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l Paper IF Citations

56 OceanNplanktoneNStructureNandNfunctionNofNtheNglobalNoceanNmicrobiomeeNSciencecN2015cNklpcNhinhkmr 33.3 1261

55 FastNGenomedWideNFunctionalNznnotationNthroughNOrthologyNzssignmentNbyNeggNOGdMappereN
MolecularrBiologyrandrEvolutioncN2017cNklcNihhmdihii 8.3 966

54 StructureNandNfunctionNofNtheNglobalNtopsoilNmicrobiomeeNNaturecN2018cNmngcNikkdiko 50.4 654

53 zNcommunityNeffortNtoNassessNandNimproveNdrugNsensitivityNpredictionNalgorithmseNNaturer
BiotechnologycN2014cNkicNhigidhi 44.5 447

52 PlanktonNnetworksNdrivingNcarbonNexportNinNtheNoligotrophicNoceaneNNaturecN2016cNmkicNlnmdlog 50.4 392

51 TowardsNstandardsNforNhumanNfecalNsampleNprocessingNinNmetagenomicNstudieseNNaturer
BiotechnologycN2017cNkmcNhgnrdhgon 44.5 355

50 MetadanalysisNofNfecalNmetagenomesNrevealsNglobalNmicrobialNsignaturesNthatNareNspecificNforN
colorectalNcancereNNaturerMedicinecN2019cNimcNnordnpr 50.5 353

49 MetagenomicNspeciesNprofilingNusingNuniversalNphylogeneticNmarkerNgeneseNNaturerMethodscN2013cN
hgcNhhrndr 21.6 340

48 FunctionalNimplicationsNofNmicrobialNandNviralNgutNmetagenomeNchangesNinNearlyNstageNLdDOPzdnaˆflveN
ParkinsonUsNdiseaseNpatientseNGenomerMedicinecN2017cNrcNkr 14.4 274

47 RecoveryNofNgutNmicrobiotaNofNhealthyNadultsNfollowingNantibioticNexposureeNNaturerMicrobiologycN
2018cNkcNhimmdhinm 26.6 246

46 HostdcellNsensorsNforNPlasmodiumNactivateNinnateNimmunityNagainstNliverdstageNinfectioneNNaturer
MedicinecN2014cNigcNlodmk 50.5 186

45 zNcommunityNcomputationalNchallengeNtoNpredictNtheNactivityNofNpairsNofNcompoundseNNaturer
BiotechnologycN2014cNkicNhihkdii 44.5 184

44 ExtensiveNtransmissionNofNmicrobesNalongNtheNgastrointestinalNtracteNELifecN2019cNpcN 8.9 158

43 SelectiveNmaternalNseedingNandNenvironmentNshapeNtheNhumanNgutNmicrobiomeeNGenomerResearchcN
2018cNipcNmnhdmnp 9.7 148

42 MicrobialNabundancecNactivityNandNpopulationNgenomicNprofilingNwithNmOTUsieNNaturer
CommunicationscN2019cNhgcNhghl 17.4 134

41 SimilarityNofNtheNdogNandNhumanNgutNmicrobiomesNinNgeneNcontentNandNresponseNtoNdieteNMicrobiome
cN2018cNncNoi 16.6 117

40 MOïzTisNaNmetagenomicNassemblycNannotationNandNprofilingNframeworkeNBioinformaticscN2016cNkicNimigdk7.2 117
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39 GeneNExpressionNïhangesNandNïommunityNTurnoverNDifferentiallyNShapeNtheNGlobalNOceanN
MetatranscriptomeeNCellcN2019cNhorcNhgnpdhgpkeeih 56.2 113

38 GlobalNTrendsNinNMarineNPlanktonNDiversityNacrossNKingdomsNofNLifeeNCellcN2019cNhorcNhgpldhgroeeih 56.2 108

37 StatinNtherapyNisNassociatedNwithNlowerNprevalenceNofNgutNmicrobiotaNdysbiosiseNNaturecN2020cNmphcNkhgdkhm50.4 100

36 NUïLEzRNSEGMENTzTIONNINNMIïROSïOPENïELLNIMzGESsNzNHzNDdSEGMENTEDNDzTzSETNzNDN
ïOMPzRISONNOFNzLGORITHMSN2009cNmhrkgrpcNmhpdmih 1.5 97

35 zutomatedNimageNanalysisNforNhighdcontentNscreeningNandNanalysiseNJournalrofrBiomolecularr
ScreeningcN2010cNhmcNoindkl 85

34 SubspeciesNinNtheNglobalNhumanNgutNmicrobiomeeNMolecularrSystemsrBiologycN2017cNhkcNrng 12.2 69

33 metaSNVsNzNtoolNforNmetagenomicNstrainNlevelNanalysiseNPLoSrONEcN2017cNhicNeghpikri 3.7 64

32 MetagenomicNinsightsNintoNtheNhumanNgutNresistomeNandNtheNforcesNthatNshapeNiteNBioEssayscN2014cN
kncNkhndir 4.1 57

31 DeterminingNtheNsubcellularNlocationNofNnewNproteinsNfromNmicroscopeNimagesNusingNlocalNfeatureseN
BioinformaticscN2013cNircNiklkdr 7.2 44

30 ïommunitydLevelNResponsesNtoNIronNzvailabilityNinNOpenNOceanNPlanktonNEcosystemseNGlobalr
BiogeochemicalrCyclescN2019cNkkcNkrhdlhr 5.9 42

29 QuantifyingNtheNdistributionNofNprobesNbetweenNsubcellularNlocationsNusingNunsupervisedNpatternN
unmixingeNBioinformaticscN2010cNincNiodhi 7.2 35

28 DisentanglingNtheNimpactNofNenvironmentalNandNphylogeneticNconstraintsNonNprokaryoticN
withindspeciesNdiversityeNISMErJournalcN2020cNhlcNhilodhimr 11.9 23

27 proGenomesisNanNimprovedNdatabaseNforNaccurateNandNconsistentNhabitatcNtaxonomicNandNfunctionalN
annotationsNofNprokaryoticNgenomeseNNucleicrAcidsrResearchcN2020cNlpcNDnihdDnim 20.1 21

26 TrypanosomaNbruceiNhistoneNHhNinhibitsNRNzNpolymeraseNINtranscriptionNandNisNimportantNforN
parasiteNfitnessNinNvivoeNMolecularrMicrobiologycN2014cNrkcNnlmdnk 4.1 21

25 QuantitativeNkDdimagingNforNcellNbiologyNandNecologyNofNenvironmentalNmicrobialNeukaryoteseNELifecN
2017cNncN 8.9 20

24 StructuredNLiteratureNImageNFindersNExtractingNInformationNfromNTextNandNImagesNinNBiomedicalN
LiteratureeNLecturerNotesrinrComputerrSciencecN2010cNikdki 0.9 19

23 GUNïsNdetectionNofNchimerismNandNcontaminationNinNprokaryoticNgenomeseNGenomerBiologycN2021cN
iicNhop 18.3 16

22 NGdmetadprofilersNfastNprocessingNofNmetagenomesNusingNNGLesscNaNdomaindspecificNlanguageeN
MicrobiomecN2019cNocNpl 16.6 15
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21 JugsNSoftwareNforNParallelNReproducibleNïomputationNinNPythoneNJournalrofrOpenrResearchrSoftwarecN
2017cNmcN 2.3 14

20 zutomaticNdeterminationNofNNETNVneutrophilNextracellularNtrapsWNcoverageNinNfluorescentN
microscopyNimageseNBioinformaticscN2015cNkhcNiknldog 7.2 13

19 GeneNexpressionNchangesNinNtheNsalivaryNglandsNofNznophelesNcoluzziiNelicitedNbyNPlasmodiumN
bergheiNinfectioneNParasitesrandrVectorscN2015cNpcNlpm 4 13

18 StructuredNLiteratureNImageNFindersNParsingNTextNandNFiguresNinNBiomedicalNLiteratureeNWebr
SemanticscN2010cNpcNhmhdhml 2.9 12

17 ïombinatorialcNadditiveNandNdoseddependentNdrugdmicrobiomeNassociationseNNaturecN2021cN 50.4 11

16 MetagenomicNassessmentNofNtheNglobalNdiversityNandNdistributionNofNbacteriaNandNfungieN
EnvironmentalrMicrobiologycN2021cNikcNkhndkin 5.2 9

15 TowardsNtheNbiogeographyNofNprokaryoticNgeneseeNNaturecN2021cN 50.4 8

14 MacrelsNantimicrobialNpeptideNscreeningNinNgenomesNandNmetagenomeseNPeerJcN2020cNpcNehgmmm 3.1 8

13 PrinciplesNofNBioimageNInformaticssNFocusNonNMachineNLearningNofNïellNPatternseNLecturerNotesrinr
ComputerrSciencecN2010cNpdhp 0.9 6

12 eNProceedingsrInternationalrConferenceronrImagerProcessingcN2007cN 1.6 6

11 ImpairmentNofNgutNmicrobialNbiotinNmetabolismNandNhostNbiotinNstatusNinNsevereNobesitysNeffectNofN
biotinNandNprebioticNsupplementationNonNimprovedNmetabolismeeNGutcN2022cN 19.2 5

10 MicrobiomeNandNmetabolomeNfeaturesNofNtheNcardiometabolicNdiseaseNspectrumeeNNaturerMedicinecN
2022cN 50.5 4

9 zNdeepNsiameseNneuralNnetworkNimprovesNmetagenomedassembledNgenomesNinNmicrobiomeN
datasetsNacrossNdifferentNenvironmentseeNNaturerCommunicationscN2022cNhkcNikin 17.4 4

8
ïellNcycleNdependenceNofNproteinNsubcellularNlocationNinferredNfromNstaticcNasynchronousNimageseN
AnnualrInternationalrConferencerofrtherIEEErEngineeringrinrMedicinerandrBiologyrSocietyrIEEEr
EngineeringrinrMedicinerandrBiologyrSocietyrAnnualrInternationalrConferencecN2009cNiggrcNhghndr

0.9 3

7 GUNïsNDetectionNofNïhimerismNandNïontaminationNinNProkaryoticNGenomes 3

6 IdentifyingNSubcellularNLocationsNfromNImagesNofNUnknownNResolutioneNCommunicationsrinrComputerr
andrInformationrSciencecN2008cNikmdili 0.3 1

5 StructuredNLiteratureNImageNFindersNParsingNTextNandNFiguresNinNBiomedicalNLiteratureeNSSRNr
ElectronicrJournalc 1 1

4 NGdmetadprofilersNfastNprocessingNofNmetagenomesNusingNNGLesscNaNdomaindspecificNlanguage 1
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3 metaMIïsNreferencedfreeNMisassemblyNIdentificationNandNïorrectionNofNdeNnovoNmetagenomicNassemblies 1

2 SemiBinsNIncorporatingNinformationNfromNreferenceNgenomesNwithNsemidsupervisedNdeepNlearningN
leadsNtoNbetterNmetagenomicNassembledNgenomesNVMzGsW 1

1 VoicesNofNtheNnewNgenerationsNscienceNinNaNstateNofNbenignNconfusioneNNaturerReviewsrMolecularrCellr
BiologycN2020cNihcNmng 48.7
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