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i Paper IF Citations

156 zxpandingLbiochemicalLknowledgeLandLilluminatingLmetabolicLdarkLmatterLwithLvTLvSxbbLNatureg
CommunicationsZL2022ZLegZLeikd 17.4 0

155 vRwRzoLxomputationalLresourceLtoLpredictLpathwaysLtowardsLindustriallyLimportantLaromaticL
compoundsbbLMetabolicgEngineeringZL2022ZL 9.7 1

154 xomputationalLtoolsLandLresourcesLforLdesigningLnewLpathwaysLtoLsmallLmoleculesbbLCurrentg
OpiniongingBiotechnologyZL2022ZLlkZLedflff 11.4 0

153 PhenoMappingoLaLprotocolLtoLmapLcellularLphenotypesLtoLmetabolicLbottlenecksZLidentifyL
conditionalLessentialityZLandLcurateLmetabolicLmodelsbLSTARgProtocolsZL2021ZLfZLeddfmd 1.4 1

152 vLcomputationalLworkflowLforLtheLexpansionLofLheterologousLbiosyntheticLpathwaysLtoLnaturalL
productLderivativesbLNaturegCommunicationsZL2021ZLefZLelkd 17.4 11

151 —indingLmetabolicLpathwaysLinLlargeLnetworksLthroughLatomaconservingLsubstrateaproductLpairsbL
BioinformaticsZL2021ZL 7.2 3

150 QuantitativeLmodelingLofLhumanLmetabolismoLvLcallLforLaLcommunityLeffortbLCurrentgOpinionging
SystemsgBiologyZL2021ZLfkZLednaeei 3.2 0

149 ThermodynamicsLofLMetabolicLPathwaysL2021ZLfegafgi

148 PathwayLyesignL2021ZLfglafil 1

147 TheLinfluenceLofLtheLcrowdingLassumptionsLinLbiofilmLsimulationsbLPLoSgComputationalgBiologyZL
2021ZLelZLeeddneim 5 1

146 xonstraintabasedLmetabolicLcontrolLanalysisLforLrationalLstrainLengineeringbLMetabolicgEngineeringZL
2021ZLkkZLeneafdg 9.7 2

145 TheLsolubilityLparametersLofLcarbonLdioxideLandLionicLliquidsoLvreLtheyLanLenigmatbLFluidgPhaseg
EquilibriaZL2021ZLiflZLeefmfm 2.5 3

144
zmergenceLofLdiauxieLasLanLoptimalLgrowthLstrategyLunderLresourceLallocationLconstraintsLinL
cellularLmetabolismbLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmerica
ZL2021ZLeemZL

11.5 5

143 TheLeffectsLofLmodelLcomplexityLandLsizeLonLmetabolicLfluxLdistributionLandLcontroloLcaseLstudyLinL
zscherichiaLcolibLBMCgBioinformaticsZL2021ZLffZLegh 3.6 2

142 SpatioatemporalLmodelingLofLtheLcrowdingLconditionsLandLmetabolicLvariabilityLinLmicrobialL
communitiesbLPLoSgComputationalgBiologyZL2021ZLelZLeeddnehd 5 0

141 NIxzdrugbchZLaLworkflowLforLrationalLdrugLdesignLandLsystemsalevelLanalysisLofLdrugLmetabolismbL
ELifeZL2021ZLedZL 8.9 4

140 vLgenomeascaleLmetabolicLmodelLofLSaccharomycesLcerevisiaeLthatLintegratesLexpressionL
constraintsLandLreactionLthermodynamicsbLNaturegCommunicationsZL2021ZLefZLhlnd 17.4 8

Vassily Hatzimanikatis

2



139 UpdatedLvTLvSLofLwiochemistryLwithLNewLMetabolitesLandLImprovedLznzymeLPredictionLPowerbL
ACSgSyntheticgBiologyZL2020ZLnZLehlnaehmf 5.7 16

138 vnalysisLofLhumanLmetabolismLbyLreducingLtheLcomplexityLofLtheLgenomeascaleLmodelsLusingL
redHUMvNbLNaturegCommunicationsZL2020ZLeeZLfmfe 17.4 8

137 LargeascaleLkineticLmetabolicLmodelsLofLKTfhhdLforLconsistentLdesignLofLmetabolicLengineeringL
strategiesbLBiotechnologygforgBiofuelsZL2020ZLegZLgg 7.8 17

136 MzMOTzLforLstandardizedLgenomeascaleLmetabolicLmodelLtestingbLNaturegBiotechnologyZL2020ZLgmZLflfaflk44.5 121

135 TheLzT—LLformulationLallowsLmultiaomicsLintegrationLinLthermodynamicsacompliantLmetabolismLandL
expressionLmodelsbLNaturegCommunicationsZL2020ZLeeZLgd 17.4 41

134 —unctionalLandLxomputationalLGenomicsLRevealLUnprecedentedL—lexibilityLinLStageaSpecificL
ToxoplasmaLMetabolismbLCellgHostgandgMicrobeZL2020ZLflZLfndagdkbeee 23.4 44

133 UncertaintyLreductionLinLbiochemicalLkineticLmodelsoLznforcingLdesiredLmodelLpropertiesbLPLoSg
ComputationalgBiologyZL2019ZLeiZLeeddlfhf 5 6

132 eedthLvnniversaryoL—romLSolubilityLParametersLtoLPredictiveLzquationaofaStateLModelingbLIndustrialg
oamp;gEngineeringgChemistrygResearchZL2019ZLimZLeflmlaefmdd 3.9 7

131 yynamicLRadiolabelingLofLSaPalmitoylatedLProteinsbLMethodsgingMoleculargBiologyZL2019ZLfddnZLeeeaefl 1.4 2

130 znhancedLfluxLpredictionLbyLintegratingLrelativeLexpressionLandLrelativeLmetaboliteLabundanceLintoL
thermodynamicallyLconsistentLmetabolicLmodelsbLPLoSgComputationalgBiologyZL2019ZLeiZLeeddldgk 5 34

129 xontrolLTheoryLxonceptsLforLModelingLUncertaintyLinLznzymeLKineticsLofLwiochemicalLNetworksbL
Industrialgoamp;gEngineeringgChemistrygResearchZL2019ZLimZLegihhaegiih 3.9 9

128
InvestigatingLtheLderegulationLofLmetabolicLtasksLviaLMinimumLNetworkLznrichmentLvnalysisL
TMiNzvULasLappliedLtoLnonalcoholicLfattyLliverLdiseaseLusingLmouseLandLhumanLomicsLdatabLPLoSg
ComputationalgBiologyZL2019ZLeiZLeeddklkd

5 5

127 ImpactLofLironLreductionLonLtheLmetabolismLofLxlostridiumLacetobutylicumbLEnvironmentalg
MicrobiologyZL2019ZLfeZLgihmagikg 5.2 17

126 znzymeLannotationLforLorphanLandLnovelLreactionsLusingLknowledgeLofLsubstrateLreactiveLsitesbL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZL2019ZLeekZLlfnmalgdl 11.5 35

125 pyT—vLandLmatT—voLaLPythonLpackageLandLaLMatlabLtoolboxLforLThermodynamicsabasedL—luxL
vnalysisbLBioinformaticsZL2019ZLgiZLeklaekn 7.2 26

124 ModelingLmetabolicLnetworksLofLindividualLbacterialLagentsLinLheterogeneousLandLdynamicLsoilL
habitatsLTIndiMeSHUbLPLoSgComputationalgBiologyZL2019ZLeiZLeeddlefl 5 21

123 ParticleawasedLSimulationLRevealsLMacromolecularLxrowdingLzffectsLonLtheLMichaelisaMentenL
MechanismbLBiophysicalgJournalZL2019ZLeelZLgiiagkm 2.9 13

122 GenomeaScaleLIdentificationLofLzssentialLMetabolicLProcessesLforLTargetingLtheLPlasmodiumLLiverL
StagebLCellZL2019ZLelnZLeeefaeefmbefk 56.2 41

(2019-2020)
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121 StatisticalLinferenceLinLensembleLmodelingLofLcellularLmetabolismbLPLoSgComputationalgBiologyZL
2019ZLeiZLeeddligk 5 11

120 KineticLmodelsLofLmetabolismLthatLconsiderLalternativeLsteadyastateLsolutionsLofLintracellularL
fluxesLandLconcentrationsbLMetabolicgEngineeringZL2019ZLifZLfnahe 9.7 20

119 yiscoveryLandLzvaluationLofLwiosyntheticLPathwaysLforLtheLProductionLofL—iveLMethylLzthylLKetoneL
PrecursorsbLACSgSyntheticgBiologyZL2018ZLlZLemimaemlg 5.7 19

118 zfficientLcleavageLofLarylLetherLxaOLlinkagesLbyLRhaNiLandLRuaNiLnanoscaleLcatalystsLoperatingLinL
waterbLChemicalgScienceZL2018ZLnZLiigdaiigi 9.4 41

117 MechanisticLModelingLofLGeneticLxircuitsLforLvrsRLvrsenicLRegulationbLACSgSyntheticgBiologyZL2017ZL
kZLmkfamlh 5.7 12

116 IntegrationLofLmetabolicZLregulatoryLandLsignalingLnetworksLtowardsLanalysisLofLperturbationLandL
dynamicLresponsesbLCurrentgOpiniongingSystemsgBiologyZL2017ZLfZLinakk 3.2 11

115 OnLLewisLaciditycbasicityLandLhydrogenLbondingLinLtheLequationaofastateLapproachbLJournalgofg
ChemicalgThermodynamicsZL2017ZLeedZLgaei 2.9 10

114 zxploringLbiochemicalLpathwaysLforLmonoaethyleneLglycolLTMzGULsynthesisLfromLsynthesisLgasbL
MetabolicgEngineeringZL2017ZLheZLelgaeme 9.7 18

113 ReconstructionLofLbiologicalLpathwaysLandLmetabolicLnetworksLfromLinLsilicoLlabeledLmetabolitesbL
BiotechnologygJournalZL2017ZLefZLekddhkh 5.6 10

112 RedefiningLsolubilityLparametersoLwulkLandLsurfaceLpropertiesLfromLunifiedLmolecularLdescriptorsbL
JournalgofgChemicalgThermodynamicsZL2017ZLeeeZLfdlaffd 2.9 16

111 SingleamoleculeLkineticLanalysisLofLHPeachromatinLbindingLrevealsLaLdynamicLnetworkLofLhistoneL
modificationLandLyNvLinteractionsbLNucleicgAcidsgResearchZL2017ZLhiZLedidhaediel 20.1 34

110 wioenergeticsabasedLmodelingLofLPlasmodiumLfalciparumLmetabolismLrevealsLitsLessentialLgenesZL
nutritionalLrequirementsZLandLthermodynamicLbottlenecksbLPLoSgComputationalgBiologyZL2017ZLegZLeeddignl5 36

109 redGzMoLSystematicLreductionLandLanalysisLofLgenomeascaleLmetabolicLreconstructionsLforL
developmentLofLconsistentLcoreLmetabolicLmodelsbLPLoSgComputationalgBiologyZL2017ZLegZLeeddihhh 5 38

108 lumpGzMoLSystematicLgenerationLofLsubnetworksLandLelementallyLbalancedLlumpedLreactionsLforL
theLbiosynthesisLofLtargetLmetabolitesbLPLoSgComputationalgBiologyZL2017ZLegZLeeddiieg 5 25

107 TowardLaLSimpleLPredictiveLMolecularLThermodynamicLModelLforLwulkLPhasesLandLInterfacesbL
Industrialgoamp;gEngineeringgChemistrygResearchZL2017ZLikZLednddaedned 3.9 13

106
vLdesignabuildatestLcycleLusingLmodelingLandLexperimentsLrevealsLinterdependenciesLbetweenL
upperLglycolysisLandLxyloseLuptakeLinLrecombinantLandLimprovesLpredictiveLcapabilitiesLofL
largeascaleLkineticLmodelsbLBiotechnologygforgBiofuelsZL2017ZLedZLekk

7.8 22

105 ThermodynamicsabasedLMetaboliteLSensitivityLvnalysisLinLmetabolicLnetworksbLMetabolicg
EngineeringZL2017ZLgnZLeelaefl 9.7 17

104 IdentificationLandLdynamicsLofLtheLhumanLZyHHxekaZyHHxkLpalmitoylationLcascadebLELifeZL2017ZLkZL 8.9 53
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103 MolecularLthermodynamicsLofLmetabolismoLhydrationLquantitiesLandLtheLequationaofastateL
approachbLPhysicalgChemistrygChemicalgPhysicsZL2016ZLemZLgfildagfinf 3.6 13

102 vTLvSLofLwiochemistryoLvLRepositoryLofLvllLPossibleLwiochemicalLReactionsLforLSyntheticLwiologyL
andLMetabolicLzngineeringLStudiesbLACSgSyntheticgBiologyZL2016ZLiZLeeiiaeekk 5.7 97

101
vLmethodLforLanalysisLandLdesignLofLmetabolismLusingLmetabolomicsLdataLandLkineticLmodelsoL
vpplicationLonLlipidomicsLusingLaLnovelLkineticLmodelLofLsphingolipidLmetabolismbLMetabolicg
EngineeringZL2016ZLglZLhkakf

9.7 29

100 iSxHRUNKaaInLSilicoLvpproachLtoLxharacterizationLandLReductionLofLUncertaintyLinLtheLKineticL
ModelsLofLGenomeascaleLMetabolicLNetworksbLMetabolicgEngineeringZL2016ZLggZLeimaekm 9.7 49

99 IdentificationLofLmetabolicLengineeringLtargetsLforLtheLenhancementLofLeZhabutanediolLproductionL
inLrecombinantLzbLcoliLusingLlargeascaleLkineticLmodelsbLMetabolicgEngineeringZL2016ZLgiZLehmaein 9.7 56

98 QuantificationLofLxooperativityLinLHeterodimerayNvLwindingLImprovesLtheLvccuracyLofLwindingL
SpecificityLModelsbLJournalgofgBiologicalgChemistryZL2016ZLfneZLedfngagdk 5.4 18

97 TheLSIwLSwissLInstituteLofLwioinformaticsSLresourcesoLfocusLonLcuratedLdatabasesbLNucleicgAcidsg
ResearchZL2016ZLhhZLyflagl 20.1 41

96 ModelayrivenLUnderstandingLofLPalmitoylationLyynamicsoLRegulatedLvcylationLofLtheLzndoplasmicL
ReticulumLxhaperoneLxalnexinbLPLoSgComputationalgBiologyZL2016ZLefZLeeddhllh 5 24

95 SustainabilityLassessmentLofLsuccinicLacidLproductionLtechnologiesLfromLbiomassLusingLmetabolicL
engineeringbLEnergygandgEnvironmentalgScienceZL2016ZLnZLflnhafmdi 35.4 67

94 vnalysisLofLTranslationLzlongationLyynamicsLinLtheLxontextLofLanLzscherichiaLcoliLxellbLBiophysicalg
JournalZL2016ZLeedZLfefdage 2.9 8

93 SolvationLquantitiesLfromLaLxOSMOaRSLequationLofLstatebLJournalgofgChemicalgThermodynamicsZL
2015ZLndZLfnhagdn 2.9 13

92 yesignLofLcomputationalLretrobiosynthesisLtoolsLforLtheLdesignLofLdeLnovoLsyntheticLpathwaysbL
CurrentgOpiniongingChemicalgBiologyZL2015ZLfmZLnnaedh 9.7 82

91 MetabolicLNeedsLandLxapabilitiesLofLToxoplasmaLgondiiLthroughLxombinedLxomputationalLandL
zxperimentalLvnalysisbLPLoSgComputationalgBiologyZL2015ZLeeZLeeddhfke 5 71

90 MolecularLthermodynamicsLofLmetabolismoLquantumLthermochemicalLcalculationsLforLkeyL
metabolitesbLPhysicalgChemistrygChemicalgPhysicsZL2015ZLelZLedhgmaig 3.6 13

89 HeadingLinLtheLrightLdirectionoLthermodynamicsabasedLnetworkLanalysisLandLpathwayLengineeringbL
CurrentgOpiniongingBiotechnologyZL2015ZLgkZLelkamf 11.4 67

88 yoLgenomeascaleLmodelsLneedLexactLsolversLorLclearerLstandardstbLMoleculargSystemsgBiologyZL2015ZL
eeZLmge 12.2 41

87 NoiseLanalysisLofLgenomeascaleLproteinLsynthesisLusingLaLdiscreteLcomputationalLmodelLofL
translationbLJournalgofgChemicalgPhysicsZL2015ZLehgZLdhhedn 3.9 4

86 RitesLofLpassageoLrequirementsLandLstandardsLforLbuildingLkineticLmodelsLofLmetabolicLphenotypesbL
CurrentgOpiniongingBiotechnologyZL2015ZLgkZLehkaig 11.4 27

(2015-2016)
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85 vntihypertensiveLdrugsLmetabolismoLanLupdateLtoLpharmacokineticLprofilesLandLcomputationalL
approachesbLCurrentgPharmaceuticalgDesignZL2015ZLfeZLmdkaff 3.3 50

84 KineticLmodelsLinLindustrialLbiotechnologyLaLImprovingLcellLfactoryLperformancebLMetabolicg
EngineeringZL2014ZLfhZLgmakd 9.7 183

83 vLcomputationalLframeworkLforLintegrationLofLlipidomicsLdataLintoLmetabolicLpathwaysbLMetabolicg
EngineeringZL2014ZLfgZLeam 9.7 14

82 xonstrainingLtheLfluxLspaceLusingLthermodynamicsLandLintegrationLofLmetabolomicsLdatabLMethodsg
ingMoleculargBiologyZL2014ZLeeneZLhnakg 1.4 31

81 MechanisticallyLconsistentLreducedLmodelsLofLsyntheticLgeneLnetworksbLBiophysicalgJournalZL2013ZL
edhZLfdnmaedn 2.9 1

80 TowardsLkineticLmodelingLofLgenomeascaleLmetabolicLnetworksLwithoutLsacrificingLstoichiometricZL
thermodynamicLandLphysiologicalLconstraintsbLBiotechnologygJournalZL2013ZLmZLedhgail 5.6 114

79 —unctionalLgenomicsLofLPlasmodiumLfalciparumLusingLmetabolicLmodellingLandLanalysisbLBriefingsging
FunctionalgGenomicsZL2013ZLefZLgekafl 4.9 13

78 vLgenomeascaleLintegrationLandLanalysisLofLLactococcusLlactisLtranslationLdatabLPLoSgComputationalg
BiologyZL2013ZLnZLeeddgfhd 5 21

77 TunableLreporterLsignalLproductionLinLfeedbackauncoupledLarsenicLbioreportersbLMicrobialg
BiotechnologyZL2013ZLkZLidgaeh 6.3 23

76 vLnovelLpulseachaseLSILvxLstrategyLmeasuresLchangesLinLproteinLdecayLandLsynthesisLratesLinducedL
byLperturbationLofLproteostasisLwithLanLHspndLinhibitorbLPLoSgONEZL2013ZLmZLemdhfg 3.7 31

75 IntegratingLcomputationalLmethodsLtoLretrofitLenzymesLtoLsyntheticLpathwaysbLBiotechnologygandg
BioengineeringZL2012ZLednZLilfamf 4.9 30

74 vLcomputationalLframeworkLforLtheLdesignLofLoptimalLproteinLsynthesisbLBiotechnologygandg
BioengineeringZL2012ZLednZLfeflagg 4.9 20

73 —romLnetworkLmodelsLtoLnetworkLresponsesoLintegrationLofLthermodynamicLandLkineticLpropertiesL
ofLyeastLgenomeascaleLmetabolicLnetworksbLFEMSgYeastgResearchZL2012ZLefZLefnahg 3.1 60

72 zxplorationLofLtradeaoffsLbetweenLsteadyastateLandLdynamicLpropertiesLinLsignalingLcyclesbLPhysicalg
BiologyZL2012ZLnZLdhided 3 3

71 ModelingLofLuncertaintiesLinLbiochemicalLreactionsbLBiotechnologygandgBioengineeringZL2011ZLedmZLhegafg4.9 57

70 ManipulatingLredoxLandLvTPLbalancingLforLimprovedLproductionLofLsuccinateLinLzbLcolibLMetabolicg
EngineeringZL2011ZLegZLlkame 9.7 104

69 TheLoriginsLofLtimeadelayLinLtemplateLbiopolymerizationLprocessesbLPLoSgComputationalgBiologyZL
2010ZLkZLeedddlfk 5 38

68 ThermodynamicLcalculationsLforLbiochemicalLtransportLandLreactionLprocessesLinLmetabolicL
networksbLBiophysicalgJournalZL2010ZLnnZLgegnahh 2.9 23
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67 NetworkLthermodynamicsLinLtheLpostagenomicLerabLCurrentgOpiniongingMicrobiologyZL2010ZLegZLgidal 7.9 61

66 ProductionLofLbiofuelsLandLbiochemicalsoLinLneedLofLanLORvxLzbLTrendsgingBiotechnologyZL2010ZLfmZLgneal15.1 74

65 yRzvMSLofLmetabolismbLTrendsgingBiotechnologyZL2010ZLfmZLideam 15.1 40

64 InLsilicoLfeasibilityLofLnovelLbiodegradationLpathwaysLforLeZfZhatrichlorobenzenebLBMCgSystemsg
BiologyZL2010ZLhZLl 3.5 58

63 yiscoveryLandLanalysisLofLnovelLmetabolicLpathwaysLforLtheLbiosynthesisLofLindustrialLchemicalsoL
gahydroxypropanoatebLBiotechnologygandgBioengineeringZL2010ZLedkZLhkfalg 4.9 125

62 ThermodynamicLanalysisLofLbiodegradationLpathwaysbLBiotechnologygandgBioengineeringZL2009ZLedgZLigfahe4.9 39

61 xomputationalLframeworkLforLpredictiveLbiodegradationbLBiotechnologygandgBioengineeringZL2009ZL
edhZLedmkanl 4.9 77

60 yiscoveryLofLNovelLRoutesLforLtheLProductionLofL—uelsLandLxhemicalsL2009ZLeheaehm

59 GroupLcontributionLmethodLforLthermodynamicLanalysisLofLcomplexLmetabolicLnetworksbL
BiophysicalgJournalZL2008ZLniZLehmlann 2.9 294

58 zffectsLofLcodonLdistributionsLandLtRNvLcompetitionLonLproteinLtranslationbLBiophysicalgJournalZL
2008ZLniZLedemagg 2.9 41

57 vLmodelLforLproteinLtranslationoLpolysomeLselfaorganizationLleadsLtoLmaximumLproteinLsynthesisL
ratesbLBiophysicalgJournalZL2007ZLnfZLlelagd 2.9 45

56 ThermodynamicsabasedLmetabolicLfluxLanalysisbLBiophysicalgJournalZL2007ZLnfZLelnfamdi 2.9 456

55 vLmodelabasedLoptimizationLframeworkLforLtheLinferenceLofLregulatoryLinteractionsLusingL
timeacourseLyNvLmicroarrayLexpressionLdatabLBMCgBioinformaticsZL2007ZLmZLffm 3.6 25

54 vLgenomeascaleLmetabolicLreconstructionLforLzscherichiaLcoliLKaefLMGekiiLthatLaccountsLforLefkdL
OR—sLandLthermodynamicLinformationbLMoleculargSystemsgBiologyZL2007ZLgZLefe 12.2 1044

53 vnalysisLofLtheLmaximumLtheoreticalLyieldLforLtheLsynthesisLofLerythromycinLprecursorsLinL
zscherichiaLcolibLBiotechnologygandgBioengineeringZL2006ZLniZLkgmahh 4.9 19

52 TheLsystemsLengineeringLofLcellularLprocessesbLComputergAidedgChemicalgEngineeringZL2006ZLleamd 0.6

51 vnLalgorithmicLframeworkLforLgenomeawideLmodelingLandLanalysisLofLtranslationLnetworksbL
BiophysicalgJournalZL2006ZLndZLeegkahk 2.9 37

50 GenomeascaleLthermodynamicLanalysisLofLzscherichiaLcoliLmetabolismbLBiophysicalgJournalZL2006ZLndZLehigake2.9 176

(2006-2010)
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49 MetabolicLengineeringLunderLuncertaintyaaIIoLanalysisLofLyeastLmetabolismbLMetabolicgEngineeringZL
2006ZLmZLehfain 9.7 54

48 MetabolicLengineeringLunderLuncertaintybLIoLframeworkLdevelopmentbLMetabolicgEngineeringZL2006ZL
mZLeggahe 9.7 56

47 wistabilityLexplainsLthresholdLphenomenaLinLproteinLaggregationLbothLinLvitroLandLinLvivobL
BiophysicalgJournalZL2006ZLndZLmmkani 2.9 24

46 TheoreticalLconsiderationsLandLcomputationalLanalysisLofLtheLcomplexityLinLpolyketideLsynthesisL
pathwaysbLJournalgofgthegAmericangChemicalgSocietyZL2005ZLeflZLnngdam 16.4 54

45 MathematicalLmodelingLofLtheLeukaryoticLheatashockLresponseoLdynamicsLofLtheLhspldLpromoterbL
BiophysicalgJournalZL2005ZLmmZLekhkaim 2.9 73

44 zxploringLtheLdiversityLofLcomplexLmetabolicLnetworksbLBioinformaticsZL2005ZLfeZLekdgan 7.2 273

43 vLmodelabasedLoptimizationLframeworkLforLtheLinferenceLonLgeneLregulatoryLnetworksLfromLyNvL
arrayLdatabLBioinformaticsZL2004ZLfdZLgffeagi 7.2 26

42 MetabolicLnetworksoLenzymeLfunctionLandLmetaboliteLstructurebLCurrentgOpiniongingStructuralg
BiologyZL2004ZLehZLgddak 8.1 69

41 xomputationalLdiscoveryLofLbiochemicalLroutesLtoLspecialtyLchemicalsbLChemicalgEngineeringgScience
ZL2004ZLinZLidieaidkd 4.4 67

40 MetabolicLcontrolLanalysisLunderLuncertaintyoLframeworkLdevelopmentLandLcaseLstudiesbLBiophysicalg
JournalZL2004ZLmlZLglidakg 2.9 125

39 InsightsLintoLtheLrelationLbetweenLmrnaLandLproteinLexpressionLpatternsoLIIbLzxperimentalL
observationsLinLzscherichiaLcolibLBiotechnologygandgBioengineeringZL2003ZLmhZLmghahe 4.9 67

38 InsightsLintoLtheLrelationLbetweenLmRNvLandLproteinLexpressionLpatternsoLIbLTheoreticalL
considerationsbLBiotechnologygandgBioengineeringZL2003ZLmhZLmffagg 4.9 91

37 JayLwaileyLasLmentoraatheLstudentsSLperspectivebLBiotechnologygandgBioengineeringZL2002ZLlnZLhmhan 4.9 0

36 vLmemorialLreviewLofLJayLwaileySsLcontributionLinLprokaryoticLmetabolicLengineeringbLBiotechnologyg
andgBioengineeringZL2002ZLlnZLidham 4.9 2

35 InverseLmetabolicLengineeringoLaLstrategyLforLdirectedLgeneticLengineeringLofLusefulLphenotypesbL
BiotechnologygandgBioengineeringZL2002ZLlnZLikmaln 4.9 84

34 ProteomicsoLtheoreticalLandLexperimentalLconsiderationsbLBiotechnologygProgressZL1999ZLeiZLgefam 2.8 73

33 NonlinearLmetabolicLcontrolLanalysisbLMetabolicgEngineeringZL1999ZLeZLliaml 9.7 20

32 yynamicalLanalysisLofLgeneLnetworksLrequiresLbothLmRNvLandLproteinLexpressionLinformationbL
MetabolicgEngineeringZL1999ZLeZLfliame 9.7 74
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31 vLmathematicalLdescriptionLofLregulationLofLtheLGeaSLtransitionLofLtheLmammalianLcellLcyclebL
BiotechnologygandgBioengineeringZL1999ZLkiZLkgeal 4.9 55

30 ModellingLmolecularLmechanismsLwithinLtheirLcellularLenvironmentbLJournalgofgBiotechnologyZL1999ZL
leZLfkgafki 3.7

29 vpplicationLofLmathematicalLtoolsLforLmetabolicLdesignLofLmicrobialLethanolLproductionbL
BiotechnologygandgBioengineeringZL1998ZLimZLeihake 4.9 54

28 MetabolicLfluxesLinLriboflavinaproducingLwacillusLsubtilisbLNaturegBiotechnologyZL1997ZLeiZLhhmaif 44.5 221

27 MetabolicLconsequencesLofLphosphotransferaseLTPTSULmutationLinLaLphenylalanineaproducingL
recombinantLzscherichiaLcolibLBiotechnologygProgressZL1997ZLegZLlkmali 2.8 32

26 TheLvlkwLmonooxygenaseLofLPseudomonasLoleovoransaasynthesisZLstabilityLandLlevelLinL
recombinantLzscherichiaLcoliLandLtheLnativeLhostbLFEBSgJournalZL1997ZLfhhZLhkfald 14

25 zffectsLofLspatiotemporalLvariationsLonLmetabolicLcontroloLapproximateLanalysisLusingLTlogUlinearL
kineticLmodelsbLBiotechnologygandgBioengineeringZL1997ZLihZLneaedh 4.9 54

24 StudiesLonLglycolysisLâ��LIbLMultipleLsteadyLstatesLinLbacterialLglycolysisbLChemicalgEngineeringgScience
ZL1997ZLifZLfilnafimm 4.4 17

23 vnalysisLandLdesignLofLmetabolicLreactionLnetworksLviaLmixedaintegerLlinearLoptimizationbLAICHEg
JournalZL1996ZLhfZLefllaefnf 3.6 134

22 zffectLofLVitreoscillaLhemoglobinLdosageLonLmicroaerobicLzscherichiaLcoliLcarbonLandLenergyL
metabolismbLBiotechnologygandgBioengineeringZL1996ZLhnZLegnaid 4.9 83

21 MetabolicLfluxLanalysisLofLhybridomaLcellsLinLdifferentLcultureLmediaLusingLmassLbalancesbL
BiotechnologygandgBioengineeringZL1996ZLidZLfnnagem 4.9 200

20 InverseLmetabolicLengineeringoLvLstrategyLforLdirectedLgeneticLengineeringLofLusefulLphenotypesbL
BiotechnologygandgBioengineeringZL1996ZLifZLednafe 4.9 122

19 OptimizationLofLregulatoryLarchitecturesLinLmetabolicLreactionLnetworksbLBiotechnologygandg
BioengineeringZL1996ZLifZLhmiaidd 4.9 64

18 MxvLhasLmoreLtoLsaybLJournalgofgTheoreticalgBiologyZL1996ZLemfZLfggahf 2.3 78

17 vLmathematicalLmodelLforLtheLGecSLtransitionLofLtheLmammalianLcellLcyclebLBiotechnologygLettersZL
1995ZLelZLkknaklh 3 15

16 RecombinantLcyclinLzLexpressionLactivatesLproliferationLandLobviatesLsurfaceLattachmentLofLchineseL
hamsterLovaryLTxHOULcellsLinLproteinafreeLmediumbLBiotechnologygandgBioengineeringZL1995ZLhlZLhlkamf 4.9 61

15 vLmethodLforLpulsedLperiodicLoptimizationLofLchemicalLreactionLsystemsbLChemicalgEngineeringg
ScienceZL1993ZLhmZLlmnalnl 4.4 12

14 SymbolicLKineticLModelsLinLPythonLTSKiMpyUoLIntuitiveLmodelingLofLlargeascaleLbiologicalLkineticLmodels 1

(-1999)
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13 InvestigatingLtheLderegulationLofLmetabolicLtasksLviaLMinimumLNetworkLznrichmentLvnalysisL
TMiNzvULasLappliedLtoLnonalcoholicLfattyLliverLdiseaseLusingLmouseLandLhumanLomicsLdata 1

12 ParticleabasedLsimulationLrevealsLmacromolecularLcrowdingLeffectsLonLtheLMichaelisaMentenLmechanism 1

11 zmergenceLofLdiauxieLasLanLoptimalLgrowthLstrategyLunderLresourceLallocationLconstraintsLinL
cellularLmetabolism 3

10 —indingLmetabolicLpathwaysLinLlargeLnetworksLthroughLatomaconservingLsubstrateaproductLpairs 3

9 vssigningLenzymeLsequencesLtoLorphanLandLnovelLreactionsLusingLknowledgeLofLsubstrateLreactiveLsites 1

8 MemoteoLvLcommunityLdrivenLeffortLtowardsLaLstandardizedLgenomeascaleLmetabolicLmodelLtestLsuite 26

7 TheLarchitectureLofLtheLendoplasmicLreticulumLisLregulatedLbyLtheLreversibleLlipidLmodificationLofL
theLshapingLproteinLxLIMPakg 2

6 znhancedLfluxLpredictionLbyLintegratingLrelativeLexpressionLandLrelativeLmetaboliteLabundanceLintoL
thermodynamicallyLconsistentLmetabolicLmodels 2

5 TzXa—wvoLvLconstraintabasedLmethodLforLintegratingLgeneLexpressionZLthermodynamicsZLandL
metabolomicsLdataLintoLgenomeascaleLmetabolicLmodels 4

4 LargeascaleLkineticLmetabolicLmodelsLofPseudomonasLputidaforLaLconsistentLdesignLofLmetabolicL
engineeringLstrategies 1

3 zT—LoLvLformulationLforLfluxLbalanceLmodelsLaccountingLforLexpressionZLthermodynamicsZLandL
resourceLallocationLconstraints 2

2 TheLeffectsLofLmodelLcomplexityLandLsizeLonLmetabolicLfluxLdistributionLandLcontrolbLxaseLstudyLinzbLcoli 1

1 vTLvSxoLaLcomputationalLmapLforLtheLexplorationLofLbiochemicalLspace 2

Vassily Hatzimanikatis
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