
Yae Zhao

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/6851237/publications.pdf

Version: 2024-02-01

22

papers

184

citations

8

h-index

1163117

12

g-index

1199594

22

all docs

22

docs citations

22

times ranked

143

citing authors



Yae Zhao

2

# Article IF Citations

1 Establishment of purification method for prokaryotic expression of Serpin gene for
Dermatophagoides farinae. Protein Expression and Purification, 2022, 195-196, 106080. 1.3 3

2 Molecular Identification, Transcriptome Sequencing and Functional Annotation of Pulex irritans.
Acta Parasitologica, 2021, 66, 605-614. 1.1 3

3 Molecular identification and DNA barcode screening of acaroid mites in ground flour dust. Genome,
2021, 64, 869-877. 2.0 6

4 Stress response and silencing verification of heat shock proteins in Dermatophagoides farinae under
temperature stress. International Journal of Biological Macromolecules, 2020, 144, 351-361. 7.5 10

5 Temperature stress response: A novel important function of Dermatophagoides farinae allergens.
Experimental Parasitology, 2020, 218, 108003. 1.2 3

6 Divergent domains of 28S ribosomal RNA gene: DNA barcodes for molecular classification and
identification of mites. Parasites and Vectors, 2020, 13, 251. 2.5 12

7
Study on the Relationship Between Microbial Composition and Living Environment in Important
Medical Mites Based on Illumina MiSeq Sequencing Technology. Journal of Medical Entomology, 2020,
57, 1049-1056.

1.8 6

8 De Novo RNA-seq and Functional Annotation of Haemaphysalis longicornis. Acta Parasitologica, 2019,
64, 807-820. 1.1 6

9 De novo transcriptome sequencing and differential gene expression analysis of two parasitic human
Demodex species. Parasitology Research, 2019, 118, 3223-3235. 1.6 9

10 Screening of reference genes and quantitative real-time PCR detection and verification in
Dermatophagoides farinae under temperature stress. Experimental Parasitology, 2019, 206, 107754. 1.2 5

11 LSU rDNA D5 region: the DNA barcode for molecular classification and identification of
<i>Demodex</i>. Genome, 2019, 62, 295-304. 2.0 12

12 Establishing an RNA extraction method from a small number of Demodex mites for transcriptome
sequencing. Experimental Parasitology, 2019, 200, 67-72. 1.2 6

13 Function of heat shock protein 70 in the thermal stress response of Dermatophagoides farinae and
establishment of an RNA interference method. Gene, 2019, 705, 82-89. 2.2 9

14 De novo RNA-seq and functional annotation of Ornithonyssus bacoti. Experimental and Applied
Acarology, 2018, 75, 191-208. 1.6 6

15 Association study of Demodex bacteria and facial dermatoses based on DGGE technique. Parasitology
Research, 2017, 116, 945-951. 1.6 8

16 cDNA library construction of two human Demodexspecies. Acta Parasitologica, 2017, 62, 354-376. 1.1 5

17 DNA barcoding for molecular identification of Demodex based on mitochondrial genes. Parasitology
Research, 2017, 116, 3285-3290. 1.6 9

18 De novo RNA-Seq and functional annotation of Sarcoptes scabiei canis. Parasitology Research, 2016,
115, 2661-2670. 1.6 13



3

Yae Zhao

# Article IF Citations

19 Improvement on the extraction method of RNA in mites and its quality test. Parasitology Research,
2016, 115, 851-858. 1.6 7

20 Population identification of Sarcoptes hominis and Sarcoptes canis in China using DNA sequences.
Parasitology Research, 2015, 114, 1001-1010. 1.6 31

21 Population identification and divergence threshold in Psoroptidae based on ribosomal ITS2 and
mitochondrial COI genes. Parasitology Research, 2015, 114, 3497-3507. 1.6 15

22 Morphological and Molecular Identification of Oestrus ovis (Diptera: Oestridae) Larvae Collected
from a Chinese Patient with Conjunctival Myiasis. Acta Parasitologica, 0, , . 1.1 0


