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h Paper IF Citations

107
woJadverseJchildhoodJexperiencesJandJgeneticJobesityJriskJinteractJinJrelationJtoJbodyJmassJindexJ
inJyoungJadulthoodrJyindingsJfromJtheJNationalJLongitudinalJStudyJofJtdolescentJtoJtdultJ~ealthaaJ
PediatricmObesityVJ2022VJedekkh

4.6 1

106 SuperJinteractiveJpromotersJprovideJinsightJintoJcellJtypeWspecificJregulatoryJnetworksJinJbloodJ
lineageJcellJtypesaaJPLoSmGeneticsVJ2022VJdkVJedccllkg 6 0

105
LeveragingJTOPMedJimputationJserverJandJconstructingJaJcohortWspecificJimputationJreferenceJ
panelJtoJenhanceJgenotypeJimputationJamongJcysticJfibrosisJpatientsaaJHumanmGeneticsmandm
GenomicsmAdvancesVJ2022VJfVJdccclc

0.8

104 PlacentalJgenomicsJmediatesJgeneticJassociationsJwithJcomplexJhealthJtraitsJandJdiseaseaaJNaturem
CommunicationsVJ2022VJdfVJjci 17.4 0

103 yromJzWtSJvariantJtoJfunctionmJtJstudyJofJ~dgkVcccJvariantsJforJbloodJcellJtraitsaaJHumanmGeneticsm
andmGenomicsmAdvancesVJ2022VJfVJdcccif 0.8 1

102
 nnovativeJcomputationalJapproachesJshedJlightJonJgeneticJmechanismsJunderlyingJcognitiveJ
impairmentJamongJchildrenJbornJextremelyJpretermaaJJournalmofmNeurodevelopmentalmDisordersVJ
2022VJdgVJdi

4.6 0

101 T~UNwxRmJtJreferenceWfreeJdeconvolutionJmethodJtoJinferJcellJtypeJproportionsJfromJbulkJ~iWvJ
dataaaJPLoSmGeneticsVJ2022VJdkVJedcdcdce 6 0

100 vommonJvariantsJcontributeJtoJintrinsicJhumanJbrainJfunctionalJnetworksaaJNaturemGeneticsVJ2022VJ
hgVJhckWhdj 36.3 1

99 wNtJMethylationJ mputationJtcrossJPlatformsaaJMethodsminmMolecularmBiologyVJ2022VJegfeVJdfjWdhd 1.4

98 Snap~ivemJtJcomputationallyJefficientJloopJcallerJforJsingleJcellJ~iWvJdataaJComputationalmandm
StructuralmBiotechnologymJournalVJ2022VJecVJejjkWejkf 6.8 0

97 LargeWscaleJzWtSJrevealsJgeneticJarchitectureJofJbrainJwhiteJmatterJmicrostructureJandJgeneticJ
overlapJwithJcognitiveJandJmentalJhealthJtraitsJRnJpJdjVjciSaJMolecularmPsychiatryVJ2021VJeiVJflgfWflhh 15.1 35

96 SolubleJUrokinaseJPlasminogenJtctivatorJReceptormJzeneticJVariationJandJvardiovascularJwiseaseJ
RiskJinJulacksaJCirculationmGenomicmandmPrecisionmMedicineVJ2021VJv RvzxNdedccfged 5.2 1

95 vUxmJvpzJimpUtationJensembleJforJwNtJmethylationJlevelsJacrossJtheJhumanJmethylationghcJ
R~MghcSJandJxP vJR~MkhcSJueadvhipJplatformsaJEpigeneticsVJ2021VJdiVJkhdWkid 5.7 0

94 MOSTWtSmJMultiWOmicJStrategiesJforJTranscriptomeWWideJtssociationJStudiesaJPLoSmGeneticsVJ2021VJ
djVJedcclflk 6 9

93 MRLocusmJ dentifyingJcausalJgenesJmediatingJaJtraitJthroughJuayesianJestimationJofJallelicJ
heterogeneityaJPLoSmGeneticsVJ2021VJdjVJedcclghh 6 4

92 SingleJcellJdualWomicsJrevealsJtheJtranscriptomicJandJepigenomicJdiversityJofJcardiacJnonWmyocytesaJ
CardiovascularmResearchVJ2021VJ 9.9 5

91 iSMNNmJbatchJeffectJcorrectionJforJsingleWcellJRNtWseqJdataJviaJiterativeJsupervisedJmutualJnearestJ
neighborJrefinementaJBriefingsminmBioinformaticsVJ2021VJeeVJ 13.4 3
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90 WholeWgenomeJsequencingJassociationJanalysisJofJquantitativeJredJbloodJcellJphenotypesmJTheJ
N~Lu JTOPMedJprogramaJAmericanmJournalmofmHumanmGeneticsVJ2021VJdckVJkjgWklf 11 5

89 TranscriptomeWwideJassociationJanalysisJofJbrainJstructuresJyieldsJinsightsJintoJpleiotropyJwithJ
complexJneuropsychiatricJtraitsaJNaturemCommunicationsVJ2021VJdeVJekjk 17.4 2

88 MultiWethnicJgenomeWwideJassociationJanalysesJofJwhiteJbloodJcellJandJplateletJtraitsJinJtheJ
PopulationJtrchitectureJusingJzenomicsJandJxpidemiologyJRPtzxSJstudyaJBMCmGenomicsVJ2021VJeeVJgfe 4.5 0

87 vommonJgeneticJvariationJinfluencingJhumanJwhiteJmatterJmicrostructureaJScienceVJ2021VJfjeVJ 33.3 18

86 NeuronalJandJglialJfwJchromatinJarchitectureJinformsJtheJcellularJetiologyJofJbrainJdisordersaJ
NaturemCommunicationsVJ2021VJdeVJflik 17.4 2

85 SMNNmJbatchJeffectJcorrectionJforJsingleWcellJRNtWseqJdataJviaJsupervisedJmutualJnearestJneighborJ
detectionaJBriefingsminmBioinformaticsVJ2021VJeeVJ 13.4 8

84 TWOWS zMtmJtJnovelJtwoWcomponentJsingleJcellJmodelWbasedJassociationJmethodJforJsingleWcellJ
RNtWseqJdataaJGeneticmEpidemiologyVJ2021VJghVJdgeWdhf 2.6 2

83 SvwvmJbulkJgeneJexpressionJdeconvolutionJbyJmultipleJsingleWcellJRNtJsequencingJreferencesaJ
BriefingsminmBioinformaticsVJ2021VJeeVJgdiWgej 13.4 34

82 SuperJhotspotsJandJsuperJcoldspotsJinJtheJrepairJofJUVWinducedJwNtJdamageJinJtheJhumanJ
genomeaJJournalmofmBiologicalmChemistryVJ2021VJeliVJdcchkd 5.4 4

81 MachineJLearningJandJweepJLearningJinJzeneticsJandJzenomicsJ2021VJdifWdkd

80 y RxcallermJwetectingJfrequentlyJinteractingJregionsJfromJ~iWvJdataaJComputationalmandmStructuralm
BiotechnologymJournalVJ2021VJdlVJfhhWfie 6.8 13

79 ~ivWtvTmJimprovedJdetectionJofJchromatinJinteractionsJfromJ~iWvJdataJviaJaggregatedJvauchyJtestaJ
AmericanmJournalmofmHumanmGeneticsVJ2021VJdckVJehjWeik 11 3

78 Snap~ivmJaJcomputationalJpipelineJtoJidentifyJchromatinJloopsJfromJsingleWcellJ~iWvJdataaJNaturem
MethodsVJ2021VJdkVJdchiWdchl 21.6 4

77 tnalysesJofJbiomarkerJtraitsJinJdiverseJUβJbiobankJparticipantsJidentifyJassociationsJmissedJbyJ
xuropeanWcentricJanalysisJstrategiesaJJournalmofmHumanmGeneticsVJ2021VJ 4.3 6

76 ~ostJzeneticJRiskJyactorsJforJvhlamydiaJtrachomatisWRelatedJ nfertilityJinJWomenaJJournalmofm
InfectiousmDiseasesVJ2021VJeegVJSigWSjd 7 0

75 ~PRepmJQuantifyingJReproducibilityJinJ~ivh PJandJPLtvWSeqJwatasetsaJCurrentmIssuesminmMolecularm
BiologyVJ2021VJgfVJddhiWddjc 2.9 0

74 WholeWgenomeJsequencingJinJdiverseJsubjectsJidentifiesJgeneticJcorrelatesJofJleukocyteJtraitsmJTheJ
N~Lu JTOPMedJprogramaJAmericanmJournalmofmHumanmGeneticsVJ2021VJdckVJdkfiWdkhd 11 1

73 ParallelJcharacterizationJofJcisWregulatoryJelementsJforJmultipleJgenesJusingJvR SPRpathaJSciencem
AdvancesVJ2021VJjVJeabigfic 14.3 2

(2021-2021)

3



72 WholeJgenomeJsequenceJanalysisJofJplateletJtraitsJinJtheJN~Lu JtransWomicsJforJprecisionJmedicineJ
initiativeaJHumanmMolecularmGeneticsVJ2021VJ 5.6 2

71 tncestryWspecificJassociationsJidentifiedJinJgenomeWwideJcombinedWphenotypeJstudyJofJredJbloodJ
cellJtraitsJemphasizeJbenefitsJofJdiversityJinJgenomicsaJBMCmGenomicsVJ2020VJedVJeek 4.5 8

70
zenomeWWideJtssociationJofJβidneyJTraitsJinJ~ispanicsbLatinosJUsingJwenseJ mputedJ
WholeWzenomeJSequencingJwatamJTheJ~ispanicJvommunityJ~ealthJStudybStudyJofJLatinosaJ
CirculationmGenomicmandmPrecisionmMedicineVJ2020VJdfVJeccekld

5.2 1

69 tllelicJ~eterogeneityJatJtheJvRPJLocusJ dentifiedJbyJWholeWzenomeJSequencingJinJMultiWancestryJ
vohortsaJAmericanmJournalmofmHumanmGeneticsVJ2020VJdciVJddeWdec 11 2

68 SMtRTWQm´ JtnJ ntegrativeJPipelineJQuantifyingJvellJTypeWSpecificJRNtJTranscriptionaJPLoSmONEVJ
2020VJdhVJeceekjic 3.7 2

67 StMxWclusteringmJSingleWcellJtggregatedJvlusteringJviaJMixtureJModelJxnsembleaJNucleicmAcidsm
ResearchVJ2020VJgkVJkiWlh 20.1 27

66 TheJPolygenicJandJMonogenicJuasisJofJuloodJTraitsJandJwiseasesaJCellVJ2020VJdkeVJdedgWdefdaedd 56.2 96

65  nheritedJcausesJofJclonalJhaematopoiesisJinJljVildJwholeJgenomesaJNatureVJ2020VJhkiVJjifWjik 50.4 127

64 vellWtypeWspecificJfwJepigenomesJinJtheJdevelopingJhumanJcortexaJNatureVJ2020VJhkjVJiggWigl 50.4 37

63 vommonJgeneticJriskJvariantsJidentifiedJinJtheJSPtRβJcohortJsupportJww~weJasJaJcandidateJriskJ
geneJforJautismaJTranslationalmPsychiatryVJ2020VJdcVJeih 8.6 19

62 TransWethnicJandJtncestryWSpecificJuloodWvellJzeneticsJinJjgiViijJ ndividualsJfromJhJzlobalJ
PopulationsaJCellVJ2020VJdkeVJddlkWdedfaedg 56.2 88

61 tdiponectinJzWtSJlociJharboringJextensiveJallelicJheterogeneityJexhibitJdistinctJmolecularJ
consequencesaJPLoSmGeneticsVJ2020VJdiVJedcclcdl 6 3

60 wynamicJincorporationJofJmultipleJinJsilicoJfunctionalJannotationsJempowersJrareJvariantJ
associationJanalysisJofJlargeJwholeWgenomeJsequencingJstudiesJatJscaleaJNaturemGeneticsVJ2020VJheVJlilWlkf36.3 33

59  ncreasedJburdenJofJultraWrareJstructuralJvariantsJlocalizingJtoJboundariesJofJtopologicallyJ
associatedJdomainsJinJschizophreniaaJNaturemCommunicationsVJ2020VJddVJdkge 17.4 22

58 zeneralizedJmultiWSNPJmediationJintersectionWunionJtestaJBiometricsVJ2020VJ 1.8 2

57 MultiWSNPJmediationJintersectionWunionJtestaJBioinformaticsVJ2019VJfhVJgjegWgjel 7.2 9

56 MtPSmJModelWbasedJanalysisJofJlongWrangeJchromatinJinteractionsJfromJPLtvWseqJandJ~ivh PJ
experimentsaJPLoSmComputationalmBiologyVJ2019VJdhVJedccilke 5 45

55 SingleWvellJ~eterogeneityJtnalysisJandJvR SPRJScreenJ dentifyJβeyJ˛†WvellWSpecificJwiseaseJzenesaJ
CellmReportsVJ2019VJeiVJfdfeWfdggaej 10.6 38
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54 ~eritabilityJofJRegionalJurainJVolumesJinJLargeWScaleJNeuroimagingJandJzeneticJStudiesaJCerebralm
CortexVJ2019VJelVJelcgWeldg 5.1 10

53 MappingJcisWregulatoryJchromatinJcontactsJinJneuralJcellsJlinksJneuropsychiatricJdisorderJriskJ
variantsJtoJtargetJgenesaJNaturemGeneticsVJ2019VJhdVJdeheWdeie 36.3 68

52
zenomeWwideJassociationJanalysisJofJdlVielJindividualsJidentifiesJvariantsJinfluencingJregionalJ
brainJvolumesJandJrefinesJtheirJgeneticJcoWarchitectureJwithJcognitiveJandJmentalJhealthJtraitsaJ
NaturemGeneticsVJ2019VJhdVJdifjWdigg

36.3 69

51 vommonJwNtJsequenceJvariationJinfluencesJfWdimensionalJconformationJofJtheJhumanJgenomeaJ
GenomemBiologyVJ2019VJecVJehh 18.3 36

50
UseJofJqdccVcccJN~Lu JTransWOmicsJforJPrecisionJMedicineJRTOPMedSJvonsortiumJwholeJgenomeJ
sequencesJimprovesJimputationJqualityJandJdetectionJofJrareJvariantJassociationsJinJadmixedJ
tfricanJandJ~ispanicbLatinoJpopulationsaJPLoSmGeneticsVJ2019VJdhVJedcckhcc

6 90

49 StyxWclusteringmJSingleWcellJtggregatedJRfromJxnsembleSJclusteringJforJsingleWcellJRNtWseqJdataaJ
BioinformaticsVJ2019VJfhVJdeilWdejj 7.2 54

48 zenomeWwideJassociationJanalysesJidentifyJggJriskJvariantsJandJrefineJtheJgeneticJarchitectureJofJ
majorJdepressionaJNaturemGeneticsVJ2018VJhcVJiikWikd 36.3 1301

47 vommonJ˛–WglobinJvariantsJmodifyJhematologicJandJotherJclinicalJphenotypesJinJsickleJcellJtraitJandJ
diseaseaJPLoSmGeneticsVJ2018VJdgVJedccjelf 6 25

46  ntegrativeJfunctionalJgenomicJanalysisJofJhumanJbrainJdevelopmentJandJneuropsychiatricJrisksaJ
ScienceVJ2018VJfieVJ 33.3 277

45 zeneJregulationJinJtheJfwJgenomeaJHumanmMolecularmGeneticsVJ2018VJejVJReekWReff 5.6 26

44 ~Uz nmJ~iWvJUnifyingJzenomicJ nterrogatoraJBioinformaticsVJ2017VJffVJfjlfWfjlh 7.2 41

43
wWwimerJinJtfricanJtmericansmJWholeJzenomeJSequenceJtnalysisJandJRelationshipJtoJ
vardiovascularJwiseaseJRiskJinJtheJαacksonJ~eartJStudyaJArteriosclerosis,mThrombosis,mandmVascularm
BiologyVJ2017VJfjVJeeecWeeej

9.4 22

42
wiscoveryJandJfineWmappingJofJadiposityJlociJusingJhighJdensityJimputationJofJgenomeWwideJ
associationJstudiesJinJindividualsJofJtfricanJancestrymJtfricanJtncestryJtnthropometryJzeneticsJ
vonsortiumaJPLoSmGeneticsVJ2017VJdfVJedccijdl

6 60

41 zenomeWwideJassociationJstudyJofJredJbloodJcellJtraitsJinJ~ispanicsbLatinosmJTheJ~ispanicJ
vommunityJ~ealthJStudybStudyJofJLatinosaJPLoSmGeneticsVJ2017VJdfVJedccijic 6 38

40 tJvompendiumJofJvhromatinJvontactJMapsJRevealsJSpatiallyJtctiveJRegionsJinJtheJ~umanJzenomeaJ
CellmReportsVJ2016VJdjVJecgeWechl 10.6 453

39 MetaWanalysisJofJvomplexJwiseasesJatJzeneJLevelJwithJzeneralizedJyunctionalJLinearJModelsaJ
GeneticsVJ2016VJeceVJghjWjc 4 13

38 tJhiddenJMarkovJrandomJfieldWbasedJuayesianJmethodJforJtheJdetectionJofJlongWrangeJ
chromosomalJinteractionsJinJ~iWvJdataaJBioinformaticsVJ2016VJfeVJihcWi 7.2 32

37 tcrossWPlatformJ mputationJofJwNtJMethylationJLevelsJ ncorporatingJNonlocalJ nformationJUsingJ
PenalizedJyunctionalJRegressionaJGeneticmEpidemiologyVJ2016VJgcVJfffWgc 2.6 8

(2016-2019)

5



36 yast~ivmJaJfastJandJaccurateJalgorithmJtoJdetectJlongWrangeJchromosomalJinteractionsJfromJ~iWvJ
dataaJBioinformaticsVJ2016VJfeVJeileWh 7.2 20

35 zeneJLevelJMetaWtnalysisJofJQuantitativeJTraitsJbyJyunctionalJLinearJModelsaJGeneticsVJ2015VJeccVJdcklWdcg4 24

34 zenomeWwideJtransWancestryJmetaWanalysisJprovidesJinsightJintoJtheJgeneticJarchitectureJofJtypeJeJ
diabetesJsusceptibilityaJNaturemGeneticsVJ2014VJgiVJefgWgg 36.3 784

33 tJcomprehensiveJSNPJandJindelJimputabilityJdatabaseaJBioinformaticsVJ2013VJelVJhekWfd 7.2 14

32 Mav~WadmixmJgenotypeJimputationJforJadmixedJpopulationsaJGeneticmEpidemiologyVJ2013VJfjVJehWfj 2.6 100

31  mputationJofJcodingJvariantsJinJtfricanJtmericansmJbetterJperformanceJusingJdataJfromJtheJexomeJ
sequencingJprojectaJBioinformaticsVJ2013VJelVJejggWl 7.2 30

30
zenotypeJimputationJofJMetabochipJSNPsJusingJaJstudyWspecificJreferenceJpanelJofJ~gVcccJ
haplotypesJinJtfricanJtmericansJfromJtheJWomenQsJ~ealthJ nitiativeaJGeneticmEpidemiologyVJ2012VJ
fiVJdcjWdj

2.6 49

29
 mputationJofJexomeJsequenceJvariantsJintoJpopulationWJbasedJsamplesJandJ
bloodWcellWtraitWassociatedJlociJinJtfricanJtmericansmJN~Lu JzOJxxomeJSequencingJProjectaJ
AmericanmJournalmofmHumanmGeneticsVJ2012VJldVJjlgWkck

11 103

28 PopulationWspecificJcodingJvariantJunderliesJgenomeWwideJassociationJwithJadiponectinJlevelaJ
HumanmMolecularmGeneticsVJ2012VJedVJgifWjd 5.6 35

27 RareWvariantJassociationJtestingJforJsequencingJdataJwithJtheJsequenceJkernelJassociationJtestaJ
AmericanmJournalmofmHumanmGeneticsVJ2011VJklVJkeWlf 11 1573

26 MxTtLmJfastJandJefficientJmetaWanalysisJofJgenomewideJassociationJscansaJBioinformaticsVJ2010VJeiVJedlcWd7.2 2697

25 NewJgeneticJlociJimplicatedJinJfastingJglucoseJhomeostasisJandJtheirJimpactJonJtypeJeJdiabetesJriskaJ
NaturemGeneticsVJ2010VJgeVJdchWdi 36.3 1673

24 Mav~mJusingJsequenceJandJgenotypeJdataJtoJestimateJhaplotypesJandJunobservedJgenotypesaJ
GeneticmEpidemiologyVJ2010VJfgVJkdiWfg 2.6 1535

23 zenomeWwideJassociationJstudyJidentifiesJvariantsJinJTMPRSSiJassociatedJwithJhemoglobinJlevelsaJ
NaturemGeneticsVJ2009VJgdVJddjcWe 36.3 179

22 zenotypeJimputationaJAnnualmReviewmofmGenomicsmandmHumanmGeneticsVJ2009VJdcVJfkjWgci 9.7 812

21 NewlyJidentifiedJlociJthatJinfluenceJlipidJconcentrationsJandJriskJofJcoronaryJarteryJdiseaseaJNaturem
GeneticsVJ2008VJgcVJdidWl 36.3 1304

20 OnJtheJasymptoticsJofJpenalizedJsplinesaJBiometrikaVJ2008VJlhVJgdhWgfi 2 96

19 tJsecondJgenerationJhumanJhaplotypeJmapJofJoverJfadJmillionJSNPsaJNatureVJ2007VJgglVJkhdWid 50.4 3647
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18 MtPSmJmodelWbasedJanalysisJofJlongWrangeJchromatinJinteractionsJfromJPLtvWseqJandJ~ivh PJexperiments 1

17 StMxWclusteringmJSingleWcellJtggregatedJvlusteringJviaJMixtureJModelJxnsemble 2

16 zeneralizedJMultiWSNPJMediationJ ntersectionWUnionJTest 1

15 Snap~ivmJaJcomputationalJpipelineJtoJmapJchromatinJcontactsJfromJsingleJcellJ~iWvJdata 1

14 fwJxpigenomicJvharacterizationJRevealsJ nsightsJ ntoJzeneJRegulationJandJLineageJSpecificationJ
wuringJvorticogenesis 3

13 NucleotideJexcisionJrepairJhotspotsJandJcoldspotsJofJUVWinducedJwNtJdamageJinJtheJhumanJgenome 3

12 MOSTWtSmJMultiWOmicJStrategiesJforJTranscriptomeWWideJtssociationJStudies 1

11 NeuronalJandJglialJfwJchromatinJarchitectureJillustratesJcellularJetiologyJofJbrainJdisorders 3

10 vommonJgeneticJvariationJinfluencingJhumanJwhiteJmatterJmicrostructure 5

9 WholeJgenomeJsequencingJassociationJanalysisJofJquantitativeJredJbloodJcellJphenotypesmJtheJ
N~Lu JTOPMedJprogram 1

8 StyxWclusteringmJSingleWcellJtggregatedJRyromJxnsembleSJvlusteringJforJSingleWcellJRNtWseqJwata 8

7 y RxcallermJwetectingJyrequentlyJ nteractingJRegionsJfromJ~iWvJwata 5

6 SMNNmJuatchJxffectJvorrectionJforJSingleWcellJRNtWseqJdataJviaJSupervisedJMutualJNearestJ
NeighborJwetection 2

5
UseJofJqdccVcccJN~Lu JTransWOmicsJforJPrecisionJMedicineJRTOPMedSJvonsortiumJwholeJgenomeJ
sequencesJimprovesJimputationJqualityJandJdetectionJofJrareJvariantJassociationsJinJadmixedJ
tfricanJandJ~ispanicbLatinoJpopulations

2

4 SvwvmJuulkJzeneJxxpressionJweconvolutionJbyJMultipleJSingleWvellJRNtJSequencingJReferences 5

3 ~Uz nmJ~iWvJUnifyingJzenomicJ nterrogator 1

2 yromJzWtSJVariantJtoJyunctionmJaJStudyJofJ~dgkVcccJVariantsJforJuloodJvellJTraits 1

1 WholeJgenomeJsequencingJidentifiesJcommonJandJrareJstructuralJvariantsJcontributingJtoJ
hematologicJtraitsJinJtheJN~Lu JTOPMedJprogram 1
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