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Comparative Transcriptomic Analzsis Reveals Candidate Genes and Pathways Involved in Larval
Settlement of the Barnacle Megabalanus volcano. International Journal of Molecular Sciences, 2017, 4.1 11
18, 2253.

Molecular Characterization of a Novel N-Acetylneuraminate Lyase from a Deep-Sea Symbiotic
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Secretory locations of SIPC in Amphibalanus amphitrite cyprids and a novel function of SIPC in
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a Hydrothermal Shrimp From the Central Indian Ridge. Frontiers in Microbiology, 2021, 12, 802888.

The complete mitochondrial genome of the deep-sea amphipod <i>Eurythenes magellanicus</i>

(Crustacea: Amphipoda: Lysianassidae). Mitochondrial DNA Part B: Resources, 2020, 5, 337-339. 04 3

Rediscovery of the abyssal species Peniagone leander Pawson and Foell, 1986 (Holothuroidea:) Tj ETQql 1 0.784314 rgBT [Overlock
1.3 3

Limnology, 2020, 38, 1319-1327.

Insights into the vision of the hadal snailfish <i>Pseudoliparis swirei</i> through proteomic analysis

of the eye. Proteomics, 2021, 21, 2100118, 2.2 8

Characteristics of Two Crustins from Alvinocaris longirostris in Hydrothermal Vents. Marine Drugs,
2021, 19, 600.

Sea trial and free-fall hydrodynamic research of a 7000-meter lander. , 2015, , . 2

d€celUnicorn from Hadesa€; a new genus of Mysidae (Malacostraca: Mysida) from the Mariana Trench, with

a systematic analysis of the deep-sea mysids. Molecular Phylogenetics and Evolution, 2020, 143, 106666.

The complete mitochondrial genome of a new deep-sea hagfish Eptatretus sp. Nan-Hai (Myxinidae:) Tj ETQq0 0 0 rgBT [Overlgck 10 Tf 5



# ARTICLE IF CITATIONS
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