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87 StructuralNsnapshotsNofNLaNCrosseNvirusNpolymeraseNrevealNtheNmechanismsNunderlyingN
PeribunyaviridaeNreplicationNandNtranscriptionffNNaturepCommunicationsdN2022dNildNrhk 17.4 0

86 TypeN NandNtypeNzNinfluenzaNpolymerasesNhaveNevolvedNdistinctNbindingNinterfacesNtoNrecruitNtheN
RNzNpolymeraseNIINCTκfNPLoSpPathogensdN2022dNiqdNeihihlkq 7.6 0

85 StructureNandNFunctionNofNInfluenzaNPolymerasefNColdpSpringpHarborpPerspectivespinpMedicinedN2021dN
iidN 5.4 21

84 ConformationalNchangesNinNLassaNvirusNLNproteinNassociatedNwithNpromoterNbindingNandNRNzN
synthesisNactivityfNNaturepCommunicationsdN2021dNikdNphiq 17.4 4

83 ErrorsNinNtheNdepositedNSFTSVNLNproteinNstructurefNNaturepMicrobiologydN2021dNodNnmrennh 26.6 1

82 InfluenzaNVirusNRNzeκependentNRNzNPolymeraseNandNtheNHostNTranscriptionalNzpparatusfNAnnualp
ReviewpofpBiochemistrydN2021dNrhdNlkielmq 29.1 7

81 TheNCapeSnatchingNMechanismNofN unyavirusesfNTrendspinpMicrobiologydN2020dNkqdNkrlelhl 12.4 23

80 MolecularNbasisNofNtheNmultifacetedNfunctionsNofNhumanNleucyletRNzNsynthetaseNinNproteinNsynthesisN
andNbeyondfNNucleicpAcidspResearchdN2020dNmqdNmrmoemrnr 20.1 9

79 MolecularNbasisNofNhosteadaptationNinteractionsNbetweenNinfluenzaNvirusNpolymeraseNP kNsubunitN
andNzNPlkzfNNaturepCommunicationsdN2020dNiidNlono 17.4 18

78 NC PlNpositivelyNimpactsNmRNzNbiogenesisfNNucleicpAcidspResearchdN2020dNmqdNihmileihmkp 20.1 6

77 PreeinitiationNandNelongationNstructuresNofNfullelengthNLaNCrosseNvirusNpolymeraseNrevealN
functionallyNimportantNconformationalNchangesfNNaturepCommunicationsdN2020dNiidNlnrh 17.4 13

76 zNStructuree asedNModelNforNtheNCompleteNTranscriptionNCycleNofNInfluenzaNPolymerasefNCelldN2020dN
iqidNqppeqrlfeki 56.2 43

75 StructuralNandNfunctionalNcharacterizationNofNtheNsevereNfeverNwithNthrombocytopeniaNsyndromeN
virusNLNproteinfNNucleicpAcidspResearchdN2020dNmqdNnpmrenpon 20.1 15

74 StructuralNsnapshotsNofNactivelyNtranscribingNinfluenzaNpolymerasefNNaturepStructuralpandpMolecularp
BiologydN2019dNkodNmohemph 17.6 41

73 CappedNRNzNprimerNbindingNtoNinfluenzaNpolymeraseNandNimplicationsNforNtheNmechanismNofN
capebindingNinhibitorsfNNucleicpAcidspResearchdN2018dNmodNrnoerpi 20.1 34

72 StructuralNanalysisNofNhumanNzRSkNas´ aNplatformNforNcoetranscriptionalNRNzNsortingfNNaturep
CommunicationsdN2018dNrdNiphi 17.4 24

71 KineticNOriginNofNSubstrateNSpecificityNinNPosteTransferNEditingNbyNLeucyletRNzNSynthetasefNJournalp
ofpMolecularpBiologydN2018dNmlhdNieio 6.5 14
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70 MolecularNmechanismNofNinfluenzaNzNNSiemediatedNTRIMknNrecognitionNandNinhibitionfNNaturep
CommunicationsdN2018dNrdNiqkh 17.4 76

69 RIPkNfilamentNformationNisNrequiredNforNNOκkNdependentNNFe˛” NsignallingfNNaturepCommunicationsdN
2018dNrdNmhml 17.4 36

68 CharacterizationNofNinfluenzaNvirusNvariantsNinducedNbyNtreatmentNwithNtheNendonucleaseNinhibitorN
baloxavirNmarboxilfNScientificpReportsdN2018dNqdNroll 4.9 206

67 StructuralNinsightsNintoNRNzNsynthesisNbyNtheNinfluenzaNvirusNtranscriptionereplicationNmachinefNVirusp
ResearchdN2017dNklmdNihleiip 6.4 102

66 TargetingNCPSFlNasNaNnewNapproachNtoNcontrolNtoxoplasmosisfNEMBOpMolecularpMedicinedN2017dNrdNlqnelrm12 37

65 znNinNvitroNfluorescenceNbasedNstudyNofNinitiationNofNRNzNsynthesisNbyNinfluenzaN NpolymerasefN
NucleicpAcidspResearchdN2017dNmndNllnlelloq 20.1 39

64 StructuralNbasisNofNanNessentialNinteractionNbetweenNinfluenzaNpolymeraseNandNPolNIINCTκfNNaturedN
2017dNnmidNiipeiki 50.4 66

63 StructuralNinsightsNintoNreptarenavirusNcapesnatchingNmachineryfNPLoSpPathogensdN2017dNildNeihhomhh 7.6 17

62 StructuralNbasisNforNmutuallyNexclusiveNcoetranscriptionalNnuclearNcapebindingNcomplexesNwithNeitherN
NELFeENorNzRSkfNNaturepCommunicationsdN2017dNqdNilhk 17.4 14

61 StructuresNofNtheNinactiveNandNactiveNstatesNofNRIPkNkinaseNinformNonNtheNmechanismNofNactivationfN
PLoSpONEdN2017dNikdNehippioi 3.7 18

60 CryoeelectronNmicroscopyNstructureNofNLaNCrosseNorthobunyavirusNpolymeraseNinNpresenceNorN
absenceNofNviralNRNzN2016dNreih

59 κiscoveryNofNNovelNOralNProteinNSynthesisNInhibitorsNofNMycobacteriumNtuberculosisNThatNTargetN
LeucyletRNzNSynthetasefNAntimicrobialpAgentspandpChemotherapydN2016dNohdNokpieqh 5.9 61

58 CryptosporidiumNandNToxoplasmaNParasitesNzreNInhibitedNbyNaN enzoxaboroleNTargetingN
LeucyletRNzNSynthetasefNAntimicrobialpAgentspandpChemotherapydN2016dNohdNnqipekp 5.9 41

57 StructuralNcharacterizationNofNantibioticNselfeimmunityNtRNzNsynthetaseNinNplantNtumourNbiocontrolN
agentfNNaturepCommunicationsdN2016dNpdNikrkq 17.4 9

56 zntimalarialN enzoxaborolesNTargetNPlasmodiumNfalciparumNLeucyletRNzNSynthetasefNAntimicrobialp
AgentspandpChemotherapydN2016dNohdNmqqoern 5.9 39

55 InfluenzaNPolymeraseNCanNzdoptNanNzlternativeNConfigurationNInvolvingNaNRadicalNRepackingNofNP kN
κomainsfNMolecularpCelldN2016dNoidNiknelp 17.6 92

54 TowardsNaNstructuralNunderstandingNofNRNzNsynthesisNbyNnegativeNstrandNRNzNviralNpolymerasesfN
CurrentpOpinionpinpStructuralpBiologydN2016dNlodNpneqm 8.1 51

53 TimeeResolvedNVisualisationNofNNearlyeNativeNInfluenzaNzNVirusNProgenyNRibonucleoproteinsNandN
TheirNIndividualNComponentsNinNLiveNInfectedNCellsfNPLoSpONEdN2016dNiidNehimrrqo 3.7 10
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52 ztomicNStructureNandN iochemicalNCharacterizationNofNanNRNzNEndonucleaseNinNtheNNNTerminusNofN
zndesNVirusNLNProteinfNPLoSpPathogensdN2016dNikdNeihhnoln 7.6 23

51 ComparativeNStructuralNandNFunctionalNznalysisNofN unyavirusNandNzrenavirusNCapeSnatchingN
EndonucleasesfNPLoSpPathogensdN2016dNikdNeihhnolo 7.6 55

50 StructuralNznalysisNofNdsRNzN indingNtoNzntieviralNPatternNRecognitionNReceptorsNLGPkNandNMκznfN
MolecularpCelldN2016dNokdNnqoeohk 17.6 82

49
zminoacetylationNReactionNCatalyzedNbyNLeucyletRNzNSynthetaseNOperatesNviaNaNSelfezssistedN
MechanismNUsingNaNConservedNResidueNandNtheNzminoacylNSubstratefNJournalpofpPhysicalpChemistryp
BdN2016dNikhdNmlqqerq

3.4 5

48 znalysisNofNtheNResistanceNMechanismNofNaN enzoxaboroleNInhibitorNRevealsNInsightNintoNtheN
LeucyletRNzNSynthetaseNEditingNMechanismfNACSpChemicalpBiologydN2015dNihdNkkppeqn 4.9 19

47 znNRNzNHybridizationNzssayNforNScreeningNInfluenzaNzNVirusNPolymeraseNInhibitorsNUsingNtheNEntireN
RibonucleoproteinNComplexfNAssaypandpDrugpDevelopmentpTechnologiesdN2015dNildNmqqenho 2.1 6

46 CrystalNstructureNofNtheNRNzedependentNRNzNpolymeraseNfromNinfluenzaNCNvirusfNNaturedN2015dNnkpdNiimep50.4 116

45 KineticNdiscriminationNofNselfgnoneselfNRNzNbyNtheNzTPaseNactivityNofNRIGeINandNMκznfNBMCpBiologydN
2015dNildNnm 7.3 39

44 StructuralNInsightsNintoN unyavirusNReplicationNandNItsNRegulationNbyNtheNvRNzNPromoterfNCelldN2015dN
ioidNikopepr 56.2 120

43 CrystalNstructureNofNvacciniaNvirusNmRNzNcappingNenzymeNprovidesNinsightsNintoNtheNmechanismNandN
evolutionNofNtheNcappingNapparatusfNStructuredN2014dNkkdNmnkeon 5.2 29

42 StructureNofNinfluenzaNzNpolymeraseNboundNtoNtheNviralNRNzNpromoterfNNaturedN2014dNniodNlnneoh 50.4 321

41 StructuralNinsightNintoNcapesnatchingNandNRNzNsynthesisNbyNinfluenzaNpolymerasefNNaturedN2014dNniodNloieo50.4 299

40 TheNphysiologicalNtargetNforNLeuRSNtranslationalNqualityNcontrolNisNnorvalinefNEMBOpJournaldN2014dN
lldNiolrenl 13 47

39 SegmentedNnegativeNstrandNRNzNvirusNnucleoproteinNstructurefNCurrentpOpinionpinpVirologydN2014dNndNpein7.5 29

38 RNzNclampingNbyNVasaNassemblesNaNpiRNzNamplifierNcomplexNonNtransposonNtranscriptsfNCelldN2014dN
inpdNiorqepii 56.2 149

37 RIGeINselfeoligomerizationNisNeitherNdispensableNorNveryNtransientNforNsignalNtransductionfNPLoSpONEdN
2014dNrdNeihqpph 3.7 8

36 CrystalNstructureNofNaNsignalNrecognitionNparticleNzluNdomainNinNtheNelongationNarrestNconformationfN
RnadN2014dNkhdNirnneok 5.8 6

35 ComparativeNstructuralNandNfunctionalNanalysisNofNorthomyxovirusNpolymeraseNcapesnatchingN
domainsfNPLoSpONEdN2014dNrdNeqmrpl 3.7 12
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34 NewNpemethylguanineNderivativesNtargetingNtheNinfluenzaNpolymeraseNP kNcapebindingNdomainfN
JournalpofpMedicinalpChemistrydN2013dNnodNqrinelh 8.3 57

33 SystemsNtoNestablishNbunyavirusNgenomeNreplicationNinNtheNabsenceNofNtranscriptionfNJournalpofp
VirologydN2013dNqpdNqkhneik 6.6 24

32 C CezRSkNstimulatesNlVeendNmaturationNofNmultipleNRNzNfamiliesNandNfavorsNcapeproximalN
processingfNNaturepStructuralpandpMolecularpBiologydN2013dNkhdNilnqeoo 17.6 102

31 InfluenzaNzNvirusNprogenyNvRNPNtraffickingNinNliveNinfectedNcellsNstudiedNwithNtheNviruseencodedN
fluorescentlyNtaggedNP kNproteinfNVaccinedN2012dNlhdNpmiiep 4.1 37

30 StructuralNanalysisNofNspecificNmetalNchelatingNinhibitorNbindingNtoNtheNendonucleaseNdomainNofN
influenzaNpHiNiNXkhhraNpolymerasefNPLoSpPathogensdN2012dNqdNeihhkqli 7.6 123

29 StructuralNdynamicsNofNtheNaminoacylationNandNproofreadingNfunctionalNcycleNofNbacterialN
leucyletRNzNsynthetasefNNaturepStructuralpandpMolecularpBiologydN2012dNirdNoppeqm 17.6 111

28 StructuralNbasisNforNtheNactivationNofNinnateNimmuneNpatternerecognitionNreceptorNRIGeINbyNviralN
RNzfNCelldN2011dNimpdNmkleln 56.2 439

27 MutationalNandNmetalNbindingNanalysisNofNtheNendonucleaseNdomainNofNtheNinfluenzaNvirusN
polymeraseNPzNsubunitfNJournalpofpVirologydN2010dNqmdNrhroeihm 6.6 72

26 StructureNandNRNzNrecognitionNbyNtheNsnRNzNandNsnoRNzNtransportNfactorNPHzXfNRnadN2010dNiodNikhneio5.8 13

25  unyaviridaeNRNzNpolymerasesNXLeproteinaNhaveNanNNeterminaldNinfluenzaelikeNendonucleaseNdomaindN
essentialNforNviralNcapedependentNtranscriptionfNPLoSpPathogensdN2010dNodNeihhiihi 7.6 176

24 TowardsNanNatomicNresolutionNunderstandingNofNtheNinfluenzaNvirusNreplicationNmachineryfNCurrentp
OpinionpinpStructuralpBiologydN2010dNkhdNihmeil 8.1 89

23 TheNcapesnatchingNendonucleaseNofNinfluenzaNvirusNpolymeraseNresidesNinNtheNPzNsubunitfNNaturedN
2009dNmnqdNrimeq 50.4 542

22
CrystalNstructuresNofNtheNhumanNandNfungalNcytosolicNLeucyletRNzNsynthetaseNeditingNdomainssNzN
structuralNbasisNforNtheNrationalNdesignNofNantifungalNbenzoxaborolesfNJournalpofpMolecularpBiologydN
2009dNlrhdNiroekhp

6.5 80

21 TheNstructuralNbasisNforNcapNbindingNbyNinfluenzaNvirusNpolymeraseNsubunitNP kfNNaturepStructuralp
andpMolecularpBiologydN2008dNindNnhheo 17.6 380

20 HostNdeterminantNresidueNlysineNokpNliesNonNtheNsurfaceNofNaNdiscretedNfoldedNdomainNofNinfluenzaN
virusNpolymeraseNP kNsubunitfNPLoSpPathogensdN2008dNmdNeihhhilo 7.6 143

19 StructureNandNnuclearNimportNfunctionNofNtheNCeterminalNdomainNofNinfluenzaNvirusNpolymeraseNP kN
subunitfNNaturepStructuralpandpMolecularpBiologydN2007dNimdNkkrell 17.6 245

18 znNantifungalNagentNinhibitsNanNaminoacyletRNzNsynthetaseNbyNtrappingNtRNzNinNtheNeditingNsitefN
SciencedN2007dNliodNipnreoi 33.3 469

17 SolutionNstructureNofNNOκiNCzRκNandNmutationalNanalysisNofNitsNinteractionNwithNtheNCzRκNofN
downstreamNkinaseNRICKfNJournalpofpMolecularpBiologydN2007dNlondNiohepm 6.5 62
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16 SpecificityNofNrecognitionNofNmRNzNnVNcapNbyNhumanNnuclearNcapebindingNcomplexfNRnadN2005dNiidNilnneol5.8 55

15 LargeescaleNinducedNfitNrecognitionNofNanNmXpaGpppGNcapNanalogueNbyNtheNhumanNnuclearN
capebindingNcomplexfNEMBOpJournaldN2002dNkidNnnmqenp 13 154

14 CrystalNstructureNofNtheNhumanNnuclearNcapNbindingNcomplexfNMolecularpCelldN2001dNqdNlqlero 17.6 115

13 HierarchicalNassemblyNofNtheNzluNdomainNofNtheNmammalianNsignalNrecognitionNparticlefNRnadN2001dNpdNpliemh5.8 30

12 TheNkNzNcrystalNstructureNofNleucyletRNzNsynthetaseNandNitsNcomplexNwithNaNleucyleadenylateN
analoguefNEMBOpJournaldN2000dNirdNklnieoi 13 223

11 zNtripleNbetaespiralNinNtheNadenovirusNfibreNshaftNrevealsNaNnewNstructuralNmotifNforNaNfibrousNproteinfN
NaturedN1999dNmhidNrlneq 50.4 279

10 EscherichiaNcoliNSeczNshapeNandNdimensionsfNFEBSpLettersdN1998dNmlodNkppeqk 3.8 40

9 TheNstructureNofNtheNEscherichiaNcoliNEFeTufEFeTsNcomplexNatNkfnNzNresolutionfNNaturedN1996dNlprdNniieq 50.4 275

8 ElevenNdownNandNnineNtoNgofNNaturepStructuralpBiologydN1995dNkdNqkmeli 173

7 CrystallizationNofNtheNseryletRNzNsynthetasestRNzSXseraNcomplexNofNEscherichiaNcolifNFEBSpLettersdN
1993dNlkmdNiopeph 3.8 32

6 SequencedNstructuralNandNevolutionaryNrelationshipsNbetweenNclassNkNaminoacyletRNzNsynthetasesfN
NucleicpAcidspResearchdN1991dNirdNlmqrerq 20.1 245

5 zNsecondNclassNofNsynthetaseNstructureNrevealedNbyNXerayNanalysisNofNEscherichiaNcoliNseryletRNzN
synthetaseNatNkfnNzfNNaturedN1990dNlmpdNkmrenn 50.4 602

4 κirectNmeasurementNofNhydrationerelatedNdynamicNchangesNinNlysozymeNusingNinelasticNneutronN
scatteringNspectroscopyfNJournalpofpBiomolecularpStructurepandpDynamicsdN1987dNmdNnqleq 3.6 33

3 VariationNofNlongitudinalNacousticNvelocityNatNgigahertzNfrequenciesNwithNwaterNcontentNinNratetailN
tendonNfibersfNBiopolymersdN1984dNkldNllpeni 2.2 32

2 InelasticNneutronNscatteringNanalysisNofNhexokinaseNdynamicsNandNitsNmodificationNonNbindingNofN
glucosefNNaturedN1982dNlhhdNqmeo 50.4 51

1 MechanisticNinsightsNintoNRNzNbindingNandNRNzeregulatedNRIGeINubiquitinationNbyNTRIMkn 5
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