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m Paper IF Citations

143 xlinicalNefficacyNofNaNRv–NinhibitorNneedsNbroadNtargetNblockadeNinNwRv–bmutantNmelanomacNNatureaN
2010aNiklaNjnkbn 50.4 1379

142 yiscoveryNofNaNselectiveNinhibitorNofNoncogenicNwbRafNkinaseNwithNpotentNantimelanomaNactivitycN
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2008aNfejaNheifbk 11.5 1056

141 αermlineNKRvSNmutationsNcauseNNoonanNsyndromecNNaturefGeneticsaN2006aNhmaNhhfbk 36.3 562

140 KeynoteNreviewoNphosphodiesterasebiNasNaNtherapeuticNtargetcNDrugfDiscoveryfTodayaN2005aNfeaNfjehbfn 8.8 530

139 vntimycinNvNmimicsNaNcellbdeathbinducingNwclbgNhomologyNdomainNhcNNaturefCellfBiologyaN2001aNhaNfmhbnf 23.4 391

138 StructuralNbasisNforNtheNactivityNofNdrugsNthatNinhibitNphosphodiesterasescNStructureaN2004aNfgaNgghhbil 5.2 307

137 vNglutamineNswitchNmechanismNforNnucleotideNselectivityNbyNphosphodiesterasescNMolecularfCellaN
2004aNfjaNglnbmk 17.6 240

136 vNfamilyNofNphosphodiesteraseNinhibitorsNdiscoveredNbyNcocrystallographyNandNscaffoldbbasedNdrugN
designcNNaturefBiotechnologyaN2005aNghaNgefbl 44.5 200

135 yensityNmodificationNforNmacromolecularNphaseNimprovementcNProgressfinfBiophysicsfandfMolecularf
BiologyaN1999aNlgaNgijble 4.7 199

134 xrystalNstructureNofNzcNcoliNbetabcarbonicNanhydraseaNanNenzymeNwithNanNunusualNpβbdependentN
activitycNProteinfScienceaN2001aNfeaNnffbgg 6.3 131

133 MclbfNisNrequiredNforNvkatakNwblymphomaNcellNsurvivalNandNisNconvertedNtoNaNcellNdeathNmoleculeNbyN
efficientNcaspasebmediatedNcleavagecNOncogeneaN2004aNghaNimfmbgl 9.2 121

132 ScaffoldbbasedNdiscoveryNofNindeglitazaraNaNPPvRNpanbactiveNantibdiabeticNagentcNProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2009aNfekaNgkgbl 11.5 115

131 yesignNofNaNpeptidebbasedNsubunitNvaccineNagainstNnovelNcoronavirusNSvRSbxoVbgcNMicrobialf
PathogenesisaN2020aNfijaNfeighk 3.8 110

130 xomputationalNdesignNofNaNselfbassemblingNsymmetricalN˛†bpropellerNproteincNProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2014aNfffaNfjfegbl 11.5 101

129 xombiningNconstraintsNforNelectronbdensityNmodificationcNMethodsfinfEnzymologyaN1997aNgllaNjhbki 1.7 95

128 IdentificationNofNaNnovelNnoncatalyticNbicarbonateNbindingNsiteNinNeubacterialNbetabcarbonicN
anhydrasecNBiochemistryaN2006aNijaNihjfbkf 3.2 91

127 βierarchicalNvirtualNscreeningNapproachesNinNsmallNmoleculeNdrugNdiscoverycNMethodsaN2015aNlfaNgkbhl 4.6 90
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126
TheNuseNofNSayreUsNequationNwithNsolventNflatteningNandNhistogramNmatchingNforNphaseNextensionN
andNrefinementNofNproteinNstructurescNActafCrystallographicafSectionfA:fFoundationsfandfAdvancesaN
1990aNikaNhllbhmf

80

125 wiophysicalNcharacterizationNofNrecombinantNhumanNwclbgNandNitsNinteractionsNwithNanNinhibitoryN
ligandaNantimycinNvcNBiochemistryaN2001aNieaNinffbgg 3.2 75

124 PhosphodiesterasebiNasNaNpotentialNdrugNtargetcNExpertfOpinionfonfTherapeuticfTargetsaN2005aNnaNfgmhbhej6.4 70

123 vccurateNcomputerbbasedNdesignNofNaNnewNbackboneNconformationNinNtheNsecondNturnNofNproteinNLcN
JournalfoffMolecularfBiologyaN2002aNhfjaNilfbl 6.5 70

122 SpectomycinNwfNasNaNnovelNSUMOylationNinhibitorNthatNdirectlyNbindsNtoNSUMONzgcNACSfChemicalf
BiologyaN2013aNmaNgkhjbig 4.9 68

121 xonversionNofNmonomericNproteinNLNtoNanNobligateNdimerNbyNcomputationalNproteinNdesigncN
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2001aNnmaNfekmlbnf 11.5 62

120 yesignNandNpharmacologyNofNaNhighlyNspecificNdualN–MSNandNKITNkinaseNinhibitorcNProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2013aNffeaNjkmnbni 11.5 61

119 wclbXLNmutationsNsuppressNcellularNsensitivityNtoNantimycinNvcNJournalfoffBiologicalfChemistryaN2004aN
glnaNgfjnbkj 5.4 61

118 vdvancesNinNtheNyevelopmentNofNShapeNSimilarityNMethodsNandNTheirNvpplicationNinNyrugNyiscoverycN
FrontiersfinfChemistryaN2018aNkaNhfj 5 56

117 OncogenebdependentNapoptosisNinNextractsNfromNdrugbresistantNcellscNGenesfandfDevelopmentaN1997
aNffaNfgkkblk 12.6 54

116 StructuresNofNtheNwfNdomainNofNproteinNLNfromNPeptostreptococcusNmagnusNwithNaNtyrosineNtoN
tryptophanNsubstitutioncNActafCrystallographicafSectionfD:fBiologicalfCrystallographyaN2001aNjlaNimebl 54

115 SinglebsiteNmutationsNinduceNhyNdomainNswappingNinNtheNwfNdomainNofNproteinNLNfromN
PeptostreptococcusNmagnuscNStructureaN2001aNnaNfeflbgl 5.2 50

114 TheNzffectNofN–mllLNandNTmlmvNMutationsNonNvndrogenNReceptorNResponseNtoNznzalutamidecN
MolecularfCancerfTherapeuticsaN2016aNfjaNflegbfg 6.1 48

113 vdvancesNinNtheNdevelopmentNofNSUMONspecificNproteaseNVSzNPWNinhibitorscNComputationalfandf
StructuralfBiotechnologyfJournalaN2015aNfhaNgeibff 6.8 42

112 IdentificationNofNfagajboxadiazolesNasNaNnewNclassNofNSzNPgNinhibitorsNusingNstructureNbasedNvirtualN
screeningcNJournalfoffChemicalfInformationfandfModelingaN2014aNjiaNmlebme 6.1 40

111
PostbtranslationalNmodificationNofNtheNNbterminalNβisNtagNinterferesNwithNtheNcrystallizationNofNtheN
wildbtypeNandNmutantNSβhNdomainsNfromNchickenNsrcNtyrosineNkinasecNActafCrystallographicafSectionf
D:fBiologicalfCrystallographyaN2001aNjlaNljnbkg

39

110 SynthesisaNcholinesteraseNinhibitionNandNmolecularNmodellingNstudiesNofNcoumarinNlinkedNthioureaN
derivativescNBioorganicfChemistryaN2015aNkhaNjmbkh 5.1 38

109 IdentificationNofNsumoylationNactivatingNenzymeNfNinhibitorsNbyNstructurebbasedNvirtualNscreeningcN
JournalfoffChemicalfInformationfandfModelingaN2013aNjhaNmenbge 6.1 37

(2013-1990)
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108 vNprobabilisticNfragmentbbasedNproteinNstructureNpredictionNalgorithmcNPLoSfONEaN2012aNlaNehmlnn 3.7 36

107 InvestigationNonNtheNeffectNofNkeyNwaterNmoleculesNonNdockingNperformanceNinNxSvRdockNexercisecN
JournalfoffChemicalfInformationfandfModelingaN2013aNjhaNfmmebng 6.1 35

106 SQUvSβNbNcombiningNconstraintsNforNmacromolecularNphaseNrefinementNandNextensioncNActaf
CrystallographicafSectionfD:fBiologicalfCrystallographyaN1993aNinaNgfhbgg 34

105 wiomineralizationNofNaNxadmiumNxhlorideNNanocrystalNbyNaNyesignedNSymmetricalNProteincN
AngewandtefChemiefvfInternationalfEditionaN2015aNjiaNnmjlbke 16.4 31

104 ProteinNinterfaceNpharmacophoreNmappingNtoolsNforNsmallNmoleculeNproteinoNproteinNinteractionN
inhibitorNdiscoverycNCurrentfTopicsfinfMedicinalfChemistryaN2013aNfhaNnmnbfeef 3 30

103 IdentificationNofNnewNSUMONactivatingNenzymeNfNinhibitorsNusingNvirtualNscreeningNandNscaffoldN
hoppingcNBioorganicfandfMedicinalfChemistryfLettersaN2016aNgkaNfgfmbgh 2.9 27

102 xomputationalNdesignNofNsymmetricalNeightbbladedN˛†bpropellerNproteinscNIUCrJaN2019aNkaNikbjj 4.7 25

101 TheNdiscoveryNofNnovelNhumanNandrogenNreceptorNantagonistNchemotypesNusingNaNcombinedN
pharmacophoreNscreeningNprocedurecNChemMedChemaN2013aNmaNkiibjf 3.7 23

100 xomputationalNdesignNofNaNsymmetricalN˛†btrefoilNlectinNwithNcancerNcellNbindingNactivitycNScientificf
ReportsaN2017aNlaNjnih 4.9 23

99 vpplicationNofNShapeNSimilarityNinNPoseNSelectionNandNVirtualNScreeningNinNxSvRdockgefiNzxercisecN
JournalfoffChemicalfInformationfandfModelingaN2016aNjkaNnkjblh 6.1 22

98 PharmacophoreNmodelingoNadvancesaNlimitationsaNandNcurrentNutilityNinNdrugNdiscoverycNJournalfoff
ReceptorufLigandfandfChannelfResearchaN2014aNmf 22

97 xombiningNinNsilicoNandNinNcerebroNapproachesNforNvirtualNscreeningNandNposeNpredictionNinNSvMPLicN
JournalfoffComputervAidedfMolecularfDesignaN2014aNgmaNhkhblh 4.2 22

96 yurandaloNfastNexactNclusteringNofNproteinNdecoyscNJournalfoffComputationalfChemistryaN2012aNhhaNilfbi 3.5 20

95 zfficientNsamplingNinNfragmentbbasedNproteinNstructureNpredictionNusingNanNestimationNofN
distributionNalgorithmcNPLoSfONEaN2013aNmaNekmnji 3.7 20

94 zntropybacceleratedNexactNclusteringNofNproteinNdecoyscNBioinformaticsaN2011aNglaNnhnbij 7.2 20

93 vNrotationbtranslationNinvariantNmolecularNdescriptorNofNpartialNchargesNandNitsNuseNinNligandbbasedN
virtualNscreeningcNJournalfoffCheminformaticsaN2014aNkaNgh 8.6 19

92 PharmacophoreNmodellingNasNaNvirtualNscreeningNtoolNforNtheNdiscoveryNofNsmallNmoleculeN
proteinbproteinNinteractionNinhibitorscNCurrentfPharmaceuticalfDesignaN2012aNfmaNijmkbnm 3.3 19

91 vNNovelNScaffoldNforNyevelopingNSpecificNorNwroadbSpectrumNxhitinaseNInhibitorscNJournalfoff
ChemicalfInformationfandfModelingaN2016aNjkaNgifhbgige 6.1 18
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90 zxhjnoNvN–irstbinbxlassNSmallbMoleculeNInhibitorNforNTargetingNOncogenicNLI–RNSignalingNinN
TriplebNegativeNwreastNxancercNMolecularfCancerfTherapeuticsaN2019aNfmaNfhifbfhji 6.1 17

89 IdentificationNofNquinazolinyloxyNbiarylNureaNasNaNnewNclassNofNSUMONactivatingNenzymeNfNinhibitorscN
BioorganicfandfMedicinalfChemistryfLettersaN2013aNghaNjfijbn 2.9 16

88 vNSeriesNofNxompoundsNwearingNaNyipyridobPyrimidineNScaffoldNvctingNasNNovelNβumanNandNInsectN
PestNxhitinaseNInhibitorscNJournalfoffMedicinalfChemistryaN2020aNkhaNnmlbfeef 8.3 16

87 yiscoveryNofN–ungalNyenitrificationNInhibitorsNbyNTargetingNxopperNNitriteNReductaseNfromN–usariumN
oxysporumcNJournalfoffChemicalfInformationfandfModelingaN2017aNjlaNgehbgfh 6.1 15

86 vNcrossNdockingNpipelineNforNimprovingNposeNpredictionNandNvirtualNscreeningNperformancecNJournalf
offComputervAidedfMolecularfDesignaN2018aNhgaNfkhbflh 4.2 15

85 walancingNexplorationNandNexploitationNinNpopulationbbasedNsamplingNimprovesNfragmentbbasedNdeN
novoNproteinNstructureNpredictioncNProteins:fStructureufFunctionfandfBioinformaticsaN2017aNmjaNmjgbmjm 4.2 14

84 vNfragmentationNandNreassemblyNmethodNforNabNinitioNphasingcNActafCrystallographicafSectionfD:f
BiologicalfCrystallographyaN2015aNlfaNheibfg 14

83 zlectrostaticNsimilaritiesNbetweenNproteinNandNsmallNmoleculeNligandsNfacilitateNtheNdesignNofN
proteinbproteinNinteractionNinhibitorscNPLoSfONEaN2013aNmaNeljlkg 3.7 14

82 xloningaNcrystallizationNandNpreliminaryNcharacterizationNofNaNbetabcarbonicNanhydraseNfromN
zscherichiaNcolicNActafCrystallographicafSectionfD:fBiologicalfCrystallographyaN2000aNjkaNfflkbn 14

81 βumanNxhitinasesoNStructureaN–unctionaNandNInhibitorNyiscoverycNAdvancesfinfExperimentalfMedicinef
andfBiologyaN2019aNffigaNggfbgjf 3.6 13

80 xomputationalNfragmentbbasedNscreeningNusingNRosettaLigandoNtheNSvMPLhNchallengecNJournalfoff
ComputervAidedfMolecularfDesignaN2012aNgkaNkehbfk 4.2 13

79 vcceleratingNabNinitioNphasingNwithNdeNnovoNmodelscNActafCrystallographicafSectionfD:fBiologicalf
CrystallographyaN2011aNklaNmeibfg 13

78 vNposeNpredictionNapproachNbasedNonNligandNhyNshapeNsimilaritycNJournalfoffComputervAidedf
MolecularfDesignaN2016aNheaNijlbkn 4.2 13

77 QualityNvssessmentNofNPredictedNProteinNModelsNUsingNznergiesNxalculatedNbyNtheN–ragmentN
MolecularNOrbitalNMethodcNMolecularfInformaticsaN2015aNhiaNnlbfei 3.8 12

76 MutationNandNmodelingNanalysisNofNtheNSaccharomycesNcerevisiaeNSwikNankyrinNrepeatscNBiochemistry
aN1998aNhlaNiihlbje 3.2 12

75 IdentificationNofNsumoylationNinhibitorsNtargetingNaNpredictedNpocketNinNUbcncNJournalfoffChemicalf
InformationfandfModelingaN2014aNjiaNglmibnh 6.1 11

74 αlubfemNisNessentialNforNsubunitNassemblyNandNdimerNstabilityNofNybphosphoglycerateNdehydrogenaseN
fromNzntamoebaNhistolyticacNMolecularfandfBiochemicalfParasitologyaN2012aNfmfaNfflbgi 1.9 11

73 zvolutionbInspiredNxomputationalNyesignNofNSymmetricNProteinscNMethodsfinfMolecularfBiologyaN
2017aNfjgnaNhenbhgg 1.4 10

(2017-2019)
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72 ProspectiveNevaluationNofNshapeNsimilarityNbasedNposeNpredictionNmethodNinNyhRNαrandNxhallengeN
gefjcNJournalfoffComputervAidedfMolecularfDesignaN2016aNheaNkmjbknh 4.2 10

71 ImprovingNfragmentNqualityNforNdeNnovoNstructureNpredictioncNProteins:fStructureufFunctionfandf
BioinformaticsaN2014aNmgaNggiebjg 4.2 9

70 vNvariantNinNhumanNvIOLOSNimpairsNadaptiveNimmunityNbyNinterferingNwithNIKvROScNNaturef
ImmunologyaN2021aNggaNmnhbneh 19.1 9

69 vnNintegratedNfragmentNbasedNscreeningNapproachNforNtheNdiscoveryNofNsmallNmoleculeNmodulatorsN
ofNtheNVW–bαPIb˛–NinteractioncNChemicalfCommunicationsaN2012aNimaNffhinbjf 5.8 8

68 RoleNofNconservedNactiveNsiteNtryptophanbfefNinNfunctionalNactivityNandNstabilityNofNphosphoserineN
aminotransferaseNfromNanNentericNhumanNparasitecNAminofAcidsaN2012aNihaNimhbnf 3.5 8

67 TheNtwobdimensionalNhistogramNasNaNconstraintNforNproteinNphaseNimprovementcNActaf
CrystallographicafSectionfD:fBiologicalfCrystallographyaN1998aNjiaNfghebii 8

66 βumanNglutaminylNcyclaseoNStructureaNfunctionaNinhibitorsNandNinvolvementNinNvlzheimerUsNdiseasecN
PharmacologicalfResearchaN2019aNfilaNfeihig 10.2 7

65 IdentificationNofNsmallNpeptidesNinhibitingNtheNintegrasebLzyα–dpljNinteractionNthroughNtargetingN
theNcellularNcobfactorcNJournalfoffPeptidefScienceaN2013aNfnaNkjfbm 2.1 7

64
vssayNmethodsNforNsmallNubiquitinblikeNmodifierNVSUMOWbSUMObinteractingNmotifNVSIMWNinteractionsN
inNvivoNandNinNvitroNusingNaNsplitbluciferaseNcomplementationNsystemcNAnalyticalfBiochemistryaN2014aN
iimaNngbi

3.1 7

63 vNtwobdimensionalNhistogrambmatchingNmethodNforNproteinNphaseNrefinementNandNextensioncNActaf
CrystallographicafSectionfD:fBiologicalfCrystallographyaN1999aNjjaNfmnhbnee 7

62 zvolutionaryNandNcodonNusageNpreferenceNinsightsNintoNspikeNglycoproteinNofNSvRSbxoVbgcNBriefingsf
infBioinformaticsaN2021aNggaNfeekbfegg 13.4 7

61 UnderstandingNtheNvssemblyNofNanNvrtificialNProteinNNanotubecNAdvancedfMaterialsfInterfacesaN2016aN
haNfkeemik 4.6 6

60 ShapeNsimilarityNguidedNposeNpredictionoNlessonsNfromNyhRNαrandNxhallengeNhcNJournalfoff
ComputervAidedfMolecularfDesignaN2019aNhhaNilbjn 4.2 6

59 yiscoveryNofNsmallNmoleculeNinhibitorsNtargetingNtheNSUMOâ��SIMNinteractionNusingNaNproteinN
interfaceNconsensusNapproachcNMedChemCommaN2014aNjaNlmhblmk 5 6

58 IdentificationNandNstructurebactivityNrelationshipNofNpurineNderivativesNasNnovelNMTβfNinhibitorscN
ChemicalfBiologyfandfDrugfDesignaN2017aNmnaNmkgbmkn 2.9 6

57 zrrorbestimationbguidedNrebuildingNofNdeNnovoNmodelsNincreasesNtheNsuccessNrateNofNabNinitioN
phasingcNActafCrystallographicafSectionfD:fBiologicalfCrystallographyaN2012aNkmaNfjggbhi 6

56 PvRoNaNPvRallelNandNdistributedNjobNcrushercNBioinformaticsaN2010aNgkaNgnfmbn 7.2 6

55 ScaffoldbwasedNyrugNyiscoveryN2007aNfgnbfjh 6
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54 βighNThroughputNyesigningNandNMutationalNMappingNofNRwybvxzgNInterfaceNαuideN
NonbxonventionalNTherapeuticNStrategiesNforNxOVIybfn 6

53 xrystalNStructureNandNStructurebwasedNyiscoveryNofNInhibitorsNofNtheNNematodeNxhitinaseNxhtfcN
JournalfoffAgriculturalfandfFoodfChemistryaN2021aNknaNhjfnbhjgk 5.7 6

52 LeanbyockingoNzxploitingNLigandsUNPredictedNyockingNScoresNtoNvccelerateNMolecularNyockingcN
JournalfoffChemicalfInformationfandfModelingaN2021aNkfaNghifbghjg 6.1 6

51 vNNovelNTherapeuticNPeptideNwlocksNSvRSbxoVbgNSpikeNProteinNwindingNwithNβostNxellNvxzgN
ReceptorcNDrugsfinfRfandfDaN2021aNgfaNglhbgmh 3.4 6

50 vNproteinNsequenceNfitnessNfunctionNforNidentifyingNnaturalNandNnonnaturalNproteinscNProteins:f
StructureufFunctionfandfBioinformaticsaN2020aNmmaNfglfbfgmi 4.2 5

49 NovelNproteinbproteinNinteractionsNbetweenNzntamoebaNhistolyticadbphosphoglycerateN
dehydrogenaseNandNphosphoserineNaminotransferasecNBiochimieaN2012aNniaNfklkbmk 4.6 5

48 vctinNRgjkNMonobmethylationNIsNaNxonservedNPostbtranslationalNModificationNInvolvedNinN
TranscriptioncNCellfReportsaN2020aNhgaNfemflg 10.6 4

47 zxhheaNaNsmallbmoleculeNcompoundaNisNaNpotentialNnovelNinhibitorNofNLI–NsignalingcNJournalfoff
MolecularfCellfBiologyaN2020aNfgaNillbime 6.3 4

46 xomputationalNInvestigationNofNSzNPoSUMONProteinbProteinNInteractionNforNStructureNwasedNyrugN
yesigncNMolecularfInformaticsaN2013aNhgaNgklbme 3.8 4

45 xyxgjvbinhibitoryNRzNderivativesNbindNtoNpocketNadjacentNtoNtheNcatalyticNsitecNMolecularfBioSystems
aN2013aNnaNfegkbhi 4

44
xrystallizationNandNpreliminaryNXbrayNdiffractionNstudiesNofNmutantsNofNwfNIgαbbindingNdomainNofN
proteinNLNfromNPeptostreptococcusNmagnuscNActafCrystallographicafSectionfD:fBiologicalf
CrystallographyaN2000aNjkaNjekbm

4

43 SolidbstateNphaseNtransitionNinNtheNcrystalNstructureNofNribuloseNfajbbisphosphateN
carboxylasedoxygenasecNActafCrystallographicafSectionfD:fBiologicalfCrystallographyaN1994aNjeaNgjmbkg 4

42 PiperidinebibcarboxamideNasNaNnewNscaffoldNforNdesigningNsecretoryNglutaminylNcyclaseNinhibitorscN
InternationalfJournalfoffBiologicalfMacromoleculesaN2021aNfleaNifjbigh 7.9 4

41 MechanisticNinsightsNintoNtheNlossbofbfunctionNmechanismsNofNrareNhumanNybaminoNacidNoxidaseN
variantsNimplicatedNinNamyotrophicNlateralNsclerosiscNScientificfReportsaN2020aNfeaNflfik 4.9 4

40
xomprehensiveNIntrinsicNyisorderNvnalysisNofNkfemNViralNProteomesoN–romNtheNzxtentNofNIntrinsicN
yisorderNPenetranceNtoN–unctionalNvnnotationNofNyisorderedNViralNProteinscNJournalfoffProteomef
ResearchaN2021aNgeaNgleibglfh

5.6 4

39 vNstructuralNhomologyNapproachNforNcomputationalNproteinNdesignNwithNflexibleNbackbonecN
BioinformaticsaN2019aNhjaNgifmbgigk 7.2 4

38 SevenNvminoNvcidNTypesNSufficeNtoNxreateNtheNxoreN–oldNofNRNvNPolymerasecNJournalfoffthef
AmericanfChemicalfSocietyaN2021aNfihaNfjnnmbfkeek 16.4 4

37 zvolutionaryNSignaturesNαoverningNtheNxodonNUsageNwiasNinNxoronavirusesNandNTheirNImplicationsN
forNVirusesNInfectingNVariousNwatNSpeciescNVirusesaN2021aNfhaN 6.2 4

(2021-)
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36
NeuroprotectiveNderivativesNofNtacrineNthatNtargetNNMyvNreceptorNandNacetylNcholinesteraseNbN
yesignaNsynthesisNandNbiologicalNevaluationcNComputationalfandfStructuralfBiotechnologyfJournalaN
2021aNfnaNijflbijhl

6.8 4

35 xhemoinformaticsNandNstructuralNbioinformaticsNinNOxamlcNJournalfoffCheminformaticsaN2019aNffaNfe 8.6 3

34 vNαlutamineNSwitchNMechanismNforNNucleotideNSelectivityNbyNPhosphodiesterasescNMolecularfCellaN
2004aNfjaNkjn 17.6 3

33 InbSilicoNyesignNofNaNNovelNTridecapeptideNTargetingNSpikeNProteinNofNSvRSbxoVbgNVariantsNofN
xoncernccNInternationalfJournalfoffPeptidefResearchfandfTherapeuticsaN2022aNgmaNgm 2.1 3

32 TargetingNLI–dLI–RNsignalingNinNcancercNGenesfandfDiseasesaN2021aN 6.6 3

31 InsightsNintoNtheNevolutionaryNforcesNthatNshapeNtheNcodonNusageNinNtheNviralNgenomeNsegmentsN
encodingNintrinsicallyNdisorderedNproteinNregionscNBriefingsfinfBioinformaticsaN2021aNggaN 13.4 3

30 xrystalNStructureNofNPhosphodiesteraseN–amiliesNandNtheNPotentialNforNRationalNyrugNyesignN2006aN 2

29 –raggeroNaNproteinNfragmentNpickerNforNstructuralNqueriescNFzyyyResearchaN2017aNkaNflgg 3.6 2

28
xhemicalNsimilarityNassistedNsearchNforNacetylcholinesteraseNinhibitorsoNMolecularNmodelingNandN
evaluationNofNtheirNneuroprotectiveNpropertiescNInternationalfJournalfoffBiologicalfMacromoleculesaN
2021aNfliaNikkbilk

7.9 2

27 TheNsymmetricNdesignerNproteinNPizzaNasNaNscaffoldNforNmetalNcoordinationcNProteins:fStructureuf
FunctionfandfBioinformaticsaN2021aNmnaNnij 4.2 2

26
vNlossbofbfunctionNvariantNinNSUVhnβgNidentifiedNinNautismbspectrumNdisorderNcausesNalteredNβhKnN
trimethylationNandNdysregulationNofNprotocadherinN˛†bclusterNgenesNinNtheNdevelopingNbraincN
MolecularfPsychiatryaN2021aN

15.1 2

25 xryobzMNstructureNofNtheNhumanNzLMOfbyOxKjbRacfNcomplexcNSciencefAdvancesaN2021aNlaN 14.3 2

24 StructurebbasedNvirtualNscreeningNofNhighlyNpotentNinhibitorsNofNtheNnematodeNchitinaseNxhtfcN
JournalfoffEnzymefInhibitionfandfMedicinalfChemistryaN2021aNhkaNffnmbfgei 5.6 2

23 IdentificationNofNNovelNxathepsinNwNInhibitorsNwithNImplicationsNinNvlzheimerUsNyiseaseoN
xomputationalNRefiningNandNwiochemicalNzvaluationcNCellsaN2021aNfeaN 7.9 2

22 TIRvPbmediatedNactivationNofNphmNMvPKNinNinflammatoryNsignalingccNScientificfReportsaN2022aNfgaNjkef 4.9 2

21 ImprovingNligandNhyNshapeNsimilaritybbasedNposeNpredictionNwithNaNcontinuumNsolventNmodelcN
JournalfoffComputervAidedfMolecularfDesignaN2019aNhhaNfeijbfejj 4.2 1

20 PopulationbwasedNSamplingNandN–ragmentbwasedNyeNNovoNProteinNStructureNPredictionN2019aNlliblmi 1

19 xharacterizationNofNpβbinducedNtransitionsNofNzntamoebaNhistolyticaNybphosphoglycerateN
dehydrogenasecNInternationalfJournalfoffBiologicalfMacromoleculesaN2015aNlnaNgmibn 7.9 1
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18 TheNcrystalNandNsolutionNstructureNofNYdizNfromNzscherichiaNcolicNActafCrystallographicafSectionfFuf
StructuralfBiologyfCommunicationsaN2015aNlfaNnfnbgi 1.1 1

17 vmbiguitiesNinNabNinitioNphasingcNScienceaN1993aNgjnaNfllfbg 33.3 1

16 MolecularNdynamicsNsimulationsoNPrinciplesaNmethodsaNandNapplicationsNinNproteinNconformationalN
dynamicsN2022aNihnbiji 1

15 –raggeroNaNproteinNfragmentNpickerNforNstructuralNqueriescNFzyyyResearchaN2017aNkaNflgg 3.6 1

14 vTPlvNxlinicalNαeneticsNResourceNbNvNcomprehensiveNclinicallyNannotatedNdatabaseNandNresourceNforN
geneticNvariantsNinNvTPlvNgenecNComputationalfandfStructuralfBiotechnologyfJournalaN2020aNfmaNghilbghjk6.8 1

13 IdentificationNofNaNSelectiveNRelvNInhibitorNwasedNonNySzb–RzTNScreeningNMethodscNInternationalf
JournalfoffMolecularfSciencesaN2020aNgfaN 6.3 1

12 vNmultidimensionalNcomputationalNexplorationNofNcongenitalNmyasthenicNsyndromeNcausingN
mutationsNinNhumanNcholineNacetyltransferasecNJournalfoffCellularfBiochemistryaN2021aNfggaNlmlbmee 4.7 1

11
UnderstandingNtheNmolecularNinteractionsNofNinhibitorsNagainstNwlafNbetablactamaseNtowardsN
unravelingNtheNmechanismNofNantimicrobialNresistancecNInternationalfJournalfoffBiologicalf
MacromoleculesaN2021aNfllaNhhlbhje

7.9 1

10 SevenNaminoNacidNtypesNsufficeNtoNreconstructNtheNcoreNfoldNofNRNvNpolymerase 1

9 vnNintegratedNcomputationalNpipelineNforNdesigningNhighbaffinityNnanobodiesNwithNexpandedN
geneticNcodescNBriefingsfinfBioinformaticsaN2021aNggaN 13.4 1

8 Pro–it–unoNvNProteinNTertiaryNStructureN–itnessN–unctionNforNQuantifyingNtheNvccuraciesNofNModelN
StructurescNBioinformaticsaN2021aN 7.2 1

7 vNnovelNstructurebbasedNapproachNforNidentificationNofNvertebrateNsusceptibilityNtoNSvRSbxoVbgoN
ImplicationsNforNfutureNsurveillanceNprogrammesccNEnvironmentalfResearchaN2022aNffhheh 7.9 1

6 xrystalNstructureNofNhumanNacetylcholinesteraseNinNcomplexNwithNtacrineoNImplicationsNforNdrugN
discoveryccNInternationalfJournalfoffBiologicalfMacromoleculesaN2022aNgfeaNflgbfmf 7.9 1

5 zxhfhbaNtissueNselectiveNSPRMNreducesNtheNgrowthNandNproliferationNofNuterineNfibroidsNinNaNhumanN
uterineNfibroidNtissueNxenograftNmodelcNScientificfReportsaN2019aNnaNflgln 4.9 0

4
TumorNyerivedNzxtracellularNVesiclesNyriveNTNxellNzxhaustionNinNTumorNMicroenvironmentNthroughN
SphingosineNMediatedNSignalingNandNImpactingNImmunotherapyNOutcomesNinNOvarianNxancerccN
AdvancedfScienceaN2022aNegfeiijg

13.6 0

3 wiomineralizationNofNaNxadmiumNxhlorideNNanocrystalNbyNaNyesignedNSymmetricalNProteincN
AngewandtefChemieaN2015aNfglaNnnnjbnnnm 3.6

2 MultidimensionalNhistogramsNforNdensityNmodificationcNMethodsfinfEnzymologyaN2003aNhliaNfmmbgeh 1.7

1 IdentificationNofNfagaibTriazolylthioethanoneNScaffoldNforNtheNyesignNofNNewNvcetylcholinesteraseN
InhibitorscNMolecularfInformaticsaN2021aNieaNegfeeege 3.8

(2021-2015)
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