtermLβtYMSLmetabolomeL
profilingLandLitsLapplicationLforLbladderLcancerLurineYmetaboliteYbiomarkerLdiscovery[LAnalyticalh
ChemistryXL2014XLigXLgfeaYh

7.8 76

142 znYgelLmicrowaveYassistedLacidLhydrolysisLofLproteinsLcombinedLwithLliquidLchromatographyLtandemL
massLspectrometryLforLmappingLproteinLsequences[LAnalyticalhChemistryXL2014XLigXLgaaYh 7.8 5

141 zsoMSkLautomatedLprocessingLofLβtYMSLdataLgeneratedLbyLaLchemicalLisotopeLlabelingL
metabolomicsLplatform[LAnalyticalhChemistryXL2014XLigXLeghfYj 7.8 86

140 uansylationLmetaboliteLassaykLaLsimpleLandLrapidLmethodLforLsampleLamountLnormalizationLinL
metabolomics[LAnalyticalhChemistryXL2014XLigXLjeciYdd 7.8 14

139
uevelopmentLofLisotopeLlabelingLliquidLchromatographyLmassLspectrometryLforLmouseLurineL
metabolomicskLquantitativeLmetabolomicLstudyLofLtransgenicLmiceLrelatedLtoLrlzheimerSsLdisease[L
JournalhofhProteomehResearchXL2014XLbdXLeefhYgj

5.6 35

138 yighYperformanceLisotopeYlabelingLliquidLchromatographyLmassLspectrometryLforLinvestigatingLtheL
effectLofLdrinkingLxojiLteaLonLurineLmetabolomeLprofiling[LSciencehChinahChemistryXL2014XLfhXLghiYgif 7.9 6

(2014-2015)
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137
MetabolomicLprofilingLofLbronchoalveolarLlavageLfluidsLbyLisotopeLlabelingLliquidLchromatographyL
massLspectrometrykLaLpromisingLapproachLtoLstudyingLexperimentalLasthma[LMetabolomicsXL2014XL
baXLbdafYbdbh

4.7 11

136 ˛†YtateninXLaLSoxcLbindingLpartnerXLregulatesLtheLuNrLbindingLandLtranscriptionalLactivityLofLSoxcLinL
breastLcancerLcells[LCellularhSignallingXL2014XLcgXLejcYfab 4.9 24

135 RewiringLrMP−LandLmitochondrialLretrogradeLsignalingLforLmetabolicLcontrolLofLagingLandLhistoneL
acetylationLinLrespiratoryYdefectiveLcells[LCellhReportsXL2014XLhXLfgfYfhe 10.6 31

134 uevelopmentLofLmicrowaveYassistedLacidLhydrolysisLofLproteinsLusingLaLcommercialLmicrowaveL
reactorLandLitsLcombinationLwithLβtYMSLforLproteinLfullYsequenceLanalysis[LTalantaXL2014XLbcjXLcjaYf 6.2 6

133
MacroporousLreversedYphaseLseparationLofLproteinsLcombinedLwithLreversedYphaseLseparationLofL
phosphopeptidesLandLtandemLmassLspectrometryLforLprofilingLtheLphosphoproteomeLofL
MurYMsYcdbLcells[LElectrophoresisXL2014XLdfXLdehjYig

3.6 3

132
MicroboreLliquidLchromatographyLultravioletLdetectionLforLquantificationLofLtotalLpeptideLamountL
andLitsLapplicationLforLassessingLsampleLqualityLinLshotgunLproteomeLanalysisLofLhundredsLofLcells[L
JournalhofhChromatographyhAXL2014XLbddiXLfbYh

4.5 1

131 QuantitativeLmetabolomicLprofilingLusingLdansylationLisotopeLlabelingLandLliquidLchromatographyL
massLspectrometry[LMethodshinhMolecularhBiologyXL2014XLbbjiXLbchYdg 1.4 6

130 uifferentialLisotopeLdansylationLlabelingLcombinedLwithLliquidLchromatographyLmassLspectrometryL
forLquantificationLofLintactLandLNYterminalLtruncatedLproteins[LAnalyticahChimicahActaXL2013XLhjcXLhjYif 6.6 4

129 βiquidYliquidLextractionLcombinedLwithLdifferentialLisotopeLdimethylaminophenacylLlabelingLforL
improvedLmetabolomicLprofilingLofLorganicLacids[LAnalyticahChimicahActaXL2013XLiadXLjhYbaf 6.6 37

128 MrβuzYMSLforLPolymerLtharacterizationL2013XLdbdYdgf 1

127 tomparativeLproteomicLandLmetabolomicLanalysisLofLStaphylococcusLwarneriLSxbLculturedLinLtheL
presenceLandLabsenceLofLbutanol[LJournalhofhProteomehResearchXL2013XLbcXLeehiYij 5.6 26

126 MytompoundzukLusingLanLevidenceYbasedLmetabolomeLlibraryLforLmetaboliteLidentification[L
AnalyticalhChemistryXL2013XLifXLdeabYi 7.8 143

125
fYuiethylaminoYnaphthaleneYbYsulfonylLchlorideLTuenstlUkLaLnovelLtriplexLisotopeLlabelingLreagentL
forLquantitativeLmetabolomeLanalysisLbyLliquidLchromatographyLmassLspectrometry[LAnalyticalh
ChemistryXL2013XLifXLbbfdcYj

7.8 45

124
QuantitativeLproteomicLanalysisLofLyvRcLnormalLandLoverexpressingLMtwYhLbreastLcancerLcellsL
revealedLproteomicLchangesLaccompaniedLwithLyvRcLgeneLamplification[LJournalhofhProteomicsXL
2013XLjbXLcaaYj

3.9 6

123
rnalyticalLperformanceLofLreciprocalLisotopeLlabelingLofLproteomeLdigestsLforLquantitativeL
proteomicsLandLitsLapplicationLforLcomparativeLstudiesLofLaerobicLandLanaerobicLvscherichiaLcoliL
proteomes[LAnalyticahChimicahActaXL2013XLhjfXLcfYdf

6.6 1

122
rutomationLofLdimethylationLafterLguanidinationLlabelingLchemistryLandLitsLcompatibilityLwithL
commonLbuffersLandLsurfactantsLforLmassLspectrometryYbasedLshotgunLquantitativeLproteomeL
analysis[LAnalyticahChimicahActaXL2013XLhiiXLibYi

6.6 7

121 uevelopmentLofLisotopeLlabelingLliquidLchromatographyYmassLspectrometryLforLmetabolicLprofilingL
ofLbacterialLcellsLandLitsLapplicationLforLbacterialLdifferentiation[LAnalyticalhChemistryXL2013XLifXLfhffYgd 7.8 35

120 uefinitionsLofLtermsLrelatingLtoLmassLspectrometryLTzUPrtLRecommendationsLcabdU[LPurehandh
AppliedhChemistryXL2013XLifXLbfbfYbgaj 2.1 238

Liang Li
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119 wragmentationLofLprotonatedLdansylYlabeledLaminesLforLstructuralLanalysisLofLamineYcontainingL
metabolites[LInternationalhJournalhofhMasshSpectrometryXL2012XLdbgYdbiXLcjcYcjj 1.9 9

118
ueterminationLofLtotalLconcentrationLofLchemicallyLlabeledLmetabolitesLasLaLmeansLofLmetabolomeL
sampleLnormalizationLandLsampleLloadingLoptimizationLinLmassLspectrometryYbasedLmetabolomics[L
AnalyticalhChemistryXL2012XLieXLbahcdYdb

7.8 76

117 uevelopmentLofLaLmatrixYassistedLlaserLdesorptionLionizationLmassLspectrometricLmethodLforLrapidL
processYmonitoringLofLphthalocyanineLcompounds[LAnalyticahChimicahActaXL2012XLhdgXLgjYhh 6.6 4

116
uevelopmentLofLanLisotopeLlabelingLultraYhighLperformanceLliquidLchromatographyLmassL
spectrometricLmethodLforLquantificationLofLacylglycinesLinLhumanLurine[LAnalyticahChimicahActaXL
2012XLhfaXLbgbYhc

6.6 26

115 zntegratedLSuSLremovalLandLpeptideLseparationLbyLstrongYcationLexchangeLliquidLchromatographyL
forLSuSYassistedLshotgunLproteomeLanalysis[LJournalhofhProteomehResearchXL2012XLbbXLibiYci 5.6 31

114
uevelopmentLofLisotopeLlabelingLβtYMSLforLhumanLsalivaryLmetabolomicsLandLapplicationLtoL
profilingLmetabolomeLchangesLassociatedLwithLmildLcognitiveLimpairment[LAnalyticalhChemistryXL
2012XLieXLbaiacYbb

7.8 66

113 MicrowaveYassistedLproteinLsolubilizationLforLmassLspectrometryYbasedLshotgunLproteomeLanalysis[L
AnalyticalhChemistryXL2012XLieXLgbibYjb 7.8 23

112
QualitativeLmetabolomeLanalysisLofLhumanLcerebrospinalLfluidLbyLbdtY]bctYisotopeLdansylationL
labelingLcombinedLwithLliquidLchromatographyLwourierLtransformLionLcyclotronLresonanceLmassL
spectrometry[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL2011XLccXLddjYeh

3.5 43

111
StrategyLofLusingLmicrosomeYbasedLmetaboliteLproductionLtoLfacilitateLtheLidentificationLofL
endogenousLmetabolitesLbyLliquidLchromatographyLmassLspectrometry[LAnalyticahChimicahActaXL
2011XLgifXLdgYee

6.6 12

110 UltraYhighLperformanceLliquidLchromatographyLtandemLmassLspectrometryLforLcomprehensiveL
analysisLofLurinaryLacylcarnitines[LAnalyticahChimicahActaXL2011XLgijXLhhYie 6.6 44

109 tomparisonLofLsurfactantYassistedLshotgunLmethodsLusingLacidYlabileLsurfactantsLandLsodiumL
dodecylLsulfateLforLmembraneLproteomeLanalysis[LAnalyticahChimicahActaXL2011XLgjiXLdgYed 6.6 37

108
zonYpairingLreversedYphaseLliquidLchromatographyLfractionationLinLcombinationLwithLisotopeL
labelingLreversedYphaseLliquidLchromatographyYmassLspectrometryLforLcomprehensiveL
metabolomeLprofiling[LJournalhofhChromatographyhAXL2011XLbcbiXLdgijYje

4.5 32

107 uevelopmentLofLmassLspectrometryYbasedLshotgunLmethodLforLproteomeLanalysisLofLfaaLtoLfaaaL
cancerLcells[LAnalyticalhChemistryXL2010XLicXLccgcYhb 7.8 70

106 yighYperformanceLisotopeLlabelingLforLprofilingLcarboxylicLacidYcontainingLmetabolitesLinLbiofluidsL
byLmassLspectrometry[LAnalyticalhChemistryXL2010XLicXLihijYjd 7.8 140

105 thronicLinhibitionLofLfarnesylLpyrophosphateLsynthaseLattenuatesLcardiacLhypertrophyLandLfibrosisL
inLspontaneouslyLhypertensiveLrats[LBiochemicalhPharmacologyXL2010XLhjXLdjjYeag 6 28

104
MicrowaveYassistedLacidLandLbaseLhydrolysisLofLintactLproteinsLcontainingLdisulfideLbondsLforL
proteinLsequenceLanalysisLbyLmassLspectrometry[LJournalhofhthehAmericanhSocietyhforhMassh
SpectrometryXL2010XLcbXLbfjgYgaf

3.5 15

103
ReproducibleLmicrowaveYassistedLacidLhydrolysisLofLproteinsLusingLaLhouseholdLmicrowaveLovenL
andLitsLcombinationLwithLβtYvSzLMS]MSLforLmappingLproteinLsequencesLandLmodifications[LJournalh
ofhthehAmericanhSocietyhforhMasshSpectrometryXL2010XLcbXLbfhdYih

3.5 28

102
rLmethodLforLcomprehensiveLanalysisLofLurinaryLacylglycinesLbyLusingLultraYperformanceLliquidL
chromatographyLquadrupoleLlinearLionLtrapLmassLspectrometry[LJournalhofhthehAmericanhSocietyhforh
MasshSpectrometryXL2010XLcbXLcbafYbg

3.5 30

(2010-2012)
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101 vvidenceLforLcopurificationLofLmicronucleiLinLsucroseLdensityLgradientYenrichedLplasmaLmembranesL
fromLcellLlines[LAnalyticalhBiochemistryXL2010XLdjgXLgjYhf 3.1 3

100 βargeYscaleLproteomeLprofileLofLtheLzebrafishLTuanioLrerioULgillLforLphysiologicalLandLbiomarkerL
discoveryLstudies[LZebrafishXL2009XLgXLccjYdi 2 41

99
OffYlineLtwoYdimensionalLliquidLchromatographyLwithLmaximizedLsampleLloadingLtoLreversedYphaseL
liquidLchromatographyYelectrosprayLionizationLtandemLmassLspectrometryLforLshotgunLproteomeL
analysis[LAnalyticalhChemistryXL2009XLibXLbaejYga

7.8 50

98
TargetedLquantitativeLmassLspectrometricLidentificationLofLdifferentiallyLexpressedLproteinsL
betweenLsaxYexpressingLandLdeficientLcolorectalLcarcinomaLcells[LJournalhofhProteomehResearchXL
2009XLiXLdeadYbe

5.6 16

97 yMuskLaLknowledgebaseLforLtheLhumanLmetabolome[LNucleichAcidshResearchXL2009XLdhXLugadYba 20.1 1431

96
uifferentialLbctY]bdtYisotopeLdansylationLlabelingLandLfastLliquidLchromatography]massL
spectrometryLforLabsoluteLandLrelativeLquantificationLofLtheLmetabolome[LAnalyticalhChemistryXL
2009XLibXLdjbjYdc

7.8 301

95 βiquidLchromatographyLMrβuzLMS]MSLforLmembraneLproteomeLanalysis[LMethodshinhMolecularh
BiologyXL2009XLfciXLcjfYdba 1.4 1

94 tomprehensiveLproteomeLprofileLofLtheLzebrafishLTuanioLrerioULgillkLapplicationsLtoLphysiologicalL
andLbiomarkerLdiscoveryLstudies[LFASEBhJournalXL2009XLcdXLgcj[e 0.9

93 ProteomeLprofileLofLhumanLbreastLcancerLtissueLgeneratedLbyLβtYvSzYMS]MSLcombinedLwithL
sequentialLproteinLprecipitationLandLsolubilization[LJournalhofhProteomehResearchXL2008XLhXLdfidYja 5.6 11

92 ProteomeLofLtheLvscherichiaLcoliLenvelopeLandLtechnologicalLchallengesLinLmembraneLproteomeL
analysis[LBiochimicahEthBiophysicahActahvhBiomembranesXL2008XLbhhiXLbgjiYhbd 3.8 68

91
vxploringLtheLprecursorLionLexclusionLfeatureLofLliquidLchromatographyYelectrosprayLionizationL
quadrupoleLtimeYofYflightLmassLspectrometryLforLimprovingLproteinLidentificationLinLshotgunL
proteomeLanalysis[LAnalyticalhChemistryXL2008XLiaXLegjgYhba

7.8 70

90
βiquidLchromatographyLelectrosprayLionizationLandLmatrixYassistedLlaserLdesorptionLionizationL
tandemLmassLspectrometryLforLtheLanalysisLofLlipidLraftLproteomeLofLmonocytes[LAnalyticahChimicah
ActaXL2008XLgchXLicYja

6.6 12

89
ProteomeLprofileLofLcytosolicLcomponentLofLzebrafishLliverLgeneratedLbyLβtYvSzLMS]MSLcombinedL
withLtrypsinLdigestionLandLmicrowaveYassistedLacidLhydrolysis[LJournalhofhProteomehResearchXL2007XL
gXLcgdYhc

5.6 63

88
rLstudyLofLreproducibilityLofLguanidinationYdimethylationLlabelingLandLliquidLchromatographyL
matrixYassistedLlaserLdesorptionLionizationLmassLspectrometryLforLrelativeLproteomeLquantification[L
AnalyticahChimicahActaXL2007XLfifXLcbjYcg

6.6 10

87 senefitLofLmicrowaveYassistedLacidLhydrolysisLofLproteinsLforLmassLspectrometricLprofilingLofLtheL
humanLheartLtissueLproteome[LRapidhCommunicationshinhMasshSpectrometryXL2007XLcbXLchhjYid 2.2 5

86 tomparisonLofLSuSYLandLmethanolYassistedLproteinLsolubilizationLandLdigestionLmethodsLforL
vscherichiaLcoliLmembraneLproteomeLanalysisLbyLcYuLβtYMS]MS[LProteomicsXL2007XLhXLeieYejd 4.8 107

85
MitogenYactivatedLproteinLkinaseYdependentLactivationLofLtheLNaW]yWLexchangerLisLmediatedL
throughLphosphorylationLofLaminoLacidsLSerhhaLandLSerhhb[LJournalhofhBiologicalhChemistryXL2007XL
cicXLgcjcYj

5.4 64

84 StableYisotopeLdimethylationLlabelingLcombinedLwithLβtYvSzLMSLforLquantificationLofL
amineYcontainingLmetabolitesLinLbiologicalLsamples[LAnalyticalhChemistryXL2007XLhjXLigdbYi 7.8 139

Liang Li
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83 yMuskLtheLyumanLMetabolomeLuatabase[LNucleichAcidshResearchXL2007XLdfXLufcbYg 20.1 2021

82 vffectLofLcMvxrLlabelingLonLmembraneLproteomeLanalysisLusingLβtYvSzLQTOwLMS[LJournalhofh
ProteomehResearchXL2006XLfXLcfghYhg 5.6 21

81 ThreeYlayerLmatrix]sampleLpreparationLmethodLforLMrβuzLMSLanalysisLofLlowLnanomolarLproteinL
samples[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL2006XLbhXLhiaYhif 3.5 34

80
zdentificationLandLQuantificationLofLuifferentiallyLvxpressedLProteinsLinLvYtadherinLueficientLSttjL
tellsLandLSttjLTransfectantsLvxpressingLvYtadherinLbyLuimethylLzsotopeLβabelingXLβtâ��MrβuzLMSL
andLMS]MSL–[LProteomeLRes[LcaafXLeXLbebjâ��becg[LJournalhofhProteomehResearchXL2005XLeXLbihcYbihc

5.6 2

79 NanoliterLsampleLhandlingLcombinedLwithLmicrospotLMrβuzYMSLforLdetectionLofLgelYseparatedL
phosphoproteins[LJournalhofhProteomehResearchXL2005XLeXLfbfYcc 5.6 18

78
zdentificationLandLquantificationLofLdifferentiallyLexpressedLproteinsLinLvYcadherinLdeficientLSttjL
cellsLandLSttjLtransfectantsLexpressingLvYcadherinLbyLdimethylLisotopeLlabelingXLβtYMrβuzLMSLandL
MS]MS[LJournalhofhProteomehResearchXL2005XLeXLbebjYcg

5.6 36

77 QuantitativeLproteomeLanalysisLusingLdifferentialLstableLisotopicLlabelingLandLmicroboreLβtYMrβuzL
MSLandLMS]MS[LJournalhofhProteomehResearchXL2005XLeXLhdeYec 5.6 57

76 SimpleLandLrobustLtwoYlayerLmatrix]sampleLpreparationLmethodLforLMrβuzLMS]MSLanalysisLofL
peptides[LJournalhofhProteomehResearchXL2005XLeXLbhajYbg 5.6 27

75 tharacterizationLofLhumanLtearLproteomeLusingLmultipleLproteomicLanalysisLtechniques[LJournalhofh
ProteomehResearchXL2005XLeXLcafcYgb 5.6 117

74 uifferentialLdimethylLlabelingLofLNYterminiLofLpeptidesLafterLguanidinationLforLproteomeLanalysis[L
JournalhofhProteomehResearchXL2005XLeXLcajjYbai 5.6 99

73 MicrowaveYassistedLacidLhydrolysisLofLproteinsLcombinedLwithLliquidLchromatographyLMrβuzL
MS]MSLforLproteinLidentification[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL2005XLbgXLehbYib3.5 127

72
βimitedLproteolysisLcombinedLwithLisotopeLlabelingLandLquantitativeLβtYMrβuzLMSLforLmonitoringL
proteinLconformationalLchangeskLaLstudyLonLcalciumYbindingLsitesLofLcardiacLTroponinLt[LAnalyticah
ChimicahActaXL2005XLfdeXLdYba

6.6 10

71 ProteinLsequencingLbyLmassLanalysisLofLpolypeptideLladdersLafterLcontrolledLproteinLhydrolysis[L
NaturehBiotechnologyXL2004XLccXLbcjbYg 44.5 109

70
βipidLraftLproteomicskLanalysisLofLinYsolutionLdigestLofLsodiumLdodecylLsulfateYsolubilizedLlipidLraftL
proteinsLbyLliquidLchromatographyYmatrixYassistedLlaserLdesorption]ionizationLtandemLmassL
spectrometry[LProteomicsXL2004XLeXLdbfgYgg

4.8 96

69
vffectsLofLcommonLsurfactantsLonLproteinLdigestionLandLmatrixYassistedLlaserLdesorption]ionizationL
massLspectrometricLanalysisLofLtheLdigestedLpeptidesLusingLtwoYlayerLsampleLpreparation[LRapidh
CommunicationshinhMasshSpectrometryXL2004XLbiXLiijYjg

2.2 82

68 tombiningLliquidLchromatographyLwithLMrβuzLmassLspectrometryLusingLaLheatedLdropletLinterface[L
AnalyticalhChemistryXL2004XLhgXLjjcYbaab 7.8 47

67 βiquidLchromatographyLMrβuzLMS]MSLforLmembraneLproteomeLanalysis[LJournalhofhProteomeh
ResearchXL2004XLdXLhbjYch 5.6 60

66 MonocyteLlipidLraftsLcontainLproteinsLimplicatedLinLvesicularLtraffickingLandLphagosomeLformation[L
ProteomicsXL2003XLdXLfdgYei 4.8 111

(2003-2007)
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65 uevelopmentLandLapplicationsLofLinYgelLtNsr]trypticLdigestionLcombinedLwithLmassLspectrometryL
forLtheLanalysisLofLmembraneLproteins[LJournalhofhProteomehResearchXL2003XLcXLfedYfc 5.6 44

64
βowYmassLproteomeLanalysisLbasedLonLliquidLchromatographyLfractionationXLnanoliterLproteinL
concentration]digestionXLandLmicrospotLmatrixYassistedLlaserLdesorptionLionizationLmassL
spectrometry[LJournalhofhChromatographyhB:hAnalyticalhTechnologieshinhthehBiomedicalhandhLifeh
SciencesXL2002XLhicXLdbhYcj

3.2 21

63
tharacterizationLofLpolyTethyleneLglycolULestersLusingLlowLenergyLcollisionYinducedLdissociationLinL
electrosprayLionizationLmassLspectrometry[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL
2002XLbdXLiiiYjh

3.5 35

62 PhotoinducedLdissociationLofLelectrosprayYgeneratedLionsLinLanLionLtrap]timeYofYflightLmassL
spectrometerLusingLaLpulsedLtOcLlaser[LRapidhCommunicationshinhMasshSpectrometryXL2002XLbgXLbiafYbb 2.2 21

61
rmmoniumLdodecylLsulfateLasLanLalternativeLtoLsodiumLdodecylLsulfateLforLproteinLsampleL
preparationLwithLimprovedLperformanceLinLMrβuzLmassLspectrometry[LAnalyticalhChemistryXL2002XL
heXLbhcjYdg

7.8 22

60
rpplicationLofLanLintegratedLmatrixYassistedLlaserLdesorption]ionizationLtimeYofYflightXLelectrosprayL
ionizationLmassLspectrometryLandLtandemLmassLspectrometryLapproachLtoLcharacterizingLcomplexL
polyolLmixtures[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL2001XLbcXLffYga

3.5 39

59 ReactionsLofLatomicLtransitionYmetalLionsLwithLlongYchainLalkanes[LJournalhofhthehAmericanhSocietyh
forhMasshSpectrometryXL2001XLbcXLdghYhf 3.5 39

58
βithiumLandLtransitionLmetalLionsLenableLlowLenergyLcollisionYinducedLdissociationLofLpolyglycolsLinL
electrosprayLionizationLmassLspectrometry[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL
2001XLbcXLidcYj

3.5 59

57
uetectionLofLcfXaaaLmoleculesLofLSubstanceLPLbyLMrβuzYTOwLmassLspectrometryLandLinvestigationsL
intoLtheLfundamentalLlimitsLofLdetectionLinLMrβuz[LJournalhofhthehAmericanhSocietyhforhMassh
SpectrometryXL2001XLbcXLbaffYbagd

3.5 57

56 βaserLdesorptionLionizationLandLMrβuzLtimeYofYflightLmassLspectrometryLforLlowLmolecularLmassL
polyethyleneLanalysis[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL2001XLbcXLbbigYjc 3.5 52

55
znvestigationLofLtheLapplicabilityLofLaLsequentialLdigestionLprotocolLusingLtrypsinLandLleucineL
aminopeptidaseLMLforLproteinLidentificationLbyLmatrixYassistedLlaserLdesorption]ionizationYYtimeLofL
flightLmassLspectrometry[LProteomicsXL2001XLbXLjihYbaaa

4.8 10

54 TwoYlayerLsampleLpreparationLmethodLforLMrβuzLmassLspectrometricLanalysisLofLproteinLandL
peptideLsamplesLcontainingLsodiumLdodecylLsulfate[LAnalyticalhChemistryXL2001XLhdXLcjgiYhf 7.8 48

53 NanoliterLsolventLextractionLcombinedLwithLmicrospotLMrβuzLTOwLmassLspectrometryLforLtheL
analysisLofLhydrophobicLbiomolecules[LAnalyticalhChemistryXL2001XLhdXLcjcjYdg 7.8 30

52
vffectsLofLmatrixYassistedLlaserLdesorption]ionizationLexperimentalLconditionsLonLquantitativeL
compositionalLanalysisLofLethyleneLoxide]propyleneLoxideLcopolymers[LRapidhCommunicationshinh
MasshSpectrometryXL2000XLbeXLcbhfYib

2.2 19

51 uiscerningLmatrixYclusterLpeaksLinLmatrixYassistedLlaserLdesorption]ionizationLtimeYofYflightLmassL
spectraLofLdiluteLpeptideLmixtures[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL2000XLbbXLiiYjd3.5 67

50 ProteinLconcentrationLandLenzymeLdigestionLonLmicrobeadsLforLMrβuzYTOwLpeptidesLmassLmappingL
ofLproteinsLfromLdiluteLsolutions[LAnalyticalhChemistryXL2000XLhcXLddffYgc 7.8 76

49 StructuralLanalysisLofLpolymerLendLgroupsLbyLelectrosprayLionizationLhighYenergyLcollisionYinducedL
dissociationLtandemLmassLspectrometry[LAnalyticalhChemistryXL2000XLhcXLdiehYfc 7.8 27

48 PhotoYinducedLdissociationLofLelectrosprayLgeneratedLionsLinLanLionLtrap]timeYofYflightLmassL
spectrometer[LReviewhofhScientifichInstrumentsXL1999XLhaXLebjcYebjj 1.7 31

Liang Li
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47
ObservationLofLgelYinducedLproteinLmodificationsLinLsodiumLdodecylsulfateL[corrected]L
polyacrylamideLgelLelectrophoresisLandLitsLimplicationsLforLaccurateLmolecularLweightL
determinationLofLgelYseparatedLproteinsLbyLmatrixYassistedLlaserLdesorptionLionizationL
timeYofYflightLmassLspectrometry[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL1999XLbaXLfbcYca

3.5 36

46
uetectionLandLidentificationLofLlowYmassLpeptidesLandLproteinsLfromLsolventLsuspensionsLofL
vscherichiaLcoliLbyLhighLperformanceLliquidLchromatographyLfractionationLandLmatrixYassistedLlaserL
desorption]ionizationLmassLspectrometry[LRapidhCommunicationshinhMasshSpectrometryXL1999XLbdXLhdYi

2.2 90

45 TwoYlayerLsampleLpreparationkLaLmethodLforLMrβuzYMSLanalysisLofLcomplexLpeptideLandLproteinL
mixtures[LAnalyticalhChemistryXL1999XLhbXLbaihYjb 7.8 167

44
uetectionLandLidentificationLofLlowYmassLpeptidesLandLproteinsLfromLsolventLsuspensionsLofL
vscherichiaLcoliLbyLhighLperformanceLliquidLchromatographyLfractionationLandLmatrixYassistedLlaserL
desorption]ionizationLmassLspectrometryL1999XLbdXLhd

1

43
uetectionLandLidentificationLofLlowYmassLpeptidesLandLproteinsLfromLsolventLsuspensionsLofL
vscherichiaLcoliLbyLhighLperformanceLliquidLchromatographyLfractionationLandLmatrixYassistedLlaserL
desorption]ionizationLmassLspectrometryL1999XLbdXLhd

1

42
znvestigationLofLspectralLreproducibilityLinLdirectLanalysisLofLbacteriaLproteinsLbyLmatrixYassistedL
laserLdesorption]ionizationLtimeYofYflightLmassLspectrometry[LRapidhCommunicationshinhMassh
SpectrometryXL1998XLbcXLefgYge

2.2 167

41 znvestigationLofLtheLquantitativeLcapabilitiesLofLanLelectrosprayLionizationLionLtrap]linearL
timeYofYflightLmassLspectrometer[LRapidhCommunicationshinhMasshSpectrometryXL1998XLbcXLgjfYhaa 2.2 26

40 MicroYScaleLwrontalLrffinityLthromatographyLwithLMassLSpectrometricLuetectionkLrLNewLMethodL
forLtheLScreeningLofLtompoundLβibraries[LAngewandtehChemiehvhInternationalhEditionXL1998XLdhXLddidYddih16.4 112

39 uissociationLofLprotonatedLphenylthiohydantoinYaminoLacidsLandLphenylthiocarbamoylYdipeptides[L
JournalhofhMasshSpectrometryXL1998XLddXLfedYffd 2.2 9

38
rnalysisLofLtheLaccuracyLofLdeterminingLaverageLmolecularLweightsLofLnarrowLpolydispersityL
polymersLbyLmatrixYassistedLlaserLdesorptionLionizationLtimeYofYflightLmassLspectrometry[LJournalh
ofhthehAmericanhSocietyhforhMasshSpectrometryXL1998XLjXLchfYib

3.5 74

37
MatrixYassistedLlaserLdesorption]ionizationLtimeYofYflightLmassLspectrometryLforLpolymerLanalysiskL
solventLeffectLinLsampleLpreparation[LJournalhofhthehAmericanhSocietyhforhMasshSpectrometryXL1998XL
jXLbdadYba

3.5 58

36 NanoliterLchemistryLcombinedLwithLmassLspectrometryLforLpeptideLmappingLofLproteinsLfromLsingleL
mammalianLcellLlysates[LAnalyticalhChemistryXL1998XLhaXLfdeeYh 7.8 54

35 MrβuzLmassLspectrometryLcombinedLwithLavidinYbiotinLchemistryLforLanalysisLofLproteinL
modifications[LAnalyticalhChemistryXL1998XLhaXLbfgjYhf 7.8 25

34 znvestigationLofLspectralLreproducibilityLinLdirectLanalysisLofLbacteriaLproteinsLbyLmatrixYassistedL
laserLdesorption]ionizationLtimeYofYflightLmassLspectrometryL1998XLbcXLefg 1

33 znvestigationLofLspectralLreproducibilityLinLdirectLanalysisLofLbacteriaLproteinsLbyLmatrixYassistedL
laserLdesorption]ionizationLtimeYofYflightLmassLspectrometryL1998XLbcXLefg 3

32 TheLeffectLofLusingLsiliconLbasedLdiffusionLpumpLfluidLonLspectralLqualityLinLanLelectrosprayL
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