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l Paper IF Citations

222 ProteobacteriakKmicrobialKsignatureKofKdysbiosisKinKgutKmicrobiotaYKTrendsfinfBiotechnologyWK2015WK
ddWKejgXfad 15.1 1268

221 rnKincreaseKinKtheKrkkermansiaKsppYKpopulationKinducedKbyKmetforminKtreatmentKimprovesKglucoseK
homeostasisKinKdietXinducedKobeseKmiceYKGutWK2014WKgdWKhchXdf 19.2 938

220 znnateKimmuneKhomeostasisKbyKtheKhomeoboxKgeneKcaudalKandKcommensalXgutKmutualismKinK
urosophilaYKScienceWK2008WKdbjWKhhhXic 33.3 597

219 znsectKgutKbacterialKdiversityKdeterminedKbyKenvironmentalKhabitatWKdietWKdevelopmentalKstageWKandK
phylogenyKofKhostYKAppliedfandfEnvironmentalfMicrobiologyWK2014WKiaWKfcfeXge 4.8 354

218 MetagenomicKanalysisKofKkimchiWKaKtraditionalKKoreanKfermentedKfoodYKAppliedfandfEnvironmentalf
MicrobiologyWK2011WKhhWKccgeXhe 4.8 342

217 uiversityKofKammoniumXoxidizingKbacteriaKinKaKgranularKsludgeKanaerobicKammoniumXoxidizingK
SanammoxTKreactorYKEnvironmentalfMicrobiologyWK2008WKbaWKdbdaXj 5.2 242

216 znvestigationKofKarchaealKandKbacterialKdiversityKinKfermentedKseafoodKusingKbarcodedK
pyrosequencingYKISMEfJournalWK2010WKeWKbXbg 11.9 241

215 rmplificationKmethodsKbiasKmetagenomicKlibrariesKofKunculturedKsingleXstrandedKandK
doubleXstrandedKuNrKvirusesYKAppliedfandfEnvironmentalfMicrobiologyWK2011WKhhWKhggdXi 4.8 197

214 uiversityKandKabundanceKofKsingleXstrandedKuNrKvirusesKinKhumanKfecesYKAppliedfandfEnvironmentalf
MicrobiologyWK2011WKhhWKiagcXha 4.8 169

213 sacterialKcommunityKanalysisKduringKfermentationKofKtenKrepresentativeKkindsKofKkimchiKwithK
barcodedKpyrosequencingYKFoodfMicrobiologyWK2012WKdaWKbjhXcae 6 155

212 tomparativeKanalysisKofKKoreanKhumanKgutKmicrobiotaKbyKbarcodedKpyrosequencingYKPLoSfONEWK
2011WKgWKeccbaj 3.7 155

211 TransferKofKaKhealthyKmicrobiotaKreducesKamyloidKandKtauKpathologyKinKanKrlzheimerRsKdiseaseK
animalKmodelYKGutWK2020WKgjWKcidXcje 19.2 148

210 rmplificationKofKunculturedKsingleXstrandedKuNrKvirusesKfromKriceKpaddyKsoilYKAppliedfandf
EnvironmentalfMicrobiologyWK2008WKheWKfjhfXif 4.8 139

209
znfluenceKofKsoilKcomponentsKonKtheKbiodegradationKofKbenzeneWKtolueneWKethylbenzeneWKandKoXWKmXWK
andKpXxylenesKbyKtheKnewlyKisolatedKbacteriumKPseudoxanthomonasKspadixKsuXafjYKAppliedfandf
EnvironmentalfMicrobiologyWK2008WKheWKhdbdXca

4.8 127

208 vntericKVirusesKrmeliorateKxutKznflammationKviaKTollXlikeKReceptorKdKandKTollXlikeKReceptorK
hXMediatedKznterferonX˛†KProductionYKImmunityWK2016WKeeWKiijXjaa 32.3 127

207 StrictKvegetarianKdietKimprovesKtheKriskKfactorsKassociatedKwithKmetabolicKdiseasesKbyKmodulatingK
gutKmicrobiotaKandKreducingKintestinalKinflammationYKEnvironmentalfMicrobiologyfReportsWK2013WKfWKhgfXhf3.7 123

206 tomparingKmicroarraysKandKnextXgenerationKsequencingKtechnologiesKforKmicrobialKecologyK
researchYKTrendsfinfBiotechnologyWK2010WKciWKcjbXj 15.1 117

Jin-Woo Bae

2



205 zmpactKofKpelvicKradiotherapyKonKgutKmicrobiotaKofKgynecologicalKcancerKpatientsKrevealedKbyK
massiveKpyrosequencingYKPLoSfONEWK2013WKiWKeicgfj 3.7 111

204 uevelopmentKandKevaluationKofKgenomeXprobingKmicroarraysKforKmonitoringKlacticKacidKbacteriaYK
AppliedfandfEnvironmentalfMicrobiologyWK2005WKhbWKiicfXdf 4.8 106

203 rnalysisKofKyeastKandKarchaealKpopulationKdynamicsKinKkimchiKusingKdenaturingKgradientKgelK
electrophoresisYKInternationalfJournalfoffFoodfMicrobiologyWK2008WKbcgWKbfjXgg 5.8 95

202 thronicKRepressionKofKmTORKtomplexKcKznducesKthangesKinKtheKxutKMicrobiotaKofKuietXinducedK
ObeseKMiceYKScientificfReportsWK2016WKgWKdaiih 4.9 93

201 MetagenomicKcharacterizationKofKairborneKviralKuNrKdiversityKinKtheKnearXsurfaceKatmosphereYK
JournalfoffVirologyWK2012WKigWKiccbXdb 6.6 90

200 UnexpectedKconvergenceKofKfungalKandKbacterialKcommunitiesKduringKfermentationKofKtraditionalK
KoreanKalcoholicKbeveragesKinoculatedKwithKvariousKnaturalKstartersYKFoodfMicrobiologyWK2012WKdaWKbbcXcd6 77

199 MetagenomicKanalysisKofKtheKviralKcommunitiesKinKfermentedKfoodsYKAppliedfandfEnvironmentalf
MicrobiologyWK2011WKhhWKbcieXjb 4.8 76

198 LysogenyKisKprevalentKandKwidelyKdistributedKinKtheKmurineKgutKmicrobiotaYKISMEfJournalWK2018WKbcWKbbchXbbeb11.9 74

197 xeobacillusKtoebiiKspYKnovYWKaKnovelKthermophilicKbacteriumKisolatedKfromKhayKcompostYKInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2002WKfcWKccfbXccff 2.2 73

196 sacterialWKarchaealWKandKeukaryalKdiversityKinKtheKintestinesKofKKoreanKpeopleYKJournalfoff
MicrobiologyWK2008WKegWKejbXfab 3 70

195 rrthrobacterKsoliKspYKnovYWKaKnovelKbacteriumKisolatedKfromKwastewaterKreservoirKsedimentYKJournalf
offMicrobiologyWK2008WKegWKeaXe 3 68

194 slautiaKfaecisKspYKnovYWKisolatedKfromKhumanKfaecesYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2013WKgdWKfjjXgad 2.2 67

193 MetatranscriptomeKanalysisKofKlacticKacidKbacteriaKduringKkimchiKfermentationKwithK
genomeXprobingKmicroarraysYKInternationalfJournalfoffFoodfMicrobiologyWK2009WKbdaWKbeaXg 5.8 66

192 PhylogeneticKcharacterizationKofKtwoKnovelKcommensalKbacteriaKinvolvedKwithKinnateKimmuneK
homeostasisKinKurosophilaKmelanogasterYKAppliedfandfEnvironmentalfMicrobiologyWK2008WKheWKgbhbXh 4.8 62

191
StatisticalKsuperiorityKofKgenomeXprobingKmicroarraysKasKgenomicKuNrXuNrKhybridizationKinK
revealingKtheKbacterialKphylogeneticKrelationshipKcomparedKtoKconventionalKmethodsYKJournalfoff
MicrobiologicalfMethodsWK2008WKhfWKfcdXda

2.8 61

190 yalalkalicoccusKjeotgaliKspYKnovYWKaKhalophilicKarchaeonKfromKshrimpKjeotgalWKaKtraditionalKKoreanK
fermentedKseafoodYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2007WKfhWKccjgXccji2.2 56

189 rutophagyKdeficiencyKinKmyeloidKcellsKincreasesKsusceptibilityKtoKobesityXinducedKdiabetesKandK
experimentalKcolitisYKAutophagyWK2016WKbcWKbdjaXead 10.2 55

188 SpatialKdisturbancesKinKalteredKmucosalKandKluminalKgutKviromesKofKdietXinducedKobeseKmiceYK
EnvironmentalfMicrobiologyWK2016WKbiWKbejiXfba 5.2 45
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187 slautiaKstercorisKspYKnovYWKisolatedKfromKhumanKfaecesYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2012WKgcWKhhgXhhj 2.2 41

186 ObesogenicKdietXinducedKgutKbarrierKdysfunctionKandKpathobiontKexpansionKaggravateK
experimentalKcolitisYKPLoSfONEWK2017WKbcWKeabihfbf 3.7 40

185 MucilaginibacterKoryzaeKspYKnovYWKisolatedKfromKsoilKofKaKriceKpaddyYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2009WKfjWKbefbXe 2.2 35

184 ueterminationKofKcyanobacterialKdiversityKduringKalgalKbloomsKinKuaechungKReservoirWKKoreaWKonKtheK
basisKofKcpcsrKintergenicKspacerKregionKanalysisYKAppliedfandfEnvironmentalfMicrobiologyWK2006WKhcWKdcfcXi4.8 35

183 MethylobacteriumKplataniKspYKnovYWKisolatedKfromKaKleafKofKtheKtreeKPlatanusKorientalisYKInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2007WKfhWKciejXcifd 2.2 35

182 SocialKstatusKshapesKtheKbacterialKandKfungalKgutKcommunitiesKofKtheKhoneyKbeeYKScientificfReportsWK
2018WKiWKcabj 4.9 34

181 ParacoccusKaestuariiKspYKnovYWKisolatedKfromKtidalKflatKsedimentYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2009WKfjWKhjaXe 2.2 34

180 vndozoicomonasKatrinaeKspYKnovYWKisolatedKfromKtheKintestineKofKaKcombKpenKshellKrtrinaKpectinataYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2014WKgeWKcdbcXcdbi 2.2 33

179 rpplicationKofKquantitativeKrealXtimeKPtRKforKenumerationKofKtotalKbacterialWKarchaealWKandKyeastK
populationsKinKkimchiYKJournalfoffMicrobiologyWK2009WKehWKgicXf 3 33

178 PedobacterKagriKspYKnovYWKfromKsoilYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiology
WK2008WKfiWKbgeaXd 2.2 33

177 OceanobacillusKkimchiiKspYKnovYKisolatedKfromKaKtraditionalKKoreanKfermentedKfoodYKJournalfoff
MicrobiologyWK2010WKeiWKigcXg 3 32

176 LuteimonasKaestuariiKspYKnovYWKisolatedKfromKtidalKflatKsedimentYKJournalfoffMicrobiologyWK2008WKegWKfcfXj 3 32

175
NatronococcusKjeotgaliKspYKnovYWKaKhalophilicKarchaeonKisolatedKfromKshrimpKjeotgalWKaKtraditionalK
fermentedKseafoodKfromKKoreaYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK
2007WKfhWKcbcjXcbdb

2.2 32

174
PseudoalteromonasKmarinaKspYKnovYWKaKmarineKbacteriumKisolatedKfromKtidalKflatsKofKtheKYellowKSeaWK
andKreclassificationKofKPseudoalteromonasKsagamiensisKasKrlgicolaKsagamiensisKcombYKnovYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2007WKfhWKbcXbi

2.2 32

173 srachybacteriumKsquillarumKspYKnovYWKisolatedKfromKsaltXfermentedKseafoodYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2011WKgbWKbbbiXbbcc 2.2 31

172 KocuriaKatrinaeKspYKnovYWKisolatedKfromKtraditionalKKoreanKfermentedKseafoodYKInternationalfJournalf
offSystematicfandfEvolutionaryfMicrobiologyWK2010WKgaWKjbeXjbi 2.2 30

171 SulfitobacterKlitoralisKspYKnovYWKaKmarineKbacteriumKisolatedKfromKtheKvastKSeaWKKoreaYKInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2007WKfhWKgjcXgjf 2.2 29

170 LeucobacterKcelerKspYKnovYWKisolatedKfromKKoreanKfermentedKseafoodYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2011WKgbWKcdfdXcdfh 2.2 28
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169 StappiaKmarinaKspYKnovYWKaKmarineKbacteriumKisolatedKfromKtheKYellowKSeaYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2006WKfgWKhfXj 2.2 28

168 yaloterrigenaKjeotgaliKspYKnovYWKanKextremelyKhalophilicKarchaeonKfromKsaltXfermentedKfoodYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2009WKfjWKcdfjXgd 2.2 27

167 βoostellaKmarinaKgenYKnovYWKspYKnovYWKaKnovelKmemberKofKtheKfamilyKwlavobacteriaceaeKisolatedKfromK
theKvastKSeaYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2008WKfiWKbdiiXjc 2.2 27

166 yalapricumKsalinumKgenYKnovYWKspYKnovYWKanKextremelyKhalophilicKarchaeonKisolatedKfromKnonXpurifiedK
solarKsaltYKAntoniefVanfLeeuwenhoekWK2014WKbafWKjhjXig 2.1 26

165 yomogeneousKversusKheterogeneousKprobesKforKmicrobialKecologicalKmicroarraysYKTrendsfinf
BiotechnologyWK2006WKceWKdbiXcd 15.1 26

164 sombellaKapisKspYKnovYWKanKaceticKacidKbacteriumKisolatedKfromKtheKmidgutKofKaKhoneyKbeeYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2017WKghWKcbieXcbii 2.2 26

163 rcinetobacterKapisKspYKnovYWKisolatedKfromKtheKintestinalKtractKofKaKhoneyKbeeWKrpisKmelliferaYKJournalf
offMicrobiologyWK2014WKfcWKgdjXef 3 25

162 KocuriaKkoreensisKspYKnovYWKisolatedKfromKfermentedKseafoodYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2010WKgaWKbeaXbed 2.2 25

161 PseudomonasKsabulinigriKspYKnovYWKisolatedKfromKblackKbeachKsandYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2009WKfjWKdiXeb 2.2 25

160
rlishewanellaKjeotgaliKspYKnovYWKisolatedKfromKtraditionalKfermentedKfoodWKandKemendedKdescriptionK
ofKtheKgenusKrlishewanellaYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2009WK
fjWKcdbdXg

2.2 25

159 yalorubrumKcibiKspYKnovYWKanKextremelyKhalophilicKarchaeonKfromKsaltXfermentedKseafoodYKJournalfoff
MicrobiologyWK2009WKehWKbgcXg 3 25

158 tharacterizationKofKtheKdepthXrelatedKchangesKinKtheKmicrobialKcommunitiesKinKLakeKyovsgolK
sedimentKbyKbgSKrRNrKgeneXbasedKapproachesYKJournalfoffMicrobiologyWK2008WKegWKbcfXdg 3 25

157 PaenibacillusKoceanisediminisKspYKnovYKisolatedKfromKmarineKsedimentYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2013WKgdWKeciXede 2.2 24

156 MarinobacteriumKhalophilumKspYKnovYWKaKmarineKbacteriumKisolatedKfromKtheKYellowKSeaYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2007WKfhWKhhXia 2.2 24

155 xenerationKofKsubspeciesKlevelXspecificKmicrobialKdiagnosticKmicroarraysKusingKgenesKamplifiedK
fromKsubtractiveKsuppressionKhybridizationKasKmicroarrayKprobesYKNucleicfAcidsfResearchWK2005WKddWKebbd 20.1 24

154 tharacterizationKofKSymbiobacteriumKtoebiiWKanKobligateKcommensalKthermophileKisolatedKfromK
compostYKExtremophilesWK2002WKgWKfhXge 3 24

153 uesignKofKlongKoligonucleotideKprobesKforKfunctionalKgeneKdetectionKinKaKmicrobialKcommunityYK
BioinformaticsWK2005WKcbWKeajcXbaa 7.2 24

152 NocardioidesKbasaltisKspYKnovYWKisolatedKfromKblackKbeachKsandYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2009WKfjWKecXh 2.2 23
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151
uevelopmentKofKmicrobialKgenomeXprobingKmicroarraysKusingKdigitalKmultipleKdisplacementK
amplificationKofKuncultivatedKmicrobialKsingleKcellsYKEnvironmentalfSciencefmamp;fTechnologyWK2008WK
ecWKgafiXge

10.3 23

150 TheKhumanKgutKarchaeomekKidentificationKofKdiverseKhaloarchaeaKinKKoreanKsubjectsYKMicrobiomeWK
2020WKiWKbbe 16.6 23

149 ShimiaKhaliotisKspYKnovYWKaKbacteriumKisolatedKfromKtheKgutKofKanKabaloneWKyaliotisKdiscusKhannaiYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2013WKgdWKeceiXecfd 2.2 22

148 rcidovoraxKsoliKspYKnovYWKisolatedKfromKlandfillKsoilYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2010WKgaWKchbfXchbi 2.2 22

147 rlishewanellaKagriKspYKnovYWKisolatedKfromKlandfillKsoilYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2010WKgaWKcbjjXccad 2.2 22

146 KocuriaKsalsiciaKspYKnovYWKisolatedKfromKsaltXfermentedKseafoodYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2011WKgbWKcigXcij 2.2 22

145 yalomonasKjeotgaliKspYKnovYWKaKnewKmoderateKhalophilicKbacteriumKisolatedKfromKaKtraditionalK
fermentedKseafoodYKJournalfoffMicrobiologyWK2010WKeiWKeaeXba 3 22

144 slastopirellulaKcremeaKspYKnovYWKisolatedKfromKaKdeadKarkKclamYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2013WKgdWKcdbeXcdbj 2.2 21

143 tompleteKgenomeKsequenceKofKyalalkalicoccusKjeotgaliKsdSTTWKanKextremelyKhalophilicKarchaeonYK
JournalfoffBacteriologyWK2010WKbjcWKefciXj 3.5 21

142 rlishewanellaKaestuariiKspYKnovYWKisolatedKfromKtidalKflatKsedimentWKandKemendedKdescriptionKofKtheK
genusKrlishewanellaYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2009WKfjWKecbXe 2.2 21

141 tlostridiumKhastiformeKisKaKlaterKsynonymKofKTissierellaKpraeacutaYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2004WKfeWKjehXjej 2.2 21

140 VagococcusKmartisKspYKnovYWKisolatedKfromKtheKsmallKintestineKofKaKmartenWKMartesKflavigulaYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2017WKghWKddjiXdeac 2.2 21

139 yalorubrumKhalophilumKspYKnovYWKanKextremelyKhalophilicKarchaeonKisolatedKfromKaKsaltXfermentedK
seafoodYKAntoniefVanfLeeuwenhoekWK2014WKbafWKgadXbc 2.1 20

138
OrbusKsasakiaeKspYKnovYWKaKbacteriumKisolatedKfromKtheKgutKofKtheKbutterflyKSasakiaKcharondaWKandK
emendedKdescriptionKofKtheKgenusKOrbusYKInternationalfJournalfoffSystematicfandfEvolutionaryf
MicrobiologyWK2013WKgdWKbhggXbhha

2.2 20

137 RuegeriaKconchaeKspYKnovYWKisolatedKfromKtheKarkKclamKScapharcaKbroughtoniiYKInternationalfJournalf
offSystematicfandfEvolutionaryfMicrobiologyWK2012WKgcWKcifbXcifh 2.2 20

136 rrthrobacterKsubterraneusKspYKnovYWKisolatedKfromKdeepKsubsurfaceKwaterKofKtheKSouthKtoastKofK
KoreaYKJournalfoffMicrobiologyfandfBiotechnologyWK2007WKbhWKbihfXj 3.3 20

135 PolaribacterKatrinaeKspYKnovYWKisolatedKfromKtheKintestineKofKaKcombKpenKshellWKrtrinaKpectinataYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2014WKgeWKbgfeXbggb 2.2 19

134
tobetiaKcrustatorumKspYKnovYWKaKnovelKslightlyKhalophilicKbacteriumKisolatedKfromKtraditionalK
fermentedKseafoodKinKKoreaYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK
2010WKgaWKgcaXgcg

2.2 19
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133 SphingopyxisKsoliKspYKnovYWKisolatedKfromKlandfillKsoilYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2010WKgaWKbgicXbgig 2.2 19

132 TheKgreenKteaKmodulatesKlargeKintestinalKmicrobiomeKandKexoZendogenousKmetabolomeKalteredK
throughKchronicKUVsXexposureYKPLoSfONEWK2017WKbcWKeabihbfe 3.7 19

131 uyellaKjejuensisKspYKnovYWKisolatedKfromKsoilKofKyallasanKMountainKinKβejuKzslandYKJournalfoff
MicrobiologyWK2014WKfcWKdhdXh 3 18

130
rctibacterKhaliotisKspYKnovYWKisolatedKfromKtheKgutKofKanKabaloneWKyaliotisKdiscusKhannaiWKandK
emendedKdescriptionKofKtheKgenusKrctibacterYKInternationalfJournalfoffSystematicfandfEvolutionaryf
MicrobiologyWK2015WKgfWKejXff

2.2 18

129 NitratireductorKbasaltisKspYKnovYWKisolatedKfromKblackKbeachKsandYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2009WKfjWKbdfXi 2.2 18

128 LeucobacterKsalsiciusKspYKnovYWKfromKaKsaltXfermentedKfoodYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2011WKgbWKfacXfag 2.2 18

127
ProteusKcibariusKspYKnovYWKaKswarmingKbacteriumKfromKβeotgalWKaKtraditionalKKoreanKfermentedK
seafoodWKandKemendedKdescriptionKofKtheKgenusKProteusYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2016WKggWKcbfiXcbge

2.2 18

126 WeissellaKdiestrammenaeKspYKnovYWKisolatedKfromKtheKgutKofKaKcamelKcricketKSuiestrammenaK
coreanaTYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2013WKgdWKcjfbXcjfg 2.2 17

125 VirgibacillusKalimentariusKspYKnovYWKisolatedKfromKaKtraditionalKKoreanKfoodYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2011WKgbWKcifbXciff 2.2 17

124 zsolationKofKuncultivatedKanaerobicKthermophilesKfromKcompostKbyKsupplementingKcellKextractKofK
xeobacillusKtoebiiKinKenrichmentKcultureKmediumYKExtremophilesWK2005WKjWKehhXif 3 17

123 VibrioKlitoralisKspYKnovYWKisolatedKfromKaKYellowKSeaKtidalKflatKinKKoreaYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2007WKfhWKfgcXfgf 2.2 17

122 ViralKcommunityKpredictsKtheKgeographicalKoriginKofKfermentedKvegetableKfoodsKmoreKpreciselyK
thanKbacterialKcommunityYKFoodfMicrobiologyWK2018WKhgWKdbjXdch 6 17

121 TheKeffectsKofKsequencingKplatformsKonKphylogeneticKresolutionKinKbgKSKrRNrKgeneKprofilingKofK
humanKfecesYKScientificfDataWK2018WKfWKbiaagi 8.2 16

120 RhodopirellulaKroseaKspYKnovYWKaKnovelKbacteriumKisolatedKfromKanKarkKclamKScapharcaKbroughtoniiYK
JournalfoffMicrobiologyWK2013WKfbWKdabXe 3 16

119
yaladaptatusKcibariusKspYKnovYWKanKextremelyKhalophilicKarchaeonKfromKseafoodWKandKemendedK
descriptionKofKtheKgenusKyaladaptatusYKInternationalfJournalfoffSystematicfandfEvolutionaryf
MicrobiologyWK2010WKgaWKbbihXbbja

2.2 16

118 uietziaKalimentariaKspYKnovYWKisolatedKfromKaKtraditionalKKoreanKfoodYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2011WKgbWKccfeXccfi 2.2 16

117 yenriciellaKmarinaKgenYKnovYWKspYKnovYWKaKnovelKmemberKofKtheKfamilyKyyphomonadaceaeKisolatedK
fromKtheKvastKSeaYKJournalfoffMicrobiologyWK2009WKehWKbfgXgb 3 16

116 srevundimonasKbasaltisKspYKnovYWKisolatedKfromKblackKsandYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2010WKgaWKbeiiXbejc 2.2 16

(2010-2010)
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115 MarinobacterKgoseongensisKspYKnovYWKfromKseawaterYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2008WKfiWKciggXha 2.2 16

114 yostKhabitatKisKtheKmajorKdeterminantKofKtheKgutKmicrobiomeKofKfishYKMicrobiomeWK2021WKjWKbgg 16.6 16

113 OrnithinibacillusKscapharcaeKspYKnovYWKisolatedKfromKaKdeadKarkKclamYKAntoniefVanfLeeuwenhoekWK
2012WKbabWKbehXfe 2.1 15

112 rgromycesKatrinaeKspYKnovYWKisolatedKfromKfermentedKseafoodYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2010WKgaWKbafgXbafj 2.2 15

111 LentibacillusKjeotgaliKspYKnovYWKaKhalophilicKbacteriumKisolatedKfromKtraditionalKKoreanKfermentedK
seafoodYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2010WKgaWKbabhXbacc 2.2 15

110 NeptunomonasKconcharumKspYKnovYWKisolatedKfromKaKdeadKarkKclamWKandKemendedKdescriptionKofKtheK
genusKNeptunomonasYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2012WKgcWKcgfhXcggb2.2 15

109 QuantitativeKrealKtimeKPtRKassaysKforKtheKenumerationKofKSaccharomycesKcerevisiaeKandKtheK
SaccharomycesKsensuKstrictoKcomplexKinKhumanKfecesYKJournalfoffMicrobiologicalfMethodsWK2007WKhbWKbjbXcab2.8 15

108 LongitudinalKevaluationKofKfecalKmicrobiotaKtransplantationKforKamelioratingKcalfKdiarrheaKandK
improvingKgrowthKperformanceYKNaturefCommunicationsWK2021WKbcWKbgb 17.4 15

107 SphingomonasKaestuariiKspYKnovYWKisolatedKfromKtidalKflatKsedimentYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2009WKfjWKbdfjXgd 2.2 14

106 rliihoefleaKaestuariiKgenYKnovYWKspYKnovYWKaKnovelKbacteriumKisolatedKfromKtidalKflatKsedimentYKJournalf
offMicrobiologyWK2008WKegWKfjeXi 3 14

105 OceanisphaeraKdonghaensisKspYKnovYWKaKhalophilicKbacteriumKfromKtheKvastKSeaWKKoreaYKInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2006WKfgWKijfXiji 2.2 14

104 tomparativeKviralKmetagenomicsKofKenvironmentalKsamplesKfromKKoreaYKGenomicsfandfInformaticsWK
2013WKbbWKbcbXi 1.9 14

103 LactobacillusKkimchiensisKspYKnovYWKisolatedKfromKaKfermentedKfoodYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2013WKgdWKbdffXbdfj 2.2 13

102
KistimonasKscapharcaeKspYKnovYWKisolatedKfromKaKdeadKarkKclamKSScapharcaKbroughtoniiTWKandK
emendedKdescriptionKofKtheKgenusKKistimonasYKInternationalfJournalfoffSystematicfandfEvolutionaryf
MicrobiologyWK2012WKgcWKcigfXcigj

2.2 13

101 LayeredKstructureKofKgranulesKinKupflowKanaerobicKsludgeKblanketKreactorKgivesKmicrobialK
populationsKresistanceKtoKmetalKionsYKBiotechnologyfLettersWK2000WKccWKbjdfXbjea 3 13

100 OceanisphaeraKsediminisKspYKnovYWKisolatedKfromKmarineKsedimentYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2012WKgcWKbffcXbffh 2.2 13

99 tommunityKstructuresKandKgenomicKfeaturesKofKundesirableKwhiteKcolonyXformingKyeastsKonK
fermentedKvegetablesYKJournalfoffMicrobiologyWK2019WKfhWKdaXdh 3 13

98 PaenibacillusKmarinisediminisKspYKnovYWKaKbacteriumKisolatedKfromKmarineKsedimentYKJournalfoff
MicrobiologyWK2013WKfbWKdbcXh 3 12

Jin-Woo Bae
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97 sacteroidesKfaecisKspYKnovYWKisolatedKfromKhumanKfaecesYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2010WKgaWKcfhcXcfhg 2.2 12

96 ShewanellaKbasaltisKspYKnovYWKaKmarineKbacteriumKisolatedKfromKblackKsandYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2008WKfiWKbjahXba 2.2 12

95
xibbsiellaKpapilionisKspYKnovYWKisolatedKfromKtheKintestinalKtractKofKtheKbutterflyKMycalesisKgotamaWK
andKemendedKdescriptionKofKtheKgenusKxibbsiellaYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2013WKgdWKcgahXcgbb

2.2 11

94 tloacibacteriumKhaliotisKspYKnovYWKisolatedKfromKtheKgutKofKanKabaloneWKyaliotisKdiscusKhannaiYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2014WKgeWKhcXhh 2.2 11

93 PseudoruegeriaKhaliotisKspYKnovYWKisolatedKfromKtheKgutKofKtheKabaloneKyaliotisKdiscusKhannaiYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2013WKgdWKegcgXegdc 2.2 11

92 SalinicoccusKcarnicancriKspYKnovYWKaKhalophilicKbacteriumKisolatedKfromKaKKoreanKfermentedKseafoodYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2010WKgaWKgfdXgfi 2.2 11

91 sifidobacteriumKstercorisKspYKnovYWKisolatedKfromKhumanKfaecesYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2010WKgaWKcicdXcich 2.2 11

90 tarnobacteriumKjeotgaliKspYKnovYWKisolatedKfromKaKKoreanKtraditionalKfermentedKfoodYKInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2009WKfjWKdbgiXhb 2.2 11

89 PhenotypicKcharacterizationKandKgenomicKanalysisKofKtheKShigellaKsonneiKbacteriophageKSPbiYK
JournalfoffMicrobiologyWK2010WKeiWKcbdXcc 3 11

88 VibrioKareninigraeKspYKnovYWKaKmarineKbacteriumKisolatedKfromKblackKsandYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2008WKfiWKbjadXg 2.2 11

87
TheKoptimumKsubstrateKtoKbiomassKratioKtoKreduceKnetKbiomassKyieldsKandKinertKcompoundsKinK
biologicalKleachateKtreatmentKunderKpureXoxygenKconditionsYKBioprocessfandfBiosystemsfEngineering
WK2000WKcdWKacdfXaced

3.7 11

86 SimplicispiraKpiscisKspYKnovYWKisolatedKfromKtheKgutKofKaKKoreanKrockfishWKSebastesKschlegeliiYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2015WKgfWKegijXegje 2.2 11

85 rrthrobacterKechiniKspYKnovYWKisolatedKfromKtheKgutKofKaKpurpleKseaKurchinWKyeliocidarisKcrassispinaYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2016WKggWKbiihXbijd 2.2 11

84 slautiaKhominisKspYKnovYWKisolatedKfromKhumanKfaecesYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2018WKgiWKbafjXbage 2.2 11

83 sizioniaKpsychrotoleransKspYKnovYWKaKpsychrophilicKbacteriumKisolatedKfromKtheKintestineKofKaKseaK
cucumberKSrpostichopusKjaponicusTYKAntoniefVanfLeeuwenhoekWK2014WKbagWKidhXee 2.1 10

82 yalolaminaKrubraKspYKnovYWKaKhaloarchaeonKisolatedKfromKnonXpurifiedKsolarKsaltYKAntoniefVanf
LeeuwenhoekWK2014WKbafWKjahXbe 2.1 10

81 yalobellusKrufusKspYKnovYWKanKextremelyKhalophilicKarchaeonKisolatedKfromKnonXpurifiedKsolarKsaltYK
AntoniefVanfLeeuwenhoekWK2014WKbafWKjcfXdc 2.1 10

80 xillisiaKmarinaKspYKnovYWKfromKseashoreKsandWKandKemendedKdescriptionKofKtheKgenusKxillisiaYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2013WKgdWKdgeaXdgef 2.2 10

(2013-2010)
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79 torynebacteriumKnurukiKspYKnovYWKisolatedKfromKanKalcoholKfermentationKstarterYKInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2011WKgbWKcedaXcede 2.2 10

78 tonditionallyKPathogenicKxutKMicrobesKPromoteKLarvalKxrowthKbyKzncreasingKRedoxXuependentKwatK
StorageKinKyighXSugarKuietXwedKurosophilaYKAntioxidantsfandfRedoxfSignalingWK2017WKchWKbdgbXbdia 8.4 9

77 PhenotypicKandKxenomicKPropertiesKofKspYKnovYKandKspYKnovYKFrontiersfinfMicrobiologyWK2018WKjWKbiaj 5.7 9

76 yalococcusKsediminicolaKspYKnovYWKanKextremelyKhalophilicKarchaeonKisolatedKfromKaKmarineK
sedimentYKAntoniefVanfLeeuwenhoekWK2014WKbafWKhdXj 2.1 9

75 rctinomycesKhaliotisKspYKnovYWKaKbacteriumKisolatedKfromKtheKgutKofKanKabaloneWKyaliotisKdiscusK
hannaiYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2014WKgeWKefgXegb 2.2 9

74 NovelKhaloarchaeonKNatrinemaKthermophilaKhavingKtheKhighestKgrowthKtemperatureKamongK
haloarchaeaKwithKaKlargeKgenomeKsizeYKScientificfReportsWK2018WKiWKhhhh 4.9 9

73 VulcanisaetaKthermophilaKspYKnovYWKaKhyperthermophilicKandKacidophilicKcrenarchaeonKisolatedKfromK
solfataricKsoilYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2015WKgfWKcabXcaf 2.2 8

72 RuminococcusKfaecisKspYKnovYWKisolatedKfromKhumanKfaecesYKJournalfoffMicrobiologyWK2011WKejWKeihXjb 3 8

71 TropicimonasKsediminicolaKspYKnovYWKisolatedKfromKmarineKsedimentYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2012WKgcWKceceXcecj 2.2 8

70 uraftKgenomeKsequenceKofKWeissellaKkoreensisKKtTtKdgcbTYKJournalfoffBacteriologyWK2012WKbjeWKfhbbXc 3.5 8

69
PaenibacillusKapisKspYKnovYKandKPaenibacillusKintestiniKspYKnovYWKisolatedKfromKtheKintestineKofKtheK
honeyKbeeKrpisKmelliferaYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2017WK
ghWKbjbiXbjce

2.2 8

68 vSRRrKSestrogenKrelatedKreceptorKalphaTKisKaKcriticalKregulatorKofKintestinalKhomeostasisKthroughK
activationKofKautophagicKfluxKviaKgutKmicrobiotaYKAutophagyWK2021WKbhWKcifgXcihf 10.2 8

67 PhaeobacterKmarinintestinusKspYKnovYWKisolatedKfromKtheKintestineKofKaKseaKcucumberKSrpostichopusK
japonicusTYKAntoniefVanfLeeuwenhoekWK2015WKbahWKcajXbg 2.1 7

66 xenomeKsequenceKofKtheKchromateXresistantKbacteriumKLeucobacterKsalsiciusKtypeKstrainKMbXiSTYTYK
StandardsfinfGenomicfSciencesWK2014WKjWKejfXfae 7

65 MicrobacteriumKmitraeKspYKnovYWKisolatedKfromKsaltedKturbanKshellYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2011WKgbWKdjjXead 2.2 7

64 uraftKgenomeKsequenceKofKuietziaKalimentariaKhcTWKbelongingKtoKtheKfamilyKuietziaceaeWKisolatedK
fromKaKtraditionalKKoreanKfoodYKJournalfoffBacteriologyWK2011WKbjdWKghjb 3.5 7

63 rnalysisKofKgutKbacterialKdiversityKandKexplorationKofKcelluloseXdegradingKbacteriaKinKxylophagousK
insectsYKKoreanfJournalfoffMicrobiologyWK2015WKfbWKcajXcca 7

62 sizioniaKfulviaeKspYKnovYWKisolatedKfromKtheKgutKofKanKeggKcockleWKwulviaKmuticaYKInternationalfJournalf
offSystematicfandfEvolutionaryfMicrobiologyWK2015WKgfWKdaggXdahc 2.2 7
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61 MicrobulbiferKechiniKspYKnovYWKisolatedKfromKtheKgastrointestinalKtractKofKaKpurpleKseaKurchinWK
yeliocidarisKcrassispinaYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2017WKghWKjjiXbaae2.2 7

60 talfKuiarrheaKtausedKbyKProlongedKvxpansionKofKrutochthonousKxutKandKTheirKLyticK
sacteriophagesYKMSystemsWK2021WKgWK 7.6 7

59 MitofusinXcKboostsKinnateKimmunityKthroughKtheKmaintenanceKofKaerobicKglycolysisKandKactivationK
ofKxenophagyKinKmiceYKCommunicationsfBiologyWK2021WKeWKfei 6.7 7

58 xeographicKandKyostXrssociatedKVariationsKinKsacterialKtommunitiesKonKtheKwloretKSurfacesKofK
wieldXxrownKsroccoliYKAppliedfandfEnvironmentalfMicrobiologyWK2018WKieWK 4.8 6

57 xenomeKsequenceKofKtheKmoderatelyKhalophilicKbacteriumKSalinicoccusKcarnicancriKtypeKstrainK
trmSTTKSnKuSMKcdifcSTTTYKStandardsfinfGenomicfSciencesWK2013WKiWKcffXgd 6

56 xenomeKsequenceKofKsrachybacteriumKsquillarumKMXgXdSTTWKisolatedKfromKsaltXfermentedKseafoodYK
JournalfoffBacteriologyWK2011WKbjdWKgebgXh 3.5 6

55 KnoelliaKlocipacatiKspYKnovYWKfromKsoilKofKtheKuemilitarizedKZoneKinKSouthKKoreaYKInternationalfJournalf
offSystematicfandfEvolutionaryfMicrobiologyWK2012WKgcWKdecXdeg 2.2 6

54 MarinomonasKbasaltisKspYKnovYWKaKmarineKbacteriumKisolatedKfromKblackKsandYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2008WKfiWKchedXh 2.2 6

53 spYKnovYWKisolatedKfromKKoreanKshinerKintestineYKInternationalfJournalfoffSystematicfandfEvolutionaryf
MicrobiologyWK2019WKgjWKdbeiXdbfe 2.2 6

52 xenomeKsequenceKofKLentibacillusKjeotgaliKxrbiSTTWKisolatedKfromKtraditionalKKoreanKsaltXfermentedK
seafoodYKJournalfoffBacteriologyWK2011WKbjdWKgebeXf 3.5 5

51 xenomeKsequenceKofKtorynebacteriumKnurukiKSgXeKTWKisolatedKfromKalcoholKfermentationKstarterYK
JournalfoffBacteriologyWK2011WKbjdWKecfh 3.5 5

50 xenomeKsequenceKofKstrainKTWbfWKaKnovelKmemberKofKtheKgenusKRuegeriaWKbelongingKtoKtheKmarineK
RoseobacterKcladeYKJournalfoffBacteriologyWK2011WKbjdWKdeabXc 3.5 5

49 vnterococcusKdiestrammenaeKspYKnovYWKisolatedKfromKtheKgutKofKuiestrammenaKcoreanaYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2013WKgdWKefeaXefef 2.2 5

48 sizioniaKberychisKspYKnovYWKisolatedKfromKintestinalKtractKofKaKsplendidKalfonsinoKSseryxKsplendensTYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2018WKgiWKbcchXbcdc 2.2 5

47 tompleteKgenomeKsequenceKofKsTdaeWKisolatedKfromKtheKsmallKintestineKofKcastratedKbeefKcattleYK
GutfPathogensWK2018WKbaWKec 5.4 5

46 tompleteKgenomeKsequenceKofKyaloarculaKspYKtsrbbbfKisolatedKfromKnonXpurifiedKsolarKsaltsYK
MarinefGenomicsWK2015WKcdWKbjXcb 1.9 4

45 torynebacteriumKatrinaeKspYKnovYWKisolatedKfromKtheKgastrointestinalKtractKofKaKpenKshellWKrtrinaK
pectinataYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2015WKgfWKfdbXfdg 2.2 4

44 tompleteKgenomeKsequenceKofKtheKhalophileKbacteriumKKushneriaKmarisflaviKKttMKiaaadWKisolatedK
fromKseawaterKinKKoreaYKMarinefGenomicsWK2018WKdhWKdfXdi 1.9 4

(2018-2017)
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43 spYKnovYWKisolatedKfromKtheKintestinalKtractKofKaKKoreanKindigenousKfreshwaterKfishWYKInternationalf
JournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2020WKhaWKcdafXcdbb 2.2 4

42 spYKnovYWKisolatedKfromKtheKintestineKofKaKKoreanKrockfishWYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2016WKggWKhiaXhif 2.2 4

41 KushneriaKkonosiriKspYKnovYWKisolatedKfromKtheKKoreanKsaltXfermentedKseafoodKuaemiXjeotYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2017WKghWKdfhgXdfic 2.2 4

40
TessaracoccusKaquimarisKspYKnovYWKisolatedKfromKtheKintestineKofKaKKoreanKrockfishWKSebastesK
schlegeliiWKfromKaKmarineKaquacultureKpondYKInternationalfJournalfoffSystematicfandfEvolutionaryf
MicrobiologyWK2018WKgiWKbagfXbahc

2.2 4

39 tompleteKgenomeKsequenceKofKtheKhalophileKbacteriumKXejWKisolatedKfromKsaltXfermentedYK
StandardsfinfGenomicfSciencesWK2018WKbdWKbj 4

38 werrimonasKpelagiaKspYKnovYWKisolatedKfromKseawaterYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2013WKgdWKdbhfXdbhj 2.2 3

37 RecentKMethodologicalKrpproachesKtoKyumanKMicrobiomeYKJournalfoffBacteriologyfandfVirologyWK
2011WKebWKb 0.3 3

36 xenomeKsequenceKofKstrainKTWcfWKaKnovelKmemberKofKtheKgenusKOrnithinibacillusKinKtheKfamilyK
sacillaceaeYKJournalfoffBacteriologyWK2011WKbjdWKciieXf 3.5 3

35 uraftKgenomeKsequenceKofKsacteroidesKfaecisKMrβchTWKaKstrainKisolatedKfromKhumanKfecesYKJournalf
offBacteriologyWK2011WKbjdWKgiabXc 3.5 3

34 uraftKgenomeKsequenceKofKPedobacterKagriKPsjcTWKwhichKbelongsKtoKtheKfamilyK
SphingobacteriaceaeYKJournalfoffBacteriologyWK2012WKbjeWKdhdi 3.5 3

33
ThermostableKglutamateKdehydrogenaseKfromKaKcommensalKthermophileWKSymbiobacteriumKtoebiilK
overproductionWKcharacterizationWKandKapplicationYKJournalfoffMolecularfCatalysisfB:fEnzymaticWK2003WK
cgWKcdbXcea

3

32 MaleKcastrationKincreasesKadiposityKviaKsmallKintestinalKmicrobialKalterationsYKEMBOfReportsWK2021WK
ccWKefaggd 6.5 3

31 spYKnovYWKisolatedKfromKtheKfaecesKofKtheKorientalKstorkWYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2020WKhaWKfedjXfeee 2.2 3

30
uescriptionKofKVagococcusKcoleopterorumKspYKnovYWKisolatedKfromKtheKintestineKofKtheKdivingKbeetleWK
tybisterKlewisianusWKandKVagococcusKhydrophiliKspYKnovYWKisolatedKfromKtheKintestineKofKtheKdarkK
divingKbeetleWKyydrophilusKacuminatusWKandKemendedKdescriptionKofKtheKgenusKVagococcusYKJournalf
offMicrobiologyWK2021WKfjWKbdcXbeb

3 3

29
wlexivirgaKluteaKspYKnovYWKisolatedKfromKtheKfaecesKofKaKcrestedKibisWKNipponiaKnipponWKandKemendedK
descriptionKofKtheKgenusKwlexivirgaYKInternationalfJournalfoffSystematicfandfEvolutionaryf
MicrobiologyWK2016WKggWKdfjeXdfjj

2.2 3

28
VirgibacillusKphasianinusKspYKnovYWKaKhalophilicKbacteriumKisolatedKfromKfaecesKofKaKSwinhoeRsK
pheasantWKLophuraKswinhoiiYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2018WK
giWKbbjaXbbjg

2.2 3

27 TumebacillusKaviumKspYKnovYWKisolatedKfromKtheKgutKofKaKcinereousKvultureWKregypiusKmonachusYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2018WKgiWKbgfjXbgge 2.2 3

26 SedimentitaleaKtodarodisKspYKnovYWKisolatedKfromKtheKintestinalKtractKofKaKβapaneseKflyingKsquidYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2016WKggWKdcjdXdcji 2.2 3
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25
uescriptionKofKNocardioidesKpiscisKspYKnovYWKSphingomonasKpiscisKspYKnovYKandKSphingomonasK
sinipercaeKspYKnovYWKisolatedKfromKtheKintestineKofKfishKspeciesKOdontobutisKinterruptaKSKoreanK
spottedKsleeperTKandKSinipercaKscherzeriKSleopardKmandarinKfishTYKJournalfoffMicrobiologyWK2021WKfjWKffcXfgc

3 3

24
LeucobacterKcoleopterorumKspYKnovYWKLeucobacterKinsecticolaKspYKnovYWKandKLeucobacterKviscericolaK
spYKnovYWKisolatedKfromKtheKintestineKofKtheKdivingKbeetlesWKtybisterKbrevisKandKtybisterKlewisianusWK
andKemendedKdescriptionKofKtheKgenusKLeucobacterYKJournalfoffMicrobiologyWK2021WKfjWKdgaXdgi

3 3

23
xenomicKandKphenotypicKanalysesKofKtarnobacteriumKjeotgaliKstrainKMSdSTTWKaKlactateXproducingK
candidateKbiopreservativeKbacteriumKisolatedKfromKsaltXfermentedKshrimpYKFEMSfMicrobiologyf
LettersWK2015WKdgcWK

2.9 2

22 OralKmicrobiomeKassociatedKwithKlymphKnodeKmetastasisKinKoralKsquamousKcellKcarcinomaYKScientificf
ReportsWK2021WKbbWKcdbhg 4.9 2

21 spYKnovYWKisolatedKfromKtheKgutKofKtheKKoreanKscallopWYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2020WKhaWKejjXfae 2.2 2

20 spYKnovYWKaKbacteriumKisolatedKfromKfecesKofKorientalKstorkWYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2019WKgjWKcjeiXcjfd 2.2 2

19 spYKnovYWKisolatedKfromKtheKfaecesKofKanKOrientalKstorkYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2020WKhaWKdcehXdcfe 2.2 2

18 spYKnovYWKisolatedKfromKtheKintestineKofKtheKdarkKdivingKbeetleWYKInternationalfJournalfoffSystematicf
andfEvolutionaryfMicrobiologyWK2021WKhbWK 2.2 2

17 LysobacterKciconiaeKspYKnovYWKandKLysobacterKaviumKspYKnovYWKisolatedKfromKtheKfaecesKofKanKOrientalK
storkYYKJournalfoffMicrobiologyWK2022WKb 3 2

16
uescriptionKofKPolaribacterKbatillariaeKspYKnovYWKPolaribacterKcellanaeKspYKnovYWKandKPolaribacterK
pectinisKspYKnovYWKnovelKbacteriaKisolatedKfromKtheKgutKofKthreeKtypesKofKSouthKKoreanKshellfishYYK
JournalfoffMicrobiologyWK2022WKb

3 2

15 rrginineXmediatedKgutKmicrobiomeKremodelingKpromotesKhostKpulmonaryKimmuneKdefenseKagainstK
nontuberculousKmycobacterialKinfectionYYKGutfMicrobesWK2022WKbeWKcahdbdc 8.8 2

14 yaloplanusKrubicundusKspYKnovYWKanKextremelyKhalophilicKarchaeonKisolatedKfromKsolarKsaltYK
SystematicfandfAppliedfMicrobiologyWK2020WKedWKbcgaif 4.2 1

13
znterspeciesKvariationKofKKitasatosporaKrecifensisKendophyticKfromKyamKbeanKproducingK
thermostableKamylasesKinKalternativeKmediaYKWorldfJournalfoffMicrobiologyfandfBiotechnologyWK2007WK
cdWKbhbjXce

4.4 1

12 spYKnovYWKisolatedKfromKtheKgutKofKaKβapaneseKflyingKsquidWYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2016WKggWKbdijXbdjd 2.2 1

11 OceanisphaeraKaviumKspYKnovYWKisolatedKfromKtheKgutKofKtheKcinereousKvultureWKregypiusKmonachusYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2018WKgiWKcagiXcahd 2.2 1

10 troceitaleaKlitoreaKspYKnovYWKisolatedKfromKseashoreKsandYKInternationalfJournalfoffSystematicfandf
EvolutionaryfMicrobiologyWK2015WKgfWKefgdXefgh 2.2 1

9
spYKnovYWKisolatedKfromKtheKintestineKofKtheKdarkKdivingKbeetleKWKandKspYKnovYWKisolatedKfromKtheK
intestineKofKtheKdivingKbeetleYKInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK
2021WKhbWK

2.2 1

8
rKlargeXscaleKmetagenomicKstudyKforKenzymeKprofilesKusingKtheKfocusedKidentificationKofKtheK
NxSXbasedKdefinitiveKenzymeKresearchKSwzNuvRTKstrategyYKBiotechnologyfandfBioengineeringWK2021WK
bbiWKedgaXedhe

4.9 1

(2021-2021)
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7
uescriptionKofKOrnithinimicrobiumKciconiaeKspYKnovYWKandKOrnithinimicrobiumKaviumKspYKnovYWK
isolatedKfromKtheKfaecesKofKtheKendangeredKandKnearXthreatenedKbirdsYKJournalfoffMicrobiologyWK
2021WKfjWKjhiXjih

3 1

6 spYKnovYWKaKnovelKbutyrateXproducingKbacteriaKisolatedKfromKfaecesKofKaKpatientKwithKtrohnRsKdiseaseYK
InternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyWK2021WKhbWK 2.2 1

5 RoleKofKcombinatedKlacticKacidKbacteriaKinKbacterialWKviralWKandKmetaboliteKdynamicsKduringK
fermentationKofKvegetableKfoodWKkimchiYKFoodfResearchfInternationalWK2022WKbbbcgb 7 1

4 yostKphylogenyWKhabitatWKandKdietKareKmainKdriversKofKtheKcephalopodKandKmolluskKgutKmicrobiomeYYK
AnimalfMicrobiomeWK2022WKeWKda 4.1 1

3 spYKnovYWKisolatedKfromKtheKgastrointestinalKtractKofKaKbloodKcockleKSTYKInternationalfJournalfoff
SystematicfandfEvolutionaryfMicrobiologyWK2019WKgjWKcibfXcicc 2.2 0

2
xenomicKrnalysisKofKtheKModeratelyKyaloalkaliphilicKsacteriumKOceanobacillusKkimchiiKStrainKXfaTK
withKzmprovedKyighXQualityKuraftKxenomeKSequencesYKJournalfoffMicrobiologyfandfBiotechnologyWK
2015WKcfWKbjhbXg

3.3 0

1 PathogenomicsKofKStreptococcusKileiKspYKnovYWKaKnewlyKidentifiedKpathogenKubiquitousKinKhumanK
microbiomeYKJournalfoffMicrobiologyWK2021WKfjWKhjcXiag 3 0

Jin-Woo Bae
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